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Abstract 

Viruses, satellite viruses, viroids, virusoids, and satellite nucleic acids (herewith, referred 
to collectively or in part as ‘viruses’) comprise the virosphere and are perhaps the most 
diverse and abundant, yet still under-sampled, microbes on Earth. They are primarily 
regarded as pathogens or parasites of their eukaryotic or prokaryotic hosts. In 
agroecosystems, viruses are particularly well known for their devastating effects on crops, 
and thus research on their diversity, biology, ecology, epidemiology, and evolution focuses 
primarily on pathogenic viruses. In recent years, the availability of cost effective high-
throughput sequencing technologies (HTS), improved experimental approaches and 
computational tools has gradually shifted virology towards non-targeted studies on virus 
sequences in metagenomic data (i.e., viromics). In this doctoral research, we focused on 
tomato (Solanum lycopersicum L.) agroecosystems, including surrounding weeds, as a 
model to demonstrate the use of HTS for uncovering portions of the vast virome diversity, 
and to describe aspects of virus biology, epidemiology, and ecology. First, we gained a 
strong foundation by conducting a meta-analysis on tomato viruses worldwide by searching 
through the literature and databases. We found and curated 312 tomato-associated viruses, 
and showed that this number was underestimated in previous publications, and is still 
growing based on very recent reports. We showed that HTS accelerated the discovery and 
post-discovery characterization of tomato viruses. We synthesized pertinent information 
on economically important tomato viruses, and presented insights that HTS can bring 
forth. We then used this informational foundation to efficiently investigate the viromes of 
tomato and weeds in an agroecosystem setting. We detected and characterized the genomes 
of 125 known and novel viruses in 293 tomato samples and 143 weed plant samples 
(representing 59 different plant species). We did phylogenetic and diversity analyses to 
classify the viruses in known taxa, and found that the vast majority of novel viruses were 
detected in weeds. Ten viruses with probable wide host range were detected in both tomato 
and weeds. We demonstrated an association between plant rhabdoviruses and their 
taxonomically-related hosts, which provided hints to possible co-evolutionary relationships. 
We further characterized and showed infectivity of a novel Tobamovirus species in host 
plants from family Solanaceae. We determined the diversity of novel and previously 
undetected tomato viruses wherein we observed high genome-wide diversity for populations 
of two novel tomato viruses due to presence of two divergent lineages, while populations 
of other known tomato viruses showed variable diversities. Lastly, we demonstrated that 
HTS can be used to reveal previously undetected viruses circulating in crops, such as the 
case of Ranunculus white mottle ophiovirus (RWMV). We showed variable diversity of 
RWMV isolates from several localities in Slovenia collected since 2017, which is also the 
first time it was detected in tomato and pepper crops. Overall, our studies reported for the 
first time four known viruses in Slovenia and discovered ten novel viruses associated with 
tomato. We also report known or novel members of Albetovirus, Vitivirus, Picornaviridae, 
and Lispiviridae for the first time in tomato. Our HTS-based viromic studies and in-depth 
analyses, revealed vast undiscovered portions of the virosphere of tomato agroecosystems, 
predominantly present in weed plants, which has important implications in weed 
management decisions. Finally, it is pertinent to further characterize these viruses to aid 
in uncovering possible emergences and their influence on tomato health.  
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Povzetek 

Virusi, satelitni virusi, viroidi, virusoidi in satelitne nukleinske kisline (v tem odstavku 
poenostavljeno imenovani virusi) sestavljajo virosfero in so verjetno najbolj raznoliki in 
pogosti, a vendar premalo raziskani mikrobi na Zemlji. Najpogosteje jih obravnavamo kot 
patogene mikrobe ali parazite njihovih evkariontskih ali prokariontskih gostiteljev. V 
kmetijskih ekosistemih viruse poznamo zlasti zaradi njihovih uničujočih učinkov na 
poljščine, zato se večina raziskav njihove raznolikosti, biologije, ekologije, epidemiologije in 
evolucije osredotoča prav na patogene vrste. V zadnjih letih sta dostopnost tehnologij 
visokozmogljivega sekvenciranja in napredek v pristopih analize podatkov povzročila 
premik raziskav v virologiji k bolj netarčnim raziskavam virusnih zaporedij oziroma 
viromov v metagenomskih setih podatkov. V predloženem doktorskem delu smo se 
osredotočili na kmetijske ekosisteme, v katerih gojijo paradižnik (Solanum lycopersicum 
L.), vključujoč tudi plevelne rastline, ki smo jih uporabili kot model za odkrivanje še 
neznanih deležev viromov v takih sistemih s pomočjo visokozmogljivega sekvenciranja. Pri 
tem smo opisali tudi določene vidike virusne biologije, epidemiologije in ekologije. V 
začetku smo z metaanalizo znanja o virusih paradižnika (na podlagi literature in baz 
podatkov) pridobili pregled in temeljne podatke za nadaljnje raziskave. Pri tem smo našli 
vsaj 312 virusov, ki so bili povezani s paradižnikom, in pokazali, da je bilo ocenjeno število 
virusov na paradižniku v prejšnjih objavah na to temo podcenjeno ter da še vedno narašča. 
Opazili smo, da je uporaba visokozmogljivega sekvenciranja pospešila odkrivanje virusov 
paradižnika kot tudi nekaterih vidikov karakterizacije novo odkritih virusov. Pri tem smo 
tudi povzeli pomembne informacije o ekonomsko najpomembnejših virusih paradižnika in 
predstavili pomen uporabe visokozmogljivega sekvenciranja pri raziskavah teh virusov. Na 
osnovi pridobljenega znanja smo v drugem delu načrtovali in izvedli viromsko analizo 
paradižnika in plevelnih rastlin v kmetijskih ekosistemih. V 293 vzorcih paradižnika in 143 
vzorcih plevelnih rastlin (vključujoč 59 različnih rastlinskih vrst) smo zaznali 125 znanih 
in novih virusov ter okarakterizirali njihove genome. S pomočjo filogenetskih analiz in 
poravnav genomskih zaporedij smo viruse uvrstili v obstoječe taksone. Večino novih virusov 
smo zaznali samo v plevelnih rastlinah. Deset virusov smo zaznali tako v vzorcih 
paradižnika kot tudi v vzorcih plevelnih rastlin. Opazili smo povezave med skupino 
rabdovirusov in skupino sorodnih gostiteljskih rastlin, kar nakazuje na možnost njihove 
koevolucije. Bolj podrobno smo okarakterizirali tobamovirus trpotca 1 in dokazali njegovo 
kužnost v rastlinah iz družine razhudnikovk. Raziskali smo tudi raznolikosti virusov 
zaznanih na paradižniku in pri tem opazili veliko raznolikost znotraj izolatov dveh novih, 
prej še nepoznanih, virusov paradižnika ter nizko do zmerno raznolikost znotraj izolatov 
znanih vrst. Prikazali smo tudi uporabo visokozmogljivega sekvenciranja za odkrivanje 
virusov, ki prej še niso bili zaznani v poljščinah, na primeru virusa bele lisavosti zlatice. 
Opazili smo zmerno raznolikost med izolati tega virusa, vzorčenimi na več lokacijah v 
Sloveniji od leta 2017 dalje. Pri tem smo virus prvič zaznali na paradižniku in papriki. 
Skupno smo v okviru raziskave prvič poročali o štirih znanih virusih in odkrili deset novih 
virusov v paradižniku. Prav tako smo prvič v paradižniku odkrili znane ali nove viruse iz 
taksonov Albetovirus, Vitivirus, Picornaviridae in Lispiviridae. S tako celostno viromsko 
raziskavo in inadaljnjimi analizami smo razkrili velik delež prej še neznae raznolikosti 
virosfere v izbranih kmetijskih ekosistemih. To nakazuje na pomen takšnih raziskav in kliče 
k nadaljnji karakterizaciji odkritih virusov, ki bo doprinesla k razumevanju njihove vloge 
v ekosistemu in vpliva na zdravje paradižnika. 
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Chapter 1 

1 Introduction 

1.1 The Impact of High-throughput Sequencing (HTS) on 

the Discovery of Plant Viruses 

 
Virology traces back its origins to the discovery of the first virus, the plant-infecting 
tobacco mosaic virus, by Martinus Willem Beijerinck together with the seminal work by 
Dmitry Iosifovich Ivanovsky around 120 years ago (Ivanovsky, 1892; Beijerinck, 1898; 
Creager et al., 1999; Lecoq, 2001). From this single virus, the understanding of virus 
diversity has largely expanded, resulting in the formation of 15 orders of megataxonomy 
(Gorbalenya et al., 2020), spanning six Realms of the virosphere delineated by the virus’ 
(or virus-like agents’) replicative nature (Koonin et al., 2021). As of March 2022, 10,434 
viruses, viroids, and satellite viruses were recognized by the International Committee on 
the Taxonomy of Viruses (ICTV) as indicated in their Master Species List (ICTV, 2022; 
Lefkowitz et al., 2018). Beyond this number are thousands more viruses still awaiting 
naming, characterization, and finally, ratification by the ICTV (Kuhn et al., 2019). This 
includes the thousands of viruses discovered through metagenomic exploration of 
invertebrates (Shi et al., 2016) and global ocean samples (Gregory et al., 2019; Zayed et 
al., 2022). In addition to this, hundreds of thousands of viruses were discovered through in 
silico exploration of global nucleotide sequencing datasets (Edgar et al., 2022; Lee et al., 
2022; Mifsud et al., 2022; Tisza et al., 2020). With the increasing use metagenomics based 
on cost-effective high-throughput sequencing (HTS) (Bertran, 2022; NIH-NHGRI, 2021), 
innovations in experimental approaches in virome studies (Call et al., 2021; S. E. Smith et 
al., 2022; Y.-Z. Zhang et al., 2018), and the continuous improvement of various 
computational methods (Pappas et al., 2021; Sharma et al., 2015), it is possible that in the 
next decades, hundreds of thousands more viruses could be discovered, out of the estimated 
several millions of species (Carroll et al., 2018; Geoghegan & Holmes, 2017). 

Several HTS-based virus explorations in plants were reported in recent years. The most 
notable ones involved the sampling of crop plants or their wild relatives in extended 
geographical scales, such as tomatoes (Solanum lycopersicum) from China (Xu et al., 2017) 
and Brazil (de Nazaré Almeida dos Reis et al., 2020), and tomatoes and Solanum nigrum 
from France (Ma et al., 2020); peas (Pisum sativum) from the UK (Fowkes et al., 2021) 
and peas and surrounding plants from Germany (Gaafar et al., 2020); sweet potatoes 
(Ipomoea batatas) from Barbados (Alleyne et al., 2019); papayas (Carica papaya) from 
Mexico (Alcalá-Briseño et al., 2020); wild Solanum species from South Africa (Mahlanza 
et al., 2022); various wild plants from France (Ma et al., 2019); and the pollen of various 
wild plants from the USA (Fetters et al., 2022). These studies have contributed vast 
information on the distribution, ecology, epidemiology, and previously unknown 
phylogenetic relationships of new virus species. Additionally, out of the thousands of known 
viruses, only 3,206 species were associated with plant hosts, based on the information from 
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the One Thousand Plant Transcriptomes project (1KP) and the National Center for 
Biotechnology Information (NCBI) GenBank database (Benson et al., 2015; Leebens-Mack 
et al., 2019; Wu et al., 2022). Moreover, search for new viruses in NCBI’s Sequence Read 
Archive (SRA) identified additional 11,001 putative new plant viruses globally from 
nucleotide sequences of samples from different ecosystems (Edgar et al., 2022). 
Furthermore, 104 new plant viruses were identified from the 1KP project (Mifsud et al., 
2022). Driven by HTS, plant virology has gradually shifted from a simple concept of 
individual plant virus species, to the concept of ‘viromes’, or the collection of all viruses, 
satellite viruses, viroids, and virus-like sequences in a metagenomic dataset from single or 
pooled plant samples (Roossinck et al., 2015). Furthermore, with the vast amount of virus 
genomic data and ecological and environmental metadata collected from these studies, 
plant virology has transitioned from the traditional focus only on symptomatic virus 
diseases, to the entire set of viruses present in a phytobiome or agroecosystem, regardless 
of pathogenicity (Lefeuvre et al., 2019; Maclot et al., 2020; Sommers et al., 2021). 

 

1.1.1 Discovery of numerous plant viruses using HTS and deciphering 

previously unknown evolutionary relationships 

  
Viruses are primarily studied using targeted detection techniques such as ELISA, PCR and 
Sanger sequencing (Katsarou et al., 2019). These methods are widely used in molecular 
plant pathology or virology laboratories, but the development of these methods requires a 
priori information on viral nucleotide sequences or serological properties. Recently, the 
study of the entire set of viral genomes from populations of viruses (i.e., viromes), became 
possible due to the rapid decrease in HTS costs (NIH-NHGRI, 2021), and the availability 
of improved computational tools (Sharma et al., 2015; Villamor et al., 2019). These 
advancements surpassed the challenges of targeted detection, and uncovered vast virus 
diversity, discovered new species, revealed new phylogenetic relationships, thereby 
expanding the known plant virus taxa. Early instances of the use of HTS for studying plant 
viruses can be traced to more than a decade ago (Donaire et al., 2009; Kreuze et al., 2009; 
Rwahnih et al., 2011). Nowadays, HTS is establishing its position as one of the preferred 
approaches in plant virology research and diagnostics laboratories (Massart et al., 2019).  

HTS-driven virus diversity and discovery studies in plants mainly focused on a single 
plant or crop species (Villamor et al., 2019) or a set of species in a family in natural or 
wild setting (Hasiów-Jaroszewska et al., 2021). Early efforts that used HTS for plant virus 
discovery investigated tomato samples and detected both known and a few novel viruses. 
HTS was demonstrated to be a useful tool in recovering virus genomes in sweet potatoes 
(Kreuze et al., 2009), and in various plant hosts (Donaire et al., 2009), differentiating 
strains of pepino mosaic virus and discovering a novel potyvirus in tomato (R. Li et al., 
2012). Discovery of novel viruses also led to the establishment of novel species or family. 
Recently, two new Potyviridae members discovered in Stylosanthes guianensis, were 
suggested to be members of putative new genera within the family (Mendes De Souza et 
al., 2021). Furthermore, several cile-like viruses were discovered in Solanum violifolium and 
three species of Ligustrum from Brazil. These discoveries resolve phylogenetic relationships 
between plant-infecting Kitaviridae species, thus determining Kitaviridae as a 
monophyletic group and phylogenetically delineating its members from the related and 
primarily animal-associated negeviruses (Ramos-González et al., 2022). This study 
suggested the establishment of novel genera within the Kitaviridae family, but this 
warrants further characterization of its understudied members.  

Most viruses,  even multi-host ones, may have evolved and settled for a specialist or 
host-selective lifestyle, (Malpica et al., 2006), due to inherent fitness trade-offs and 
evolutionary constraints of a generalist lifestyle (Elena et al., 2009). Nevertheless, the 
prevalence of both specialist (i.e., with narrow host range) and generalist (i.e., with wide 
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host range) viruses in an ecosystem or habitat has not yet been exhaustively investigated. 
Attempts to uncover plant viromes at the ecosystem level mainly focused on discovery, 
and its epidemiological or ecological implications (Gaafar et al., 2020; Ma et al., 2020; Xu 
et al., 2017). Knowing which virus species are present in an agroecosystem and to what 
extent they influence the host fitness landscape, while factoring in influence of 
environmental conditions, will greatly aid in the prediction of possible virus emergences 
(McLeish et al., 2019). 

Overall, HTS-based viromics and in silico exploration of databases have uncovered 
phylogenetic or evolutionary relationships of numerous previously uncharacterized plant 
viruses and viroids (Edgar et al., 2022; Lee et al., 2022; Mifsud et al., 2022; Neri et al., 
2022; Paez-Espino et al., 2016; Shi et al., 2016). However, viruses in the tropics and sub-
tropics (i.e., global South) remain under-explored, as demonstrated by the global 
distribution of virus detections in SRA (Edgar et al., 2022). In the future, a globally 
coordinated effort to explore viromes of plants, especially in these under-represented areas, 
would greatly contribute to expanding knowledge on plant virus diversity, ecology, 
epidemiology, and evolutionary relationships.  

 

1.1.2 Establishing complex links between viruses, crop and non-crop 

plants, vectors, and the environment using HTS 

 
Post-discovery characterization of new viruses is a pertinent step towards understanding 
their biological and ecological properties, which are important for assessing their potential 
quarantine and economic importance (Hou et al., 2020; Massart et al., 2017). Aspects of 
post-discovery characterization include, but are not limited to, gene and genome diversity, 
infectivity and host range, and survey of the distribution at different geographical scales 
(Massart et al., 2017). HTS-based viromics, has facilitated the discovery and detection of 
plant viruses in a broad geographical scale, leading to an expanded view of virus diversity, 
host range, epidemiology and other ecological properties (Maclot et al., 2020). Specifically, 
using vast data from HTS, viromes of weeds or volunteer plants, and alternative eukaryotic 
hosts or vectors, and possible exchanges among those parts of an ecosystem, can be deduced 
(Roossinck, 2015). HTS-based virome studies of plants and nearby wild plant species that 
can serve as reservoirs for viruses (Hančinský et al., 2020; Hasiów-Jaroszewska et al., 2021), 
and environmental samples, such as water that might serve as transmission pathway of 
still infective plant viruses (Bačnik et al., 2020), can also enhance our understanding of the 
epidemiology and ecology of plant viruses. 

Plant virus disease outbreaks are usually associated with the introduction of plants into 
new environments, where plants can encounter indigenous viruses, or with the introduction 
and/or rapid adaptation of a novel, mutated, or recombinant virus into a new geographical 
region (Jones, 2021). These viruses could be brought by the introduction of their arthropod 
vectors, weed or ornamental hosts to new regions, or through contaminated water, soil and 
other environmental media (Jones, 2018). With the use of HTS and bioinformatics tools, 
it is now possible to trace the origins and evolution of emerging viruses causing disease 
pandemics in crops, and contribute in predicting disease emergence (McLeish et al., 2020, 
2021). It is likewise possible to monitor the diversity of weeds and wild plants in relation 
to their cultivated relatives, which aids in predicting possible emergences (Alexander et al., 
2014; García-Arenal & Zerbini, 2019).  

A metagenomic survey of viruses in wild Solanum species from South Africa, revealed 
that, despite the close proximity of their habitats, the major viruses of cultivated Solanum 
plants were not prevalent in wild species, with the exception of potato virus Y (PVY) 
(Mahlanza et al., 2022). However, several known viruses of other non-Solanaceae crop 
plants were present in wild Solanum species, indicating their possible role as reservoirs for 
crop-infecting viruses. The study also suggested that through future and constant 
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encounter with cultivated solanaceous plants, these viruses could have breakthrough 
infections and eventual emergence in crop plants. In France, the presence of  PVY and 
Solanum nigrum ilarvirus 1 (SnIV1) in cultivated tomato plants and wild Solanum nigrum 
was demonstrated (Ma et al., 2020), indicating potential exchange of the two viruses in 
the wild and cultivated compartments. The same study detected the presence of broad 
bean wilt virus 1 (BBWV1) only in S. nigrum. A previous study demonstrated that it 
could be mechanically transmitted to tomato (Carpino et al., 2019). An extensive HTS-
based exploration of viruses at the interface between cultivated and uncultivated 
ecosystems revealed the influence of agriculture on the distribution of plant viruses across 
wide areas in South Africa and France with similar climate profiles (Bernardo et al., 2018). 
The study also discovered 94 putative novel viruses, suggesting a large diversity of viruses 
in wild or weed plants that remains to be characterized. Overall, weed and wild plant 
viruses represent a big gap in plant virus research. Estimates indicate that only a small 
portion (17%) of described plant viruses are associated with weeds or wild plants (Wren et 
al., 2006). Thus, exploration of their viromes, in conjunction with their cultivated relatives 
will help close this gap. 

Several known and novel plant viruses were also detected in an HTS-based exploration 
of viromes of arthropods. A vast survey of viruses in arthropods from China detected 1,445 
novel viruses, some of which are phylogenetically-related to known plant viruses (Shi et 
al., 2016). Nevertheless, it is also possible that several of these viruses were wrongly 
assigned to arthropod hosts because they can be present as contaminations or as part of 
the arthropods’ diets. Studies on the viromes of honeybees (Apis mellifera) (Roberts, 
Anderson, et al., 2018; Roberts, Ireland, et al., 2018), other wild pollinators (N. Li et al., 
2022), whiteflies (Bemesia tabaci) (Huang et al., 2021), and thrips species (Frankliniella 
occidentalis and Thrips tabaci) (Chiapello et al., 2021) revealed the presence of plant 
viruses such arthropods could transmit. These studies also revealed novel viruses that are 
phylogenetically related to plant viruses and might be plant-infecting as well. In all these 
cases, host assignation is difficult due to the tight associations between plant hosts, vectors, 
and viruses. Nevertheless, these studies provided valuable insights into the possible 
interconnectivity between plants, arthropods, and viruses. Using HTS, wastewater was also 
explored as a possible transmission pathway of infective plant viruses in Slovenia (Bačnik 
et al., 2020). This study detected several plant viruses that were not reported before in 
Slovenia and indicated their possible distribution within the region. Another study on 
papaya orchards in Mexico used HTS-based network analyses to assess links of viruses to 
weeds, insects, and papaya, and provided valuable insights that aided in formulating virus 
disease management strategies (Alcalá-Briseño et al., 2020).  

Post-discovery characterization of these plant and arthropod viruses, followed by in-
depth and extensive studies of their links or exchanges with nearby cropping areas, could 
potentially result to invaluable ecological and epidemiological information. Collectively, 
establishing these plant-weed-vector-environment links will greatly aid in elucidating 
holistic understanding of virus population dynamics in an agroecosystem, and guide future 
studies, and disease management practices (Garrett et al., 2018; Shates et al., 2019). 

 

1.2 Tomato Virome Studies and Research Gaps Addressed 

by HTS  

 
In global agriculture, the expanding connectivity of international trade and commerce has 
driven the introduction and emergence of viruses and other pathogens in new geographical 
areas (Jones, 2009, 2021; Xing et al., 2020). Additionally, due to the innate high mutation 
rates and propensity for structural genomic changes in viruses, the emergence of more 
virulent strains more possible than not (Elena et al., 2014). Changes in habitats such as 
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ecosystem conversion and simplification, combined with the modulation of environmental 
factors and warming climate, could highly influence the population dynamics of plant 
viruses and their arthropod vectors (Fraile & García-Arenal, 2016; Islam et al., 2020; Jones, 
2016; Roossinck & García-Arenal, 2015; Trebicki, 2020)). All these interplaying factors of 
plant viruses, along plant pests and diseases, continuously threaten global food security, 
especially in highly vulnerable areas where population density and food demand are high 
(Ristaino et al., 2021). 

Approximately half of the emerging crop diseases can be attributed to viruses (Anderson 
et al., 2004), and their economic damages are estimated to be around a quarter of the 
overall attainable yields in major crops, including tomato (Oerke, 2006). Global economic 
losses caused by virus diseases in crops were roughly estimated, with costs ranging from 30 
to 50 billion US dollars annually (Sastry, 2013). Tomato production, which is one of the 
most economically valuable vegetables worldwide and has the highest volume of production 
(FAO, 2021), is affected by numerous pathogens and among them, viruses are considered 
an important limiting factor (Hanssen et al., 2010; Ong et al., 2020; Souiri et al., 2019). 
Thus, it is becoming increasingly important that tomato virus diversity should be well-
studied, and routine monitoring and diagnostics should be done to limit possible emergence 
and spread of virus diseases.  

A comprehensive review of the existing knowledge on tomato virus diversity and their 
characterization was published 12 years ago (Hanssen et al., 2010), and recent reviews have 
focused only on selected aspects of tomato viruses, such as genomic diversity and in relation 
to viruses of other plant species from family Solanaceae (Hančinský et al., 2020; Ong et al., 
2020). Since then, HTS has significantly advanced tomato virus discovery, and is starting 
to be a commonly used tool in studies on diversity, ecology and epidemiology. A survey of 
over a hundred tomatoes showing virus disease-like symptoms from major tomato-growing 
areas in China uncovered the prevalence of 22 viruses, a few of which were not reported 
before in tomato, including one new rhabdovirus (Xu et al., 2017). In 2017-2018, a survey 
of viruses in tomato and in surrounding S. nigrum from different locations in France, 
unveiled the presence of PVY (Potyvirus) and SnIV1 (Ilarvirus) between the two related 
plants, between the wild and cultivated ecological zones, suggesting possible virus 
exchanges (Ma et al., 2020). Using HTS, similar studies reported known and novel virus 
species associated with individual tomato plants or a collection of tomato samples (de 
Nazaré Almeida dos Reis et al., 2020; Fontenele et al., 2017; Rego-Machado et al., 2019; 
Saqib et al., 2015). Findings from these studies have significantly contributed to the 
characterization of the global tomato virome and presented several insights that an HTS-
based viromics survey can provide regarding the diversity, ecology and evolution of tomato 
viruses. These findings can be used as a baseline for post-discovery characterizations of 
viruses and their population dynamics, which could facilitate predicting virus emergences 
and disease outbreaks. 

 

1.3 Scientific Problems and Research Aims  

 
With the increasing number of reports on the impacts and predicted risks of virus diseases 
globally, whether in plants (Jones, 2021; Ristaino et al., 2021), humans or animals (Carlson 
et al., 2022; Morens et al., 2020), there is indeed an urgent need to collect and synthesize 
the current knowledge, and decipher the still less understood diversity of viruses across 
habitats and ecosystems. Better awareness of the current global status of virus diseases 
will help us to better prepare for future virus disease pandemics. The most recent 
comprehensive review of tomato viruses is more than a decade old (Hanssen et al., 2010), 
thus an update on the vast diversity of information regarding tomato viruses, including a 
summary of their genomic, biological and ecological properties, is needed. Moreover, the 
impact of HTS on the discovery of tomato viruses and their subsequent characterization 
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has not yet been assessed in any literature. A meta-analysis of the current body of 
knowledge on tomato viruses is needed and should be made accessible to plant virologists, 
plant protection officers, and students worldwide. 

Moreover, to date, no study has used an HTS-based viromics approach to simultaneously 
uncover the diversity and distribution of viruses and other virus-like agents, in tomato and 
the diverse set of weeds within or surrounding tomato-growing areas. Furthermore, no 
study on a nation-wide scale has been done in Slovenia, nor with any symptomatic and 
asymptomatic crops in association with diverse weed plants surrounding or within the crop-
growing areas. The vast quantities of virome datasets that will be gained from such studies 
will help deduce diverse virus genome organizations, genetic and genome-wide population 
diversity, phylogenetic relationships and possible co-evolutionary links between certain 
groups of viruses with their host. Overall, these information contribute invaluable insights 
on plant viruses at the ecosystem level, specifically, their diversity and dynamics at the 
wild-cultivated agroecological interface, a known zone for disease spill-overs (Alexander et 
al., 2014; Elena et al., 2014). Such virome datasets could also serve as baseline information 
that will aid in future tomato virus disease monitoring, thus contributing to the prevention 
future virus epidemics in tomato in the region.  

This doctoral research focuses on virus diversity associated with crops and surrounding 
flora in an agroecosystem. With the use of HTS, uncovering the diversity and monitoring 
virus evolution through extended time and space became easily implementable. Thus, in 
this research, we focused on tomato agroecosystems, on a nation-wide scale, as a model to 
demonstrate the use of HTS in addressing the above-mentioned knowledge gaps in plant 
virology. We sought to achieve the following general and specific aims:  

1. To assess the current body of knowledge on tomato viruses and how HTS influenced 
their discovery and characterization. Specifically: 
a. to comprehensively collect all the information on viruses reported to infect or be 

associated with tomato, and highlight the economically important viruses, 
b. to assess how HTS influenced the rate of tomato virus discovery in the past decade 

(2010–2020) and how it provided insights into the epidemiology and ecology of 
viruses, and 

c. to evaluate the extent of follow-up characterization studies (i.e., based on genetic, 
biological or ecological properties) implemented on newly discovered tomato 
viruses, based on a published characterization framework and criteria. 

2. To uncover the diversity of known and novel viruses, satellite RNAs, and viroid-like 
sequences in tomato, and weeds within or surrounding selected tomato growing areas. 
Specifically: 
a. to obtain metagenomes from tomato and weed plants, and assemble, identify, and 

characterize genomes of known and novel viruses from these metagenomes, 
b. to distinguish viruses as novel or known based on demarcation criteria set by the 

ICTV, and 
c. to identify viroid-like circular RNAs from tomato and weed plant metagenomes. 

3. To examine phylogenetic relationships and host associations of selected virus groups, 
genera, or families, identified in tomatoes and weeds. Specifically: 
a. to identify specific host(s) of selected known and novel viruses, 
b. to decipher overlap of virus presence in weeds and tomatoes, 
c. to determine placement of novel viruses within known virus taxa, and 
d. to determine associations of phylogenetically-related viruses with their 

taxonomically-related plant hosts.  

4. To characterize properties of novel viruses. Specifically: 
a. to examine the virion morphology of a novel virus, and  
b. to determine the mechanical transmissibility, and infectivity of a novel virus in 

selected plant hosts. 
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5. To determine the distribution and genetic and genome-wide diversity of selected 
viruses. Specifically: 
a. to determine the distribution of previously undetected viruses possibly circulating 

in tomatoes or other crops, and 
b. to determine the genetic and genome-wide diversity of previously undetected and 

predominantly detected viruses in tomatoes. 
 

1.4 Research Hypotheses 

 
In this doctoral research, we hypothesized that: 

1. the number of tomato viruses is probably underestimated and represents one of the 
largest numbers of distinct viruses associated with a plant species, 

2. there is still a vast undiscovered diversity of viruses, especially novel virus species, in 
tomatoes and various species of weed plants in tomato agroecosystems,   

3. there are overlaps in the presence of viruses in tomato and weed plants within or 
surrounding tomato-farming areas,  

4. certain groups of evolutionarily-related viruses are associated with specific groups of 
taxonomically-related plant hosts, marking virus/host long-term co-evolution, 

5. a known or novel virus from a family with a known wide host range found in weed 
plant(s) will be able to infect plants from a botanical family different from the original 
weed host, and 

6. there are previously undetected viruses are already circulating in tomato and other 
economically-important crops and can be uncovered using HTS data across years of 
collection and from different locations. 
 

1.5 Publications Included and Candidate’s Contribution 

 
The first publication, “Global Advances in Tomato Virome Research: Current Status and 
the Impact of High-Throughput Sequencing”, was published in Frontiers in Microbiology 
vol. 12 (2021), doi: 10.3389/fmicb.2021.671925. This review and meta-analyses is the most 
comprehensive and systematic review of all tomato viruses so far. It highlights tomato virus 
studies from the most recent decade (2011-2020), and evaluates how HTS has impacted 
the discovery of tomato viruses and how it can contribute to their further characterization, 
according to a published characterization framework and criteria (Hou et al., 2020; Massart 
et al., 2017). It also provides a comprehensive and detailed summary of the current 
widespread, emergent and economically important viruses of tomato, which will be a useful 
reference for researchers, students, and private companies that are interested in studying 
viruses of tomato. In this study, we addressed the first aim (see Section 1.3) and first 
hypothesis of this dissertation (see Section 1.4). The doctoral candidate contributed to the 
conceptualization the research topic. He did the data mining and analyses, wrote the first 
draft of the manuscript, and contributed to editing the final version of the published 
manuscript. 

The second publication “In-depth study of tomato and weed viromes reveals 
undiscovered plant virus diversity in an agroecosystem”, is a submitted article available as 
a preprint in bioRxiv doi: 10.1101/2022.06.30.498278, and its supplementary materials are 
available at Figshare doi: 10.6084/m9.figshare.20200769. This research. to date, comprises 

https://www.frontiersin.org/articles/10.3389/fmicb.2021.671925/full
https://www.biorxiv.org/content/10.1101/2022.06.30.498278
https://doi.org/10.6084/m9.figshare.20200769
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the largest concurrent virome survey of tomato and diverse species of weed in Slovenia, 
and worldwide. It has discovered a considerable number of novel viruses, for which it has 
provided in-depth characterization of their genomes, phylogenetic relationships with known 
taxa, biology, and links to plant hosts. Collectively, this study helped to illuminate the 
vast unknown diversity of viruses in tomato agroecosystems, at least in Slovenia, which 
could serve as baseline for further biological studies and further virus monitoring in the 
region. In this study, we addressed the second to fourth aims, a part of the fifth aim (see 
Section 1.3), and second to fifth hypotheses of this dissertation (see Section 1.4). The 
doctoral candidate contributed to the formulation and design of the study. He did the 
laboratory and greenhouse work, analyzed the data, wrote the first draft of the manuscript, 
and contributed to editing the final version of the manuscript. 

The third publication, “First report of Ranunculus white mottle ophiovirus in Slovenia 
in pepper with yellow leaf curling symptom and in tomato”, was published in Plant Disease 
vol. 106, no. 7 (2022), doi: 10.1094/PDIS-08-21-1624-PDN. This research demonstrated the 
use of HTS to identify a previously undetected virus in crops that might be circulating and 
contributing to losses or emerging and expanding its geographical distribution. This paper 
addressed a part of the fifth aim (see Section 1.3) and the sixth hypothesis of this 
dissertation (see Section 1.4). The doctoral candidate contributed to the formulation and 
design of the study and to the laboratory work, analyzed the data, wrote the first draft of 
the manuscript, and contributed to editing the final version of the manuscript. 

  

https://apsjournals.apsnet.org/doi/10.1094/PDIS-08-21-1624-PDN
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Chapter 3  

3 Discussion 

In the first publication, “Global Advances in Tomato Virome Research: Current Status 
and the Impact of High-Throughput Sequencing”, we comprehensively collected all the 
information on viruses reported to infect or be associated with tomato from the literature 
and NCBI GenBank database. In addition, our study revealed that tomato is currently 
associated with 312 different virus species, which is significantly higher than the previous 
estimate of 136 viruses from more than a decade ago (Hanssen et al., 2010). These 312 
viruses belong to 39 genera and 22 families. Among them are 220 species of DNA viruses, 
mostly from the family Geminiviridae. Nevertheless, a very diverse set of RNA viruses, 
comprising 84 species from 18 families, was also found. Eight viroids, from the Pospiviridae 
family, are known to infect tomato. Collectively, this set of tomato viruses is likely the 
largest recorded number of known viruses for any cultivated plant. Among these viruses, 
many known and several recently discovered viruses cause significant economic damage to 
tomato production in different parts of the world. This count was just recently updated 
through additional searches in the 1KP database and an updated GenBank database, 
bringing the current count to at least 485 different virus species (Wu et al., 2022), although 
this count still needs thorough curation and verification.  

Additionally, we also assessed how HTS influenced tomato virus discovery and post-
discovery characterization in the past decade (2011-2020) and provided insights into the 
epidemiology and ecology of tomato viruses. Specifically, we evaluated the extent of follow-
up characterization studies (i.e., based on genetic, biological or ecological properties) on 
newly discovered tomato viruses based on a published characterization framework and 
criteria (Massart et al., 2017). We found 45 novel virus species discovered in tomato in the 
recent decade (2011-2020), of which 14 were discovered using HTS. Through HTS, four 
viral families were, for the first time, associated with tomato, i.e., Iflaviridae (Saqib et al., 
2015), Phenuiviridae (Lecoq et al., 2019), Kitaviridae (Ciuffo et al., 2020) and 
Genomoviridae (de Nazaré Almeida dos Reis et al., 2020). Overall, we found out that the 
completeness of post-discovery characterization of these viruses highly depends on their 
economic and phytosanitary importance, and not solely on whether they were discovered 
by HTS or not. For instance, for tomato brown rugose fruit virus (ToBRFV), which is an 
emerging virus of significant economic importance (Oladokun et al., 2019; S. Zhang et al., 
2022), almost all characterization criteria were fulfilled in less than four years after its 
discovery. Conversely, the extensive characterization of tomato necrotic stunt virus and 
tomato mottle mosaic virus, which were the first tomato-infecting viruses discovered using 
small RNA sequencing, required twice as much time as that of ToBRFV. With these 
findings, we addressed the first aim (see Section 1.3) and were able to assess the current 
body of knowledge on tomato viruses and how HTS influenced their discovery and 
characterization. We also confirmed that our first hypothesis (see Section 1.4) is true: the 
number of tomato viruses is underestimated and might represent one of the largest numbers 
of distinct viruses associated with a certain plant. 



94  Chapter 3. Discussion  

Overall, in this publication, we showed that HTS has accelerated the discovery of tomato 
viruses in the past decade (2011-2020). However, more efforts are needed to further 
understand the influence of these viruses on the health and phytobiome of tomato, and to 
dissect their ecological and epidemiological properties. We emphasized that beyond 
discovering and detecting viruses in tomato, HTS can enable an extended temporal and 
spatial scale exploration of viromes of crops, surrounding plants, wild plants, vectors, and 
environmental media (e.g., soil and water), and can help determine possible exchanges 
among these parts of an ecosystem. We present a summary of information on economically 
important, endemic and possibly emerging viruses of tomato for a wider audience, thus 
disseminating basic important information for tomato virome research worldwide. 
 
In the second publication, “In-depth study of tomato and weed viromes reveals 
undiscovered plant virus diversity in an agroecosystem”, we build up on our global meta-
analyses of tomato virome research from the first publication and performed further 
discovery and characterization research on viruses from tomato agroecosystems in Slovenia. 

First, to address the second aim (see Section 1.3), we investigated the diversity of known 
and novel viruses, satellite RNAs, and viroid-like sequences in tomato, and weeds 
surrounding tomato growing areas in Slovenia. Specifically, we implemented a ribosomal 
RNA (rRNA)-depleted total RNA HTS approach to obtain virus sequences from tomato 
and weed plant metagenomes. Then, we implemented a bioinformatic pipeline to assemble, 
identify, and characterize genomes of known and novel viruses from metagenomic data. 
We distinguished viruses whether novel or known based on pairwise percent identities, 
genome organization, and other molecular or genomic demarcation criteria set by the 
ICTV. We also initiated efforts to develop an analysis pipeline for the assembly, 
identification and structural characterization of viroid-like circular RNAs from 
metagenomic data. A total of 293 tomato plants and 59 species (n=143, 18 families) of 
mostly broadleaf dicotyledonous weed plants from six localities in Slovenia were collected 
from 14 farms visited in 2019 and/or 2020. Our virome exploration from these plant 
samples revealed 125 viruses, of which 37 were known and 55 were novel viruses that could 
be classified up to known species taxa, and other 33 known or novel viruses not yet 
classified under established taxa in Riboviria, unclassified satellite RNAs, or viroid-like 
circular RNAs. Among the viruses detected, we were able to contribute new knowledge in 
the set of tomato viruses. We reported for the first time four known and 10 new species in 
tomato, and we also reported for the first time, members of Vitivirus, Lispivirdae, 
Picornaviridae and Albetovirus in tomato plants. Further inoculation assays are needed to 
confirm their infectivity in tomato and other plant species. With these results, we were 
able to show that previously established methods of HTS of rRNA-depleted total RNA 
(Pecman et al., 2017) from tissues of tomatoes and various species of weeds facilitated the 
efficient recovery of virus sequences from plant metagenomes. We also demonstrated that 
the use of bioinformatic analyses pipelines developed in-house (Pecman et al., 2017) for the 
assembly and identification of viral and viroid-like circular RNA genomes, enabled the 
precise detection and discovery of virus or viroid-like circular RNA reads, contigs and whole 
genomes from the metagenomic data. With these results, confirmed that our second 
hypothesis (see Section 1.4) is true: the diversity of viruses is largely unknown, even in 
well-studied tomato agroecosystems, and especially in weed plants within or surrounding 
tomato agroecosystems. 

Second, to address the third aim (see Section 1.3), we examined the phylogenetic 
relationships and host associations of selected virus groups, genera, or families, identified 
in tomatoes and weeds. Specifically, we confirmed the presence of viruses in individual 
hosts using RT-PCR assays with virus-specific oligonucleotide primers. We discovered that 
certain viruses are present in both weeds and tomatoes. We then constructed phylogenetic 
trees and determined the phylogenetic placement of the novel viruses within known virus 
taxa. Furthermore, we determined associations between taxonomically-related plant hosts 
and clades, genera, or families of phylogenetically-related viruses. We demonstrated that 
60 known and novel classified viruses were found exclusively in weeds, 22 were found 
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exclusively in tomatoes, and 10 were found in both weed and tomato plants. The 
overlapping viruses have extremely wide host ranges and are important tomato pathogens 
(e.g., tomato spotted wilt virus, cucumber mosaic virus, PVY). A study in France 
demonstrated the presence of PVY and SnIV1, which were found between cultivated 
(tomato) and wild (S. nigrum) habitats (Ma et al., 2020). The study also detected BBWV1 
in S. nigrum but not in tomatoes. We observed a similar pattern, detecting SnIV1 in 
tomato and a related weed (Physalis sp.), and detecting BBWV1 only in pools of weed 
plants in three different locations but not in tomato plants. We also identified new weed 
hosts for tomato viruses, such as Ranunculus white mottle ophiovirus detected in S. 
nigrum. Known viruses of other crops were also detected in weeds, such as lettuce mosaic 
virus. These findings implied the presence of potential alternate hosts or wild reservoirs for 
such viruses (Cooper & Jones, 2006). Herein, we demonstrated that certain viruses are 
present in both tomatoes and weeds surrounding tomato-farming areas. We showed that 
this scenario for viruses infecting tomato and weed plant species within the same family, 
Solanaceae. Moreover, the highest diversity of novel detections was found with 11 
rhabdoviruses, of which nine were newly discovered species that are phylogenetically-
related to plant-infecting rhabdoviruses. In weeds alone, we detected six new rhabdoviruses 
associated with Asteraceae species. We further observed the link of a clade of closely related 
alphanucleorhabdoviruses with Solanaceae plant species, and the frequent association of 
Plantago major with different but phylogenetically-related tobamoviruses (Plantago 
tobamovirus 1, ribgrass mosaic virus, and turnip vein clearing virus). Herein, we observed 
that certain groups of evolutionarily-related viruses might be associated with specific 
groups of taxonomically-related plant hosts. Examining host-virus associations will enable 
generation of new hypotheses on their epidemiology, ecology and possible host adaptive 
evolution. With these results we confirmed that our third and fourth hypotheses (see 
Section 1.4) are true. We demonstrated that in an agroecosystem, there are overlaps in the 
presence of virus species, but not demonstrated overall in terms of viral isolates, in tomato 
(crop) and diverse weed plants within or surrounding the farming areas. We also confirmed 
that certain groups of evolutionarily-related viruses are associated with specific groups of 
taxonomically-related plant hosts, which indicates possible co-evolutionary links. More 
extensive sampling and wider co-phylogenetic analyses in the future will expand these 
findings and give a better picture of such virus-host relationships. 

Third, to address the fourth aim (see Section 1.3), we characterized the pathobiology 
(i.e., the infectivity and host range in Solanaceae species) of a novel tobamovirus, Plantago 
tobamovirus 1 (PTV1), which we discovered in Plantago major (Plantaginaceae). 
Tobamoviruses are known to have wide host ranges, exhibit persistence in the environment, 
and cause major disease outbreaks and pandemics in crops, such as tomato (Rivarez et al., 
2021; E. Smith & Dombrovsky, 2020). Specifically, we examined the virion morphology of 
PTV1 using transmission electron microscopy (TEM) and determined its mechanical 
transmissibility and infectivity in selected herbaceous plant hosts within family Solanaceae. 
We demonstrated that PTV1 can systemically infect two Solanaceae hosts. We observed 
typical rod-shaped virions of tobamoviruses when apical, non-inoculated leaves of a PTV1-
infected Nicotiana clevelandii was subjected to TEM. HTS of the same sample using 
nanopore sequencing revealed that PTV1 is the most abundant virus in the inoculated 
plant. Herein, we demonstrated that characterization of pathobiology of a novel virus (e.g., 
those from economically important groups such as tobamoviruses) can provide information 
on virus infectivity and host range. With this result, we confirmed that our fifth hypothesis 
(see Section 1.4) is true: a novel virus from a family with a wide host range, that is found 
in weed plant(s) will be able to infect plants from a family different from its original weed 
host, at least in controlled experimental settings. 

Fourth, to address the fifth aim (see Section 1.3), we determined the distribution, and 
genetic and genome-wide diversity of selected viruses to better understand their diversity 
and epidemiology. Specifically, we determined the genome-wide diversity of selected viruses 
identified in tomatoes and weeds in Slovenia. We determined that there is a variable level 
of diversities among isolates of tomato mosaic virus, southern tomato virus, tomato spotted 
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wilt virus, potato virus Y, cucumber mosaic virus, potato virus M, Physostegia chlorotic 
mottle virus, and Ranunculus white mottle ophiovirus. Physostegia chlorotic mottle virus 
is a widespread pathogen of tomato and other crops in Europe (Temple et al., 2022; 
Vučurović et al., 2021), and Ranunculus white mottle ophiovirus was recently detected in 
peppers and tomatoes from Slovenia (Rivarez et al., 2022). Interestingly, two new tomato 
viruses (tomato betanucleorhabdovirus 2 and tomato vitivirus 1) showed high level of 
variability, due to the existence of one divergent strain or lineage for each species. 
Population genetic diversity of these viruses that circulate in crops and weeds should be 
further investigated to confirm if these viruses might have been either circulating for a long 
time already or are undergoing diversifying evolution. Herewith, we demonstrated that 
HTS data from virus-infected plants, across different years and locations, can be used to 
determine the occurrence and variability of previously undetected known and novel viruses. 
It is possible that these viruses might be already circulating in tomato and other 
economically-important crops, and remained undetected for several years, such as in the 
case of Ranunculus white mottle ophiovirus. With these results, we confirmed that our 
sixth hypothesis (see Section 1.4) is true: previously undetected viruses, which might be 
circulating in tomato and other economically-important crops and can be uncovered and 
studied in detail using HTS data. 

Overall, in the second study, we uncovered the vast diversity of tomato viruses in 
Slovenia. Additionally, we pioneered the exploration of viruses of a very diverse set of weed 
plant species surrounding tomato agroecosystems. Our metagenomic exploration of viruses 
in the two types of flora in an agroecosystem is the largest simultaneous study of its kind 
conducted so far. We fully characterized the genomes of the 125 viruses, satellite viruses, 
and virus- or viroid-like sequences detected. We presented virus distribution, phylogenetic 
relationships among viruses, and possible links between viruses and plant hosts. We 
characterized the infectivity and other properties of a novel tobamovirus, which belongs to 
a group of viruses with high economic and phytosanitary importance in crops, including 
tomato. We looked deeper into some implications of these findings on virus ecology and 
epidemiology in tomato agroecosystem.  

Nevertheless, we are aware that our sampling scope in terms of plant species richness, 
temporal and spatial scales are just small proportion of the overall status and dynamics in 
the agroecosystems we visited. Sequencing of total RNA extracts that are depleted of 
ribosomal RNAs, remain one of the most efficient strategy to recover viral sequences. 
However, we detected only a few plant DNA viruses. Thus, we hypothesize that adding 
DNA extraction and enrichment strategies to our experimental approach, would increase 
the chances of detecting DNA viruses. We are also aware that we sequenced pools of 
equimolar portions of each plant RNA extract for obvious practical reasons and budget 
constraints inherent to sequencing projects. This introduced bias toward sequencing of high 
coverage virus genomes and leaving out the low coverage ones. Sequencing of smaller size 
of pooled plants may have reduce this bias, but to what extent the pool size to be reduced 
to should be experimentally verified first. It would also be more efficient if we had pooled 
the RNAs by plant species and not by location, in this way it would have been easier to 
associate viruses with their hosts, which is more important than the location, for the 
purpose of this study.  

In addition, looking deeper at isolates or strains should be more informative when 
investigating virus presence in both tomatoes and weeds. However, these strains should be 
well defined in the first place, i.e., are they relevant in terms of pathobiology, geographic 
restriction, host preference, etc. In essence, since most of our virus detections are novel 
ones and only have one or two isolates, this is practically not doable (yet), and only so if 
more isolates are gathered. However, future studies should therefore investigate possible 
fluxes of known viruses with several isolates, present in tomatoes and weeds, which in the 
current study is very rare. More work is thus needed, especially a more systematic sampling 
should be done, possibly in more extensive time and space, in the same growing areas where 
these virus overlaps were detected. It is also worthwhile to note that inter-cropping, co-
cultivation of tomatoes with other crops are common in these areas, so it has important 
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implication for crops of the same family where there is higher chances of virus exchanges, 
as well as in weeds. 

This study would then serve as baseline for future research that will either expand our 
sampling scope, or further characterize the numerous viruses we identified. This study 
could inspire similar systematic surveys in various crop agroecosystems, which could also 
include vectors (e.g., fungal, oomycete, arthropod or nematode) and environmental media 
(e.g. soil and water). In the future, such studies could provide more virome data from still 
undescribed partitions of different agroecosystems. 
 
In the third publication, “First report of Ranunculus white mottle ophiovirus in 
Slovenia in pepper with yellow leaf curling symptom and in tomato”, we were able to 
determine the presence in different localities and the genetic diversity of Ranunculus white 
mottle ophiovirus (RWMV). Specifically, we determined the diversity of RWMV isolates 
from tomatoes and peppers from different localities in Slovenia, spanning three years of 
sampling (2017–2020). We also demonstrated that the isolates exhibited 92–97% pairwise 
identities, indicating a low to moderate level of genetic diversity with respect to the current 
threshold for species demarcation in Aspiviridae (<85%) (García et al., 2017). We reported 
the first full genome for RWMV its first detection in vegetable crops from Europe, since 
its discovery in nearby Italy more than two decades ago (Vaira et al., 2000), and its recent 
detection in Australia in 2019 (Gambley et al., 2019). Hence, we showed the use of HTS 
for proactive and unbiased monitoring of viruses in agroecosystems. It can enable the 
detection of novel viruses that might be already circulating, but have remained undetected, 
in tomato and other economically-important crops. With these results, addressed a part of 
the fifth aim (see Section 1.3) and determined the distribution and genetic diversity of 
selected viruses. We also confirmed that our sixth hypothesis (see Section 1.4) is true: there 
are previously undetected viruses, which might be circulating in tomato and other 
economically-important crops and can be uncovered using HTS data. 

 

Overall, the studies presented in this dissertation will be relevant for the broader 
virology and plant pathology community in the field of virus discovery and in-depth studies 
of diversity, phylogenetic relationships, host associations, and further characterization. 
Specifically, our most relevant contributions are: 

1. the most comprehensive and systematic review of all tomato viruses in the literature 
so far, highlighting the most economically important viruses, and demonstrating how 
HTS contributed to advancing tomato virus discovery and characterization,  

2. the discovery of numerous novel viruses, satellite RNAs, and viroid-like sequences in 
tomato and weeds from tomato agroecosystems, and the further characterization of the 
infectivity of a novel tobamovirus in Solanaceae hosts, 

3. the determination of patterns of presence and overlaps of viruses in symptomatic and 
asymptomatic tomato, and tomato and weed plants, and diversity analyses of the most 
prevalent viruses in tomatoes; such data are crucial for studying host ecology and host 
adaptation in viruses,  

4. the expansion of the current knowledge on the genomic landscapes, phylogeny of 
detected viruses and their potential co-evolutionary links to their plant hosts such as 
the case of plant rhabdoviruses, and their geographic origin, such as the case for selected 
tobamoviruses, and 

5. the detection of previously undetected known and novel viruses of tomato plants in 
Slovenia using HTS, which demonstrated that the use of HTS can improve the 
monitoring of viruses in crops, even before they emerge and cause disease outbreaks.
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Chapter 4 

4 Conclusions 

This doctoral research comprehensively collected known and contributed new knowledge 
on viruses of tomato and the weed plants within and surrounding tomato agroecosystems. 
These information further enhanced our understanding of virus diversity, and portions of 
their ecology and epidemiology in such agroecosystems, that may serve as a model for 
similar studies in other crop plants.  

First, we showed that the number of tomato viruses is underestimated and represent 
one of the largest numbers of distinct viruses associated with a certain plant. We showed 
that HTS accelerated the discovery and post-discovery characterization of novel tomato 
viruses, in the recent decade (2011–2020). This is evident for viruses that are of economic 
and phytosanitary importance, even for those not discovered through HTS. We synthesized 
information on economically important and possibly emerging tomato viruses for a wider 
audience, thus disseminating information for tomato virome research globally. 

Second, we showed that there is still a vast undiscovered diversity of known and novel 
viruses, in tomatoes and various species of weed plants in tomato agroecosystems. We 
uncovered the vast diversity of 125 known and novel tomato viruses through the 
simultaneous and, by far, the largest exploration of viruses of a very diverse set of weed 
plant species surrounding an agroecosystem. Additionally, we showed that there are 
overlaps of presence of viruses in tomato and weed plants within or surrounding tomato 
farming areas, and that certain groups of evolutionarily-related viruses are associated with 
specific groups of taxonomically-related plant hosts. We showed that a novel virus of a 
family with a known wide host range that is found in weed plant(s) can infect plants of a 
botanical family different than its original weed host. This was for a novel Plantago 
tobamovirus 1, which belongs to a group of viruses of high economic and phytosanitary 
importance in crops, including tomato.  

Third, we demonstrated that HTS could identify a previously undetected virus, 
Ranunculus white mottle ophiovirus, which is present in crop plants, including tomato. We 
reported the virus for the first time in vegetable crops from Europe, and that it is already 
present in Slovenian tomatoes and peppers for several years. With this, we demonstrated 
that previously undetected viruses circulating in tomato and other economically important 
crops and can be uncovered using HTS data. Hence, we demonstrated that HTS is suitable 
for proactive and unbiased monitoring of viruses in agroecosystems.  

Our work has contributed to a comprehensive and deeper understanding of viruses in 
tomato and weed plants related to tomato production. Overall, we aimed to promote the 
importance and usefulness of HTS to uncover virus diversity in agroecosystems, monitor 
their distribution, uncover links to plant hosts, and understand portions of their biology, 
ecology and epidemiology. With the vast amount of data obtained through these plant 
viromic studies, useful contributions to illuminate the still undiscovered portion of the 
global virosphere can be made. More importantly, a deeper understanding of the properties 
and dynamics of viruses in agroecosystems can be obtained that will possibly aid in future 
studies in managing virus disease emergences. 
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Appendix A 

Appendix A Supplementary Materials of 

Publications 

A.1 Supplementary Material for Publication 2.1 

Also available through the publisher’s website: 
https://www.frontiersin.org/articles/10.3389/fmicb.2021.671925/ful
l#supplementary-material  

 

 
Steps made in collecting all tomato viruses (Discussed in detail in the article): 

 
1)  Collect all the viruses containing “tomato” in their name from the latest master species 
list by the International Committee on Taxonomy of Viruses (ICTV) 
<https://talk.ictvonline.org/files/master-species-lists/m/msl/9601>.  
 
2) To this list, add other viruses for which tomato is indicated as host in a curated list in 
Encyclopedia of Plant Viruses and Viroids <http://link.springer.com/10.1007/978-81-322-
3912-3>.  
 
3) Collect additional viruses (with tomato indicated as host) by mining complete genomes 
with supporting publications in GenBank and viral RefSeq in NCBI 
<https://www.ncbi.nlm.nih.gov/genbank/>, European Nucleotide Archive 
<https://www.ebi.ac.uk/ena/browser/home> and Virus-Host DB 
<https://www.genome.jp/virushostdb/>. 
 
4) Additionally, tomato viruses with partial or unconfirmed full genomes, but with 
supporting publications and/or recognition by ICTV, were also included in the list. 

 
 
Table S1. Meta-analysis of the extent of characterization of novel viruses discovered in 
tomato from 2011-2020. 
 
Abbreviations and Legends used in Table S1: 

https://www.frontiersin.org/articles/10.3389/fmicb.2021.671925/full#supplementary-material
https://www.frontiersin.org/articles/10.3389/fmicb.2021.671925/full#supplementary-material
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Abbreviation

ssDNA circular, positive sense, single stranded DNA (Group I)

(+)ssRNA linear, positive/messenger sense, single stranded RNA (Group IV)

(-)ssRNA linear, negative sense, single stranded RNA (Group V, wherein Tospoviridae and Phenuiviridae undergo ambisense transcription)

dsRNA double stranded RNA (Group III)

total DNA-RCA total DNA with rolling circle amplification

total RNA-RD total RNA with rRNA depletion

sRNA small RNA

N/A not appplicable

Legend:

1 or Y - means yes or affirmative

0 or N - means no or not affirmative
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Table S2. Summary list of all viruses with tomato indicated as host based on review of literature and different databases.

Family Genus Virus Name

Alphaflexiviridae Potexvirus Pepino mosaic virus

Alphaflexiviridae Potexvirus Potato virus X

Alphasatellitidae Ageyesisatellite Ageratum yellow vein Singapore alphasatellite

Alphasatellitidae Clecrusatellite Tomato yellow spot alphasatellite

Alphasatellitidae Clecrusatellite Tomato leaf curl New Delhi alphasatellite

Alphasatellitidae Clecrusatellite Tomato leaf curl Virudhunagar alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Buea alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Pakistan alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Cameroon alphasatellite

Alphasatellitidae Colecusatellite Cotton leaf curl Burawela alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl China alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl Yunnan alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl Thailand alphasatellite

Alphasatellitidae Colecusatellite Cotton leaf curl Geriza alphasatellite

Alphasatellitidae Colecusatellite Ageratum yellow vein China alphasatellite

Alphasatellitidae Colecusatellite Sunflower leaf curl Karnataka alphasatellite

Alphasatellitidae unassigned Sida yellow vein China alphasatellite 

Alphasatellitidae unassigned ‘new alpha-satellite’

Amalgaviridae Amalgavirus Southern tomato virus

Betaflexiviridae Carlavirus Potato virus H

Betaflexiviridae Carlavirus Potato virus M

Betaflexiviridae Carlavirus Potato virus S

Betaflexiviridae Carlavirus Cowpea mild mottle virus

Bromoviridae Alfamovirus Alfalfa mosaic virus

Bromoviridae Anulavirus Pelargonium zonate spot virus

Bromoviridae Cucumovirus Tomato aspermy virus

Bromoviridae Cucumovirus Cucumber mosaic virus

Bromoviridae Ilarvirus Tomato necrotic streak virus

Bromoviridae Ilarvirus Tomato necrotic spot virus

Bromoviridae Ilarvirus Parietaria mottle virus

Bromoviridae Ilarvirus Solanum nigrum ilarvirus 1

Bromoviridae Ilarvirus Spinach latent virus

Bromoviridae Ilarvirus Tobacco streak virus

Closteroviridae Crinivirus Lettuce chlorosis virus

Closteroviridae Crinivirus Potato yellow vein virus 

Closteroviridae Crinivirus Tomato chlorosis virus

Closteroviridae Crinivirus Tomato infectious chlorosis virus
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Family Genus Virus Name
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Alphasatellitidae Ageyesisatellite Ageratum yellow vein Singapore alphasatellite

Alphasatellitidae Clecrusatellite Tomato yellow spot alphasatellite

Alphasatellitidae Clecrusatellite Tomato leaf curl New Delhi alphasatellite

Alphasatellitidae Clecrusatellite Tomato leaf curl Virudhunagar alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Buea alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Pakistan alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Cameroon alphasatellite

Alphasatellitidae Colecusatellite Cotton leaf curl Burawela alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl China alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl Yunnan alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl Thailand alphasatellite

Alphasatellitidae Colecusatellite Cotton leaf curl Geriza alphasatellite

Alphasatellitidae Colecusatellite Ageratum yellow vein China alphasatellite

Alphasatellitidae Colecusatellite Sunflower leaf curl Karnataka alphasatellite

Alphasatellitidae unassigned Sida yellow vein China alphasatellite 

Alphasatellitidae unassigned ‘new alpha-satellite’

Amalgaviridae Amalgavirus Southern tomato virus

Betaflexiviridae Carlavirus Potato virus H

Betaflexiviridae Carlavirus Potato virus M

Betaflexiviridae Carlavirus Potato virus S

Betaflexiviridae Carlavirus Cowpea mild mottle virus

Bromoviridae Alfamovirus Alfalfa mosaic virus

Bromoviridae Anulavirus Pelargonium zonate spot virus

Bromoviridae Cucumovirus Tomato aspermy virus

Bromoviridae Cucumovirus Cucumber mosaic virus

Bromoviridae Ilarvirus Tomato necrotic streak virus

Bromoviridae Ilarvirus Tomato necrotic spot virus

Bromoviridae Ilarvirus Parietaria mottle virus

Bromoviridae Ilarvirus Solanum nigrum ilarvirus 1

Bromoviridae Ilarvirus Spinach latent virus

Bromoviridae Ilarvirus Tobacco streak virus

Closteroviridae Crinivirus Lettuce chlorosis virus

Closteroviridae Crinivirus Potato yellow vein virus 

Closteroviridae Crinivirus Tomato chlorosis virus

Closteroviridae Crinivirus Tomato infectious chlorosis virus

Closteroviridae Crinivirus Lettuce chlorosis virus

Closteroviridae Crinivirus Potato yellow vein virus 

Closteroviridae Crinivirus Tomato chlorosis virus

Closteroviridae Crinivirus Tomato infectious chlorosis virus

Geminiviridae Becurtovirus Beet curly top Iran virus

Geminiviridae Begomovirus Ageratum enation virus

Geminiviridae Begomovirus Ageratum yellow vein Hualian virus

Geminiviridae Begomovirus Ageratum yellow vein China virus

Geminiviridae Begomovirus Ageratum yellow vein virus

Geminiviridae Begomovirus Bean golden mosaic virus

Geminiviridae Begomovirus Chilli leaf curl virus 

Geminiviridae Begomovirus Chino del tomate Amazonas virus

Geminiviridae Begomovirus Chino del tomate virus

Geminiviridae Begomovirus Cotton leaf curl Burewala virus

Geminiviridae Begomovirus Cotton leaf curl Geriza virus

Geminiviridae Begomovirus Cotton leaf curl Kokhran virus

Geminiviridae Begomovirus Cotton leaf curl Multan virus

Geminiviridae Begomovirus Croton yellow vein mosaic virus

Geminiviridae Begomovirus Eupatorium yellow vein virus	

Geminiviridae Begomovirus Euphorbia yellow mosaic 

Geminiviridae Begomovirus Honeysuckle yellow vein virus

Geminiviridae Begomovirus Lindernia anagallis yellow vein virus

Geminiviridae Begomovirus Malvastrum yellow vein virus

Geminiviridae Begomovirus Melon chlorotic leaf curl virus

Geminiviridae Begomovirus Merremia mosaic virus

Geminiviridae Begomovirus Mungbean yellow mosaic Indian virus

Geminiviridae Begomovirus Papaya leaf curl China virus

Geminiviridae Begomovirus Pedilanthus leaf curl virus

Geminiviridae Begomovirus Pepper golden mosaic virus

Geminiviridae Begomovirus Pepper huasteco yellow vein virus

Geminiviridae Begomovirus Pepper leafroll virus

Geminiviridae Begomovirus Pepper yellow leaf curl Aceh virus

Geminiviridae Begomovirus Pepper yellow leaf curl Indonesia virus

Geminiviridae Begomovirus Pepper yellow leaf curl Thailand virus

Geminiviridae Begomovirus Pepper yellow vein Mali virus

Geminiviridae Begomovirus Peru tomato mosaic virus

Geminiviridae Begomovirus Potato yellow mosaic Panama virus

Geminiviridae Begomovirus Potato yellow mosaic Trinidad virus

Geminiviridae Begomovirus Sida micrantha mosaic virus

Geminiviridae Begomovirus Tobacco curly shoot virus

Geminiviridae Begomovirus Tobacco leaf curl Japan virus

Geminiviridae Begomovirus Tobacco leaf curl Kochi virus

Geminiviridae Begomovirus Tobacco leaf curl Thailand virus

Geminiviridae Begomovirus Tobacco leaf curl virus

Geminiviridae Begomovirus Tomato bright yellow mosaic virus

Geminiviridae Begomovirus Tomato bright yellow mottle virus

Geminiviridae Begomovirus Tomato chino La Paz virus

Geminiviridae Begomovirus Tomato chlorotic leaf curl virus

Geminiviridae Begomovirus Tomato chlorotic leaf distortion virus

Geminiviridae Begomovirus Tomato chlorotic mottle Guyane virus

Geminiviridae Begomovirus Tomato chlorotic mottle virus

Geminiviridae Begomovirus Tomato common mosaic virus

Geminiviridae Begomovirus Tomato curly stunt virus

Geminiviridae Begomovirus Tomato dwarf leaf virus

Geminiviridae Begomovirus Tomato enation leaf curl virus

Geminiviridae Begomovirus Tomato golden leaf distortion virus

Geminiviridae Begomovirus Tomato golden leaf spot virus

Geminiviridae Begomovirus Tomato golden mosaic virus

Geminiviridae Begomovirus Tomato golden mottle virus

Geminiviridae Begomovirus Tomato golden vein virus

Geminiviridae Begomovirus Tomato interveinal chlorosis virus

Geminiviridae Begomovirus Tomato latent virus

Geminiviridae Begomovirus Tomato leaf curl Anjouan virus

Geminiviridae Begomovirus Tomato leaf curl Arusha virus

Geminiviridae Begomovirus Tomato leaf curl Barka virus

Geminiviridae Begomovirus Tomato leaf curl Bangalore virus

Geminiviridae Begomovirus Tomato leaf curl Bangladesh virus

Geminiviridae Begomovirus Tomato leaf curl Burkina Faso virus

Geminiviridae Begomovirus Tomato leaf curl Cebu virus

Geminiviridae Begomovirus Tomato leaf curl China virus

Geminiviridae Begomovirus Tomato leaf curl Comoros virus

Geminiviridae Begomovirus Tomato leaf curl Cotabato virus

Geminiviridae Begomovirus Tomato leaf curl Diana virus

Geminiviridae Begomovirus Tomato leaf curl Gandhinagar virus

Geminiviridae Begomovirus Tomato leaf curl Ghana virus

Geminiviridae Begomovirus Tomato leaf curl Guangdong virus

Geminiviridae Begomovirus Tomato leaf curl Guangxi virus

Geminiviridae Begomovirus Tomato leaf curl Gujarat virus

Geminiviridae Begomovirus Tomato leaf curl Hainan virus

Geminiviridae Begomovirus Tomato leaf curl Hanoi virus

Geminiviridae Begomovirus Tomato leaf curl Hsinchu virus

Geminiviridae Begomovirus Tomato leaf curl Iran virus

Geminiviridae Begomovirus Tomato leaf curl Japan virus

Geminiviridae Begomovirus Tomato leaf curl Java virus

Geminiviridae Begomovirus Tomato leaf curl Joydebpur virus

Geminiviridae Begomovirus Tomato leaf curl Karnataka virus

Geminiviridae Begomovirus Tomato leaf curl Karnataka virus 2

Geminiviridae Begomovirus Tomato leaf curl Karnataka virus 3

Geminiviridae Begomovirus Tomato leaf curl Kerala virus

Geminiviridae Begomovirus Tomato leaf curl Kumasi virus

Geminiviridae Begomovirus Tomato leaf curl Laos virus

Geminiviridae Begomovirus Tomato leaf curl Liwa virus

Geminiviridae Begomovirus Tomato leaf curl Madagascar virus

Geminiviridae Begomovirus Tomato leaf curl Mahe virus

Geminiviridae Begomovirus Tomato leaf curl Malaysia virus

Geminiviridae Begomovirus Tomato leaf curl Mali virus

Geminiviridae Begomovirus Tomato leaf curl Mayotte virus

Geminiviridae Begomovirus Tomato leaf curl Mindanao virus

Geminiviridae Begomovirus Tomato leaf curl Moheli virus

Geminiviridae Begomovirus Tomato leaf curl Namakely virus

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus 2

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus 4

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus 5

Geminiviridae Begomovirus Tomato leaf curl Nigeria virus

Geminiviridae Begomovirus Tomato leaf curl Oman virus

Geminiviridae Begomovirus Tomato leaf curl Palampur virus

Geminiviridae Begomovirus Tomato leaf curl Patna virus

Geminiviridae Begomovirus Tomato leaf curl Philippines virus

Geminiviridae Begomovirus Tomato leaf curl Pune virus

Geminiviridae Begomovirus Tomato leaf curl purple vein virus

Geminiviridae Begomovirus Tomato leaf curl Rajasthan virus

Geminiviridae Begomovirus Tomato leaf curl Ranchi virus

Geminiviridae Begomovirus Tomato leaf curl Seychelles virus

Geminiviridae Begomovirus Tomato leaf curl Sinaloa virus

Geminiviridae Begomovirus Tomato leaf curl Sri Lanka virus

Geminiviridae Begomovirus Tomato leaf curl Sudan virus

Geminiviridae Begomovirus Tomato leaf curl Sulawesi virus

Geminiviridae Begomovirus Tomato leaf curl Taiwan virus

Geminiviridae Begomovirus Tomato leaf curl Tanzania virus

Geminiviridae Begomovirus Tomato leaf curl Toliara virus

Geminiviridae Begomovirus Tomato leaf curl Uganda virus

Geminiviridae Begomovirus Tomato leaf curl Vietnam virus

Geminiviridae Begomovirus Tomato leaf curl virus

Geminiviridae Begomovirus Tomato leaf deformation virus

Geminiviridae Begomovirus Tomato leaf distortion virus

Geminiviridae Begomovirus Tomato mild mosaic virus

Geminiviridae Begomovirus Tomato mild yellow leaf curl Aragua virus

Geminiviridae Begomovirus Tomato mosaic Havana virus

Geminiviridae Begomovirus Tomato mottle leaf curl virus

Geminiviridae Begomovirus Tomato mottle Taino virus

Geminiviridae Begomovirus Tomato mottle virus

Geminiviridae Begomovirus Tomato mottle wrinkle virus

Geminiviridae Begomovirus Tomato rugose mosaic virus

Geminiviridae Begomovirus Tomato rugose yellow leaf curl virus

Geminiviridae Begomovirus Tomato severe leaf curl Kalakada virus

Geminiviridae Begomovirus Tomato severe leaf curl virus

Geminiviridae Begomovirus Tomato severe rugose virus

Geminiviridae Begomovirus Tomato twisted leaf virus

Geminiviridae Begomovirus Tomato wrinkled mosaic virus

Geminiviridae Begomovirus Tomato yellow leaf curl Axarquia virus

Geminiviridae Begomovirus Tomato yellow leaf curl China virus

Geminiviridae Begomovirus Tomato yellow leaf curl Guangdong virus

Geminiviridae Begomovirus Tomato yellow leaf curl Indonesia virus

Geminiviridae Begomovirus Tomato yellow leaf curl Kanchanaburi virus

Geminiviridae Begomovirus Tomato yellow leaf curl Malaga virus

Geminiviridae Begomovirus Tomato yellow leaf curl Mali virus

Geminiviridae Begomovirus Tomato yellow leaf curl Sardinia virus

Geminiviridae Begomovirus Tomato yellow leaf curl Saudi virus

Geminiviridae Begomovirus Tomato yellow leaf curl Shuangbai virus

Geminiviridae Begomovirus Tomato yellow leaf curl Thailand virus

Geminiviridae Begomovirus Tomato yellow leaf curl Vietnam virus

Geminiviridae Begomovirus Tomato yellow leaf curl virus

Geminiviridae Begomovirus Tomato yellow leaf curl Yunnan virus

Geminiviridae Begomovirus Tomato yellow leaf distortion virus

Geminiviridae Begomovirus Tomato yellow margin leaf curl virus

Geminiviridae Begomovirus Tomato yellow mosaic virus

Geminiviridae Begomovirus Tomato yellow mottle virus

Geminiviridae Begomovirus Tomato yellow spot virus

Geminiviridae Begomovirus Tomato yellow vein streak virus

Geminiviridae Begomovirus Tomato interveinal chlorosis virus-2

Geminiviridae Begomovirus Tomato vein clearing leaf deformation virus

Geminiviridae Begomovirus Tomato leaf curl Kunene virus

Geminiviridae Begomovirus Tomato leaf curl Cameroon virus

Geminiviridae Begomovirus ‘new Begomovirus Species #1’

Geminiviridae Begomovirus ‘new Begomovirus Species #2’

Geminiviridae Begomovirus ‘new Begomovirus Species #3’

Geminiviridae Capulavirus Euphorbia caput-medusae latent virus

Geminiviridae Curtovirus Beet curly top virus

Geminiviridae Mastrevirus Chickpea chlorotic dwarf virus-tomato

Geminiviridae Topocuvirus Tomato pseudo-curly top virus

Geminiviridae unassigned Tomato apical leaf curl virus

Geminiviridae unassigned ‘tomato associated geminivirus 1’

Genomoviridae Genomovirus ‘plant-associated genomovirus 2’

Iflaviridae Iflavirus Tomato matilda virus

Kitaviridae Blunervirus Tomato fruit blotch virus

Luteoviridae Polerovirus Turnip yellows virus

Luteoviridae Polerovirus Potato leafroll virus

Nanoviridae Nanovirus Milk vetch dwarf virus

Phenuiviridae Tenuivurus Melon chlorotic spot virus

Pospiviroidae Pospiviroid Tomato apical stunt viroid

Pospiviroidae Pospiviroid Tomato chlorotic dwarf viroid

Pospiviroidae Pospiviroid Tomato planta macho viroid

Pospiviroidae Pospiviroid Pepper chat fruit viroid

Pospiviroidae Pospiviroid Potato spindle tuber viroid

Pospiviroidae Pospiviroid Chrysanthemum stunt viroid

Pospiviroidae Pospiviroid Columnea latent viroid

Pospiviroidae Pospiviroid Citrus exocortis viroid

Potyviridae Ipomovirus Tomato mild mottle virus

Potyviridae Potyvirus Peru tomato mosaic virus

Potyviridae Potyvirus Tomato necrotic stunt virus

Potyviridae Potyvirus Tobacco etch virus

Potyviridae Potyvirus Mediterranean ruda virus

Potyviridae Potyvirus Wild potato mosaic virus

Potyviridae Potyvirus Wild tomato mosaic virus

Potyviridae Potyvirus Pepper mottle virus

Potyviridae Potyvirus Pepper veinal mottle virus

Potyviridae Potyvirus Pepper yellow mosaic virus

Potyviridae Potyvirus Tobacco vein banding mosaic virus

Potyviridae Potyvirus Potato virus A

Potyviridae Potyvirus Potato virus Y

Potyviridae Potyvirus Henbane mosaic virus

Potyviridae Potyvirus Chili veinal mottle virus

Rhabdoviridae Alphanucleorhabdovirus Physostegia chlorotic mottle virus

Rhabdoviridae Alphanucleorhabdovirus Eggplant mottled dwarf virus

Rhabdoviridae Cytorhabdovirus Tomato yellow mottle-associated virus

Secoviridae Cheravirus Cherry rasp leaf virus-tomato

Secoviridae Nepovirus Tomato black ring virus

Secoviridae Nepovirus Tomato ringspot virus

Secoviridae Nepovirus Tobacco ringspot virus

Secoviridae Torradovirus Tomato marchitez virus

Secoviridae Torradovirus Tomato necrotic dwarf virus

Secoviridae Torradovirus Tomato torrado virus

Secoviridae Torradovirus Tomato chocolate spot virus

Secoviridae Torradovirus Tomato chocolàte virus

Tolecusatellitidae Betasatellite Ageratum yellow vein betasatellite

Tolecusatellitidae Betasatellite Ageratum leaf curl Cameroon betasatellite

Tolecusatellitidae Betasatellite Chili leaf curl betasatellite

Tolecusatellitidae Betasatellite Cotton leaf curl Gezira betasatellite

Tolecusatellitidae Betasatellite Honeysuckle yellow vein betasatellite

Tolecusatellitidae Betasatellite Tobacco leaf curl Japan betasatellite

Tolecusatellitidae Betasatellite Tobacco leaf curl Yunnan betasatellite

Tolecusatellitidae Betasatellite Tomato begomovirus satellite DNA beta

Tolecusatellitidae Betasatellite Tomato leaf curl Hajipur betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Bangalore betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Bangladesh betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl China betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Gandhinagar betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Joydebpur betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Laguna betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Laos betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Malaysia betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Nepal betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Patna betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Philippine betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Sri Lanka betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Togo betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Yemen betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Yunnan betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl China betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Rajasthan betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Shandong betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Thailand betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Vietnam betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Yunnan betasatellite

Tolecusatellitidae Deltasatellite Tomato leaf curl deltasatellite

Tolecusatellitidae Deltasatellite Tomato yellow leaf distortion deltasatellite 1

Tolecusatellitidae Deltasatellite Tomato yellow leaf distortion deltasatellite 2

Tombusviridae Alphanecrovirus Olive latent virus 1

Tombusviridae Tombusvirus Tomato bushy stunt virus

Tombusviridae Tombusvirus Lettuce necrotic stunt virus

Tospoviridae Orthotospovirus Alstroemeria necrotic streak virus

Tospoviridae Orthotospovirus Capsicum chlorosis virus

Tospoviridae Orthotospovirus Groundnut ringspot virus 

Tospoviridae Orthotospovirus Groundnut bud necrosis virus

Tospoviridae Orthotospovirus Impatiens necrotic spot virus

Tospoviridae Orthotospovirus Pepper chlorotic spot orthotospovirus

Tospoviridae Orthotospovirus Tomato chlorotic spot virus 

Tospoviridae Orthotospovirus Tomato necrotic ring virus

Tospoviridae Orthotospovirus Tomato yellow ring virus

Tospoviridae Orthotospovirus Tomato spotted wilt virus

Tospoviridae Orthotospovirus Tomato zonate spot virus

Tospoviridae Orthotospovirus Watermelon bud necrosis virus

Tospoviridae Orthotospovirus Watermelon silver mottle virus

Tospoviridae Orthotospovirus Tomato necrotic spot virus

Tospoviridae Orthotospovirus Pepper necrotic spot virus

Tospoviridae Orthotospovirus Tomato necrotic ringspot virus

Tymoviridae Tymovirus Eggplant mosaic virus

Tymoviridae Tymovirus Tomato yellow blotch virus

Tymoviridae Tymovirus Tomato blistering mosaic virus

Virgaviridae Tobamovirus Pepper mild mottle virus 

Virgaviridae Tobamovirus Tomato brown rugose fruit virus

Virgaviridae Tobamovirus Tobacco mild green mosaic virus

Virgaviridae Tobamovirus Tobacco mosaic virus

Virgaviridae Tobamovirus Tomato mosaic virus

Virgaviridae Tobamovirus Tomato mottle mosaic virus

Virgaviridae Tobravirus Tobacco rattle virus

Virgaviridae Tobravirus Pepper ringspot virus
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Table S2. Summary list of all viruses with tomato indicated as host based on review of literature and different databases.

Family Genus Virus Name

Alphaflexiviridae Potexvirus Pepino mosaic virus

Alphaflexiviridae Potexvirus Potato virus X

Alphasatellitidae Ageyesisatellite Ageratum yellow vein Singapore alphasatellite

Alphasatellitidae Clecrusatellite Tomato yellow spot alphasatellite

Alphasatellitidae Clecrusatellite Tomato leaf curl New Delhi alphasatellite

Alphasatellitidae Clecrusatellite Tomato leaf curl Virudhunagar alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Buea alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Pakistan alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Cameroon alphasatellite

Alphasatellitidae Colecusatellite Cotton leaf curl Burawela alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl China alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl Yunnan alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl Thailand alphasatellite

Alphasatellitidae Colecusatellite Cotton leaf curl Geriza alphasatellite

Alphasatellitidae Colecusatellite Ageratum yellow vein China alphasatellite

Alphasatellitidae Colecusatellite Sunflower leaf curl Karnataka alphasatellite

Alphasatellitidae unassigned Sida yellow vein China alphasatellite 

Alphasatellitidae unassigned ‘new alpha-satellite’

Amalgaviridae Amalgavirus Southern tomato virus

Betaflexiviridae Carlavirus Potato virus H

Betaflexiviridae Carlavirus Potato virus M

Betaflexiviridae Carlavirus Potato virus S

Betaflexiviridae Carlavirus Cowpea mild mottle virus

Bromoviridae Alfamovirus Alfalfa mosaic virus

Bromoviridae Anulavirus Pelargonium zonate spot virus

Bromoviridae Cucumovirus Tomato aspermy virus

Bromoviridae Cucumovirus Cucumber mosaic virus

Bromoviridae Ilarvirus Tomato necrotic streak virus

Bromoviridae Ilarvirus Tomato necrotic spot virus

Bromoviridae Ilarvirus Parietaria mottle virus

Bromoviridae Ilarvirus Solanum nigrum ilarvirus 1

Bromoviridae Ilarvirus Spinach latent virus

Bromoviridae Ilarvirus Tobacco streak virus

Closteroviridae Crinivirus Lettuce chlorosis virus

Closteroviridae Crinivirus Potato yellow vein virus 

Closteroviridae Crinivirus Tomato chlorosis virus

Closteroviridae Crinivirus Tomato infectious chlorosis virus

Closteroviridae Crinivirus Lettuce chlorosis virus

Closteroviridae Crinivirus Potato yellow vein virus 

Closteroviridae Crinivirus Tomato chlorosis virus

Closteroviridae Crinivirus Tomato infectious chlorosis virus

Geminiviridae Becurtovirus Beet curly top Iran virus

Geminiviridae Begomovirus Ageratum enation virus

Geminiviridae Begomovirus Ageratum yellow vein Hualian virus

Geminiviridae Begomovirus Ageratum yellow vein China virus

Geminiviridae Begomovirus Ageratum yellow vein virus

Geminiviridae Begomovirus Bean golden mosaic virus

Geminiviridae Begomovirus Chilli leaf curl virus 

Geminiviridae Begomovirus Chino del tomate Amazonas virus

Geminiviridae Begomovirus Chino del tomate virus

Geminiviridae Begomovirus Cotton leaf curl Burewala virus

Geminiviridae Begomovirus Cotton leaf curl Geriza virus

Geminiviridae Begomovirus Cotton leaf curl Kokhran virus

Geminiviridae Begomovirus Cotton leaf curl Multan virus

Geminiviridae Begomovirus Croton yellow vein mosaic virus

Geminiviridae Begomovirus Eupatorium yellow vein virus	

Geminiviridae Begomovirus Euphorbia yellow mosaic 

Geminiviridae Begomovirus Honeysuckle yellow vein virus

Geminiviridae Begomovirus Lindernia anagallis yellow vein virus

Geminiviridae Begomovirus Malvastrum yellow vein virus

Geminiviridae Begomovirus Melon chlorotic leaf curl virus

Geminiviridae Begomovirus Merremia mosaic virus

Geminiviridae Begomovirus Mungbean yellow mosaic Indian virus

Geminiviridae Begomovirus Papaya leaf curl China virus

Geminiviridae Begomovirus Pedilanthus leaf curl virus

Geminiviridae Begomovirus Pepper golden mosaic virus

Geminiviridae Begomovirus Pepper huasteco yellow vein virus

Geminiviridae Begomovirus Pepper leafroll virus

Geminiviridae Begomovirus Pepper yellow leaf curl Aceh virus

Geminiviridae Begomovirus Pepper yellow leaf curl Indonesia virus

Geminiviridae Begomovirus Pepper yellow leaf curl Thailand virus

Geminiviridae Begomovirus Pepper yellow vein Mali virus

Geminiviridae Begomovirus Peru tomato mosaic virus

Geminiviridae Begomovirus Potato yellow mosaic Panama virus

Geminiviridae Begomovirus Potato yellow mosaic Trinidad virus

Geminiviridae Begomovirus Sida micrantha mosaic virus

Geminiviridae Begomovirus Tobacco curly shoot virus

Geminiviridae Begomovirus Tobacco leaf curl Japan virus

Geminiviridae Begomovirus Tobacco leaf curl Kochi virus

Geminiviridae Begomovirus Tobacco leaf curl Thailand virus

Geminiviridae Begomovirus Tobacco leaf curl virus

Geminiviridae Begomovirus Tomato bright yellow mosaic virus

Geminiviridae Begomovirus Tomato bright yellow mottle virus

Geminiviridae Begomovirus Tomato chino La Paz virus

Geminiviridae Begomovirus Tomato chlorotic leaf curl virus

Geminiviridae Begomovirus Tomato chlorotic leaf distortion virus

Geminiviridae Begomovirus Tomato chlorotic mottle Guyane virus

Geminiviridae Begomovirus Tomato chlorotic mottle virus

Geminiviridae Begomovirus Tomato common mosaic virus

Geminiviridae Begomovirus Tomato curly stunt virus

Geminiviridae Begomovirus Tomato dwarf leaf virus

Geminiviridae Begomovirus Tomato enation leaf curl virus

Geminiviridae Begomovirus Tomato golden leaf distortion virus

Geminiviridae Begomovirus Tomato golden leaf spot virus

Geminiviridae Begomovirus Tomato golden mosaic virus

Geminiviridae Begomovirus Tomato golden mottle virus

Geminiviridae Begomovirus Tomato golden vein virus

Geminiviridae Begomovirus Tomato interveinal chlorosis virus

Geminiviridae Begomovirus Tomato latent virus

Geminiviridae Begomovirus Tomato leaf curl Anjouan virus

Geminiviridae Begomovirus Tomato leaf curl Arusha virus

Geminiviridae Begomovirus Tomato leaf curl Barka virus

Geminiviridae Begomovirus Tomato leaf curl Bangalore virus

Geminiviridae Begomovirus Tomato leaf curl Bangladesh virus

Geminiviridae Begomovirus Tomato leaf curl Burkina Faso virus

Geminiviridae Begomovirus Tomato leaf curl Cebu virus

Geminiviridae Begomovirus Tomato leaf curl China virus

Geminiviridae Begomovirus Tomato leaf curl Comoros virus

Geminiviridae Begomovirus Tomato leaf curl Cotabato virus

Geminiviridae Begomovirus Tomato leaf curl Diana virus

Geminiviridae Begomovirus Tomato leaf curl Gandhinagar virus

Geminiviridae Begomovirus Tomato leaf curl Ghana virus

Geminiviridae Begomovirus Tomato leaf curl Guangdong virus

Geminiviridae Begomovirus Tomato leaf curl Guangxi virus

Geminiviridae Begomovirus Tomato leaf curl Gujarat virus

Geminiviridae Begomovirus Tomato leaf curl Hainan virus

Geminiviridae Begomovirus Tomato leaf curl Hanoi virus

Geminiviridae Begomovirus Tomato leaf curl Hsinchu virus

Geminiviridae Begomovirus Tomato leaf curl Iran virus

Geminiviridae Begomovirus Tomato leaf curl Japan virus

Geminiviridae Begomovirus Tomato leaf curl Java virus

Geminiviridae Begomovirus Tomato leaf curl Joydebpur virus

Geminiviridae Begomovirus Tomato leaf curl Karnataka virus

Geminiviridae Begomovirus Tomato leaf curl Karnataka virus 2

Geminiviridae Begomovirus Tomato leaf curl Karnataka virus 3

Geminiviridae Begomovirus Tomato leaf curl Kerala virus

Geminiviridae Begomovirus Tomato leaf curl Kumasi virus

Geminiviridae Begomovirus Tomato leaf curl Laos virus

Geminiviridae Begomovirus Tomato leaf curl Liwa virus

Geminiviridae Begomovirus Tomato leaf curl Madagascar virus

Geminiviridae Begomovirus Tomato leaf curl Mahe virus

Geminiviridae Begomovirus Tomato leaf curl Malaysia virus

Geminiviridae Begomovirus Tomato leaf curl Mali virus

Geminiviridae Begomovirus Tomato leaf curl Mayotte virus

Geminiviridae Begomovirus Tomato leaf curl Mindanao virus

Geminiviridae Begomovirus Tomato leaf curl Moheli virus

Geminiviridae Begomovirus Tomato leaf curl Namakely virus

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus 2

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus 4

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus 5

Geminiviridae Begomovirus Tomato leaf curl Nigeria virus

Geminiviridae Begomovirus Tomato leaf curl Oman virus

Geminiviridae Begomovirus Tomato leaf curl Palampur virus

Geminiviridae Begomovirus Tomato leaf curl Patna virus

Geminiviridae Begomovirus Tomato leaf curl Philippines virus

Geminiviridae Begomovirus Tomato leaf curl Pune virus

Geminiviridae Begomovirus Tomato leaf curl purple vein virus

Geminiviridae Begomovirus Tomato leaf curl Rajasthan virus

Geminiviridae Begomovirus Tomato leaf curl Ranchi virus

Geminiviridae Begomovirus Tomato leaf curl Seychelles virus

Geminiviridae Begomovirus Tomato leaf curl Sinaloa virus

Geminiviridae Begomovirus Tomato leaf curl Sri Lanka virus

Geminiviridae Begomovirus Tomato leaf curl Sudan virus

Geminiviridae Begomovirus Tomato leaf curl Sulawesi virus

Geminiviridae Begomovirus Tomato leaf curl Taiwan virus

Geminiviridae Begomovirus Tomato leaf curl Tanzania virus

Geminiviridae Begomovirus Tomato leaf curl Toliara virus

Geminiviridae Begomovirus Tomato leaf curl Uganda virus

Geminiviridae Begomovirus Tomato leaf curl Vietnam virus

Geminiviridae Begomovirus Tomato leaf curl virus

Geminiviridae Begomovirus Tomato leaf deformation virus

Geminiviridae Begomovirus Tomato leaf distortion virus

Geminiviridae Begomovirus Tomato mild mosaic virus

Geminiviridae Begomovirus Tomato mild yellow leaf curl Aragua virus

Geminiviridae Begomovirus Tomato mosaic Havana virus

Geminiviridae Begomovirus Tomato mottle leaf curl virus

Geminiviridae Begomovirus Tomato mottle Taino virus

Geminiviridae Begomovirus Tomato mottle virus

Geminiviridae Begomovirus Tomato mottle wrinkle virus

Geminiviridae Begomovirus Tomato rugose mosaic virus

Geminiviridae Begomovirus Tomato rugose yellow leaf curl virus

Geminiviridae Begomovirus Tomato severe leaf curl Kalakada virus

Geminiviridae Begomovirus Tomato severe leaf curl virus

Geminiviridae Begomovirus Tomato severe rugose virus

Geminiviridae Begomovirus Tomato twisted leaf virus

Geminiviridae Begomovirus Tomato wrinkled mosaic virus

Geminiviridae Begomovirus Tomato yellow leaf curl Axarquia virus

Geminiviridae Begomovirus Tomato yellow leaf curl China virus

Geminiviridae Begomovirus Tomato yellow leaf curl Guangdong virus

Geminiviridae Begomovirus Tomato yellow leaf curl Indonesia virus

Geminiviridae Begomovirus Tomato yellow leaf curl Kanchanaburi virus

Geminiviridae Begomovirus Tomato yellow leaf curl Malaga virus

Geminiviridae Begomovirus Tomato yellow leaf curl Mali virus

Geminiviridae Begomovirus Tomato yellow leaf curl Sardinia virus

Geminiviridae Begomovirus Tomato yellow leaf curl Saudi virus

Geminiviridae Begomovirus Tomato yellow leaf curl Shuangbai virus

Geminiviridae Begomovirus Tomato yellow leaf curl Thailand virus

Geminiviridae Begomovirus Tomato yellow leaf curl Vietnam virus

Geminiviridae Begomovirus Tomato yellow leaf curl virus

Geminiviridae Begomovirus Tomato yellow leaf curl Yunnan virus

Geminiviridae Begomovirus Tomato yellow leaf distortion virus

Geminiviridae Begomovirus Tomato yellow margin leaf curl virus

Geminiviridae Begomovirus Tomato yellow mosaic virus

Geminiviridae Begomovirus Tomato yellow mottle virus

Geminiviridae Begomovirus Tomato yellow spot virus

Geminiviridae Begomovirus Tomato yellow vein streak virus

Geminiviridae Begomovirus Tomato interveinal chlorosis virus-2

Geminiviridae Begomovirus Tomato vein clearing leaf deformation virus

Geminiviridae Begomovirus Tomato leaf curl Kunene virus

Geminiviridae Begomovirus Tomato leaf curl Cameroon virus

Geminiviridae Begomovirus ‘new Begomovirus Species #1’

Geminiviridae Begomovirus ‘new Begomovirus Species #2’

Geminiviridae Begomovirus ‘new Begomovirus Species #3’

Geminiviridae Capulavirus Euphorbia caput-medusae latent virus

Geminiviridae Curtovirus Beet curly top virus

Geminiviridae Mastrevirus Chickpea chlorotic dwarf virus-tomato

Geminiviridae Topocuvirus Tomato pseudo-curly top virus

Geminiviridae unassigned Tomato apical leaf curl virus

Geminiviridae unassigned ‘tomato associated geminivirus 1’

Genomoviridae Genomovirus ‘plant-associated genomovirus 2’

Iflaviridae Iflavirus Tomato matilda virus

Kitaviridae Blunervirus Tomato fruit blotch virus

Luteoviridae Polerovirus Turnip yellows virus

Luteoviridae Polerovirus Potato leafroll virus

Nanoviridae Nanovirus Milk vetch dwarf virus

Phenuiviridae Tenuivurus Melon chlorotic spot virus

Pospiviroidae Pospiviroid Tomato apical stunt viroid

Pospiviroidae Pospiviroid Tomato chlorotic dwarf viroid

Pospiviroidae Pospiviroid Tomato planta macho viroid

Pospiviroidae Pospiviroid Pepper chat fruit viroid

Pospiviroidae Pospiviroid Potato spindle tuber viroid

Pospiviroidae Pospiviroid Chrysanthemum stunt viroid

Pospiviroidae Pospiviroid Columnea latent viroid

Pospiviroidae Pospiviroid Citrus exocortis viroid

Potyviridae Ipomovirus Tomato mild mottle virus

Potyviridae Potyvirus Peru tomato mosaic virus

Potyviridae Potyvirus Tomato necrotic stunt virus

Potyviridae Potyvirus Tobacco etch virus

Potyviridae Potyvirus Mediterranean ruda virus

Potyviridae Potyvirus Wild potato mosaic virus

Potyviridae Potyvirus Wild tomato mosaic virus

Potyviridae Potyvirus Pepper mottle virus

Potyviridae Potyvirus Pepper veinal mottle virus

Potyviridae Potyvirus Pepper yellow mosaic virus

Potyviridae Potyvirus Tobacco vein banding mosaic virus

Potyviridae Potyvirus Potato virus A

Potyviridae Potyvirus Potato virus Y

Potyviridae Potyvirus Henbane mosaic virus

Potyviridae Potyvirus Chili veinal mottle virus

Rhabdoviridae Alphanucleorhabdovirus Physostegia chlorotic mottle virus

Rhabdoviridae Alphanucleorhabdovirus Eggplant mottled dwarf virus

Rhabdoviridae Cytorhabdovirus Tomato yellow mottle-associated virus

Secoviridae Cheravirus Cherry rasp leaf virus-tomato

Secoviridae Nepovirus Tomato black ring virus

Secoviridae Nepovirus Tomato ringspot virus

Secoviridae Nepovirus Tobacco ringspot virus

Secoviridae Torradovirus Tomato marchitez virus

Secoviridae Torradovirus Tomato necrotic dwarf virus

Secoviridae Torradovirus Tomato torrado virus

Secoviridae Torradovirus Tomato chocolate spot virus

Secoviridae Torradovirus Tomato chocolàte virus

Tolecusatellitidae Betasatellite Ageratum yellow vein betasatellite

Tolecusatellitidae Betasatellite Ageratum leaf curl Cameroon betasatellite

Tolecusatellitidae Betasatellite Chili leaf curl betasatellite

Tolecusatellitidae Betasatellite Cotton leaf curl Gezira betasatellite

Tolecusatellitidae Betasatellite Honeysuckle yellow vein betasatellite

Tolecusatellitidae Betasatellite Tobacco leaf curl Japan betasatellite

Tolecusatellitidae Betasatellite Tobacco leaf curl Yunnan betasatellite

Tolecusatellitidae Betasatellite Tomato begomovirus satellite DNA beta

Tolecusatellitidae Betasatellite Tomato leaf curl Hajipur betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Bangalore betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Bangladesh betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl China betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Gandhinagar betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Joydebpur betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Laguna betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Laos betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Malaysia betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Nepal betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Patna betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Philippine betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Sri Lanka betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Togo betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Yemen betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Yunnan betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl China betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Rajasthan betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Shandong betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Thailand betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Vietnam betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Yunnan betasatellite

Tolecusatellitidae Deltasatellite Tomato leaf curl deltasatellite

Tolecusatellitidae Deltasatellite Tomato yellow leaf distortion deltasatellite 1

Tolecusatellitidae Deltasatellite Tomato yellow leaf distortion deltasatellite 2

Tombusviridae Alphanecrovirus Olive latent virus 1

Tombusviridae Tombusvirus Tomato bushy stunt virus

Tombusviridae Tombusvirus Lettuce necrotic stunt virus

Tospoviridae Orthotospovirus Alstroemeria necrotic streak virus

Tospoviridae Orthotospovirus Capsicum chlorosis virus

Tospoviridae Orthotospovirus Groundnut ringspot virus 

Tospoviridae Orthotospovirus Groundnut bud necrosis virus

Tospoviridae Orthotospovirus Impatiens necrotic spot virus

Tospoviridae Orthotospovirus Pepper chlorotic spot orthotospovirus

Tospoviridae Orthotospovirus Tomato chlorotic spot virus 

Tospoviridae Orthotospovirus Tomato necrotic ring virus

Tospoviridae Orthotospovirus Tomato yellow ring virus

Tospoviridae Orthotospovirus Tomato spotted wilt virus

Tospoviridae Orthotospovirus Tomato zonate spot virus

Tospoviridae Orthotospovirus Watermelon bud necrosis virus

Tospoviridae Orthotospovirus Watermelon silver mottle virus

Tospoviridae Orthotospovirus Tomato necrotic spot virus

Tospoviridae Orthotospovirus Pepper necrotic spot virus

Tospoviridae Orthotospovirus Tomato necrotic ringspot virus

Tymoviridae Tymovirus Eggplant mosaic virus

Tymoviridae Tymovirus Tomato yellow blotch virus

Tymoviridae Tymovirus Tomato blistering mosaic virus

Virgaviridae Tobamovirus Pepper mild mottle virus 

Virgaviridae Tobamovirus Tomato brown rugose fruit virus

Virgaviridae Tobamovirus Tobacco mild green mosaic virus

Virgaviridae Tobamovirus Tobacco mosaic virus

Virgaviridae Tobamovirus Tomato mosaic virus

Virgaviridae Tobamovirus Tomato mottle mosaic virus

Virgaviridae Tobravirus Tobacco rattle virus

Virgaviridae Tobravirus Pepper ringspot virus



A.1. Supplementary Material for Publication 2.1 111 

Table S2 (continued rows) 

 

   

Table S2. Summary list of all viruses with tomato indicated as host based on review of literature and different databases.

Family Genus Virus Name

Alphaflexiviridae Potexvirus Pepino mosaic virus

Alphaflexiviridae Potexvirus Potato virus X

Alphasatellitidae Ageyesisatellite Ageratum yellow vein Singapore alphasatellite

Alphasatellitidae Clecrusatellite Tomato yellow spot alphasatellite

Alphasatellitidae Clecrusatellite Tomato leaf curl New Delhi alphasatellite

Alphasatellitidae Clecrusatellite Tomato leaf curl Virudhunagar alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Buea alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Pakistan alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Cameroon alphasatellite

Alphasatellitidae Colecusatellite Cotton leaf curl Burawela alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl China alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl Yunnan alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl Thailand alphasatellite

Alphasatellitidae Colecusatellite Cotton leaf curl Geriza alphasatellite

Alphasatellitidae Colecusatellite Ageratum yellow vein China alphasatellite

Alphasatellitidae Colecusatellite Sunflower leaf curl Karnataka alphasatellite

Alphasatellitidae unassigned Sida yellow vein China alphasatellite 

Alphasatellitidae unassigned ‘new alpha-satellite’

Amalgaviridae Amalgavirus Southern tomato virus

Betaflexiviridae Carlavirus Potato virus H

Betaflexiviridae Carlavirus Potato virus M

Betaflexiviridae Carlavirus Potato virus S

Betaflexiviridae Carlavirus Cowpea mild mottle virus

Bromoviridae Alfamovirus Alfalfa mosaic virus

Bromoviridae Anulavirus Pelargonium zonate spot virus

Bromoviridae Cucumovirus Tomato aspermy virus

Bromoviridae Cucumovirus Cucumber mosaic virus

Bromoviridae Ilarvirus Tomato necrotic streak virus

Bromoviridae Ilarvirus Tomato necrotic spot virus

Bromoviridae Ilarvirus Parietaria mottle virus

Bromoviridae Ilarvirus Solanum nigrum ilarvirus 1

Bromoviridae Ilarvirus Spinach latent virus

Bromoviridae Ilarvirus Tobacco streak virus

Closteroviridae Crinivirus Lettuce chlorosis virus

Closteroviridae Crinivirus Potato yellow vein virus 

Closteroviridae Crinivirus Tomato chlorosis virus

Closteroviridae Crinivirus Tomato infectious chlorosis virus

Closteroviridae Crinivirus Lettuce chlorosis virus

Closteroviridae Crinivirus Potato yellow vein virus 

Closteroviridae Crinivirus Tomato chlorosis virus

Closteroviridae Crinivirus Tomato infectious chlorosis virus

Geminiviridae Becurtovirus Beet curly top Iran virus

Geminiviridae Begomovirus Ageratum enation virus

Geminiviridae Begomovirus Ageratum yellow vein Hualian virus

Geminiviridae Begomovirus Ageratum yellow vein China virus

Geminiviridae Begomovirus Ageratum yellow vein virus

Geminiviridae Begomovirus Bean golden mosaic virus

Geminiviridae Begomovirus Chilli leaf curl virus 

Geminiviridae Begomovirus Chino del tomate Amazonas virus

Geminiviridae Begomovirus Chino del tomate virus

Geminiviridae Begomovirus Cotton leaf curl Burewala virus

Geminiviridae Begomovirus Cotton leaf curl Geriza virus

Geminiviridae Begomovirus Cotton leaf curl Kokhran virus

Geminiviridae Begomovirus Cotton leaf curl Multan virus

Geminiviridae Begomovirus Croton yellow vein mosaic virus

Geminiviridae Begomovirus Eupatorium yellow vein virus	

Geminiviridae Begomovirus Euphorbia yellow mosaic 

Geminiviridae Begomovirus Honeysuckle yellow vein virus

Geminiviridae Begomovirus Lindernia anagallis yellow vein virus

Geminiviridae Begomovirus Malvastrum yellow vein virus

Geminiviridae Begomovirus Melon chlorotic leaf curl virus

Geminiviridae Begomovirus Merremia mosaic virus

Geminiviridae Begomovirus Mungbean yellow mosaic Indian virus

Geminiviridae Begomovirus Papaya leaf curl China virus

Geminiviridae Begomovirus Pedilanthus leaf curl virus

Geminiviridae Begomovirus Pepper golden mosaic virus

Geminiviridae Begomovirus Pepper huasteco yellow vein virus

Geminiviridae Begomovirus Pepper leafroll virus

Geminiviridae Begomovirus Pepper yellow leaf curl Aceh virus

Geminiviridae Begomovirus Pepper yellow leaf curl Indonesia virus

Geminiviridae Begomovirus Pepper yellow leaf curl Thailand virus

Geminiviridae Begomovirus Pepper yellow vein Mali virus

Geminiviridae Begomovirus Peru tomato mosaic virus

Geminiviridae Begomovirus Potato yellow mosaic Panama virus

Geminiviridae Begomovirus Potato yellow mosaic Trinidad virus

Geminiviridae Begomovirus Sida micrantha mosaic virus

Geminiviridae Begomovirus Tobacco curly shoot virus

Geminiviridae Begomovirus Tobacco leaf curl Japan virus

Geminiviridae Begomovirus Tobacco leaf curl Kochi virus

Geminiviridae Begomovirus Tobacco leaf curl Thailand virus

Geminiviridae Begomovirus Tobacco leaf curl virus

Geminiviridae Begomovirus Tomato bright yellow mosaic virus

Geminiviridae Begomovirus Tomato bright yellow mottle virus

Geminiviridae Begomovirus Tomato chino La Paz virus

Geminiviridae Begomovirus Tomato chlorotic leaf curl virus

Geminiviridae Begomovirus Tomato chlorotic leaf distortion virus

Geminiviridae Begomovirus Tomato chlorotic mottle Guyane virus

Geminiviridae Begomovirus Tomato chlorotic mottle virus

Geminiviridae Begomovirus Tomato common mosaic virus

Geminiviridae Begomovirus Tomato curly stunt virus

Geminiviridae Begomovirus Tomato dwarf leaf virus

Geminiviridae Begomovirus Tomato enation leaf curl virus

Geminiviridae Begomovirus Tomato golden leaf distortion virus

Geminiviridae Begomovirus Tomato golden leaf spot virus

Geminiviridae Begomovirus Tomato golden mosaic virus

Geminiviridae Begomovirus Tomato golden mottle virus

Geminiviridae Begomovirus Tomato golden vein virus

Geminiviridae Begomovirus Tomato interveinal chlorosis virus

Geminiviridae Begomovirus Tomato latent virus

Geminiviridae Begomovirus Tomato leaf curl Anjouan virus

Geminiviridae Begomovirus Tomato leaf curl Arusha virus

Geminiviridae Begomovirus Tomato leaf curl Barka virus

Geminiviridae Begomovirus Tomato leaf curl Bangalore virus

Geminiviridae Begomovirus Tomato leaf curl Bangladesh virus

Geminiviridae Begomovirus Tomato leaf curl Burkina Faso virus

Geminiviridae Begomovirus Tomato leaf curl Cebu virus

Geminiviridae Begomovirus Tomato leaf curl China virus

Geminiviridae Begomovirus Tomato leaf curl Comoros virus

Geminiviridae Begomovirus Tomato leaf curl Cotabato virus

Geminiviridae Begomovirus Tomato leaf curl Diana virus

Geminiviridae Begomovirus Tomato leaf curl Gandhinagar virus

Geminiviridae Begomovirus Tomato leaf curl Ghana virus

Geminiviridae Begomovirus Tomato leaf curl Guangdong virus

Geminiviridae Begomovirus Tomato leaf curl Guangxi virus

Geminiviridae Begomovirus Tomato leaf curl Gujarat virus

Geminiviridae Begomovirus Tomato leaf curl Hainan virus

Geminiviridae Begomovirus Tomato leaf curl Hanoi virus

Geminiviridae Begomovirus Tomato leaf curl Hsinchu virus

Geminiviridae Begomovirus Tomato leaf curl Iran virus

Geminiviridae Begomovirus Tomato leaf curl Japan virus

Geminiviridae Begomovirus Tomato leaf curl Java virus

Geminiviridae Begomovirus Tomato leaf curl Joydebpur virus

Geminiviridae Begomovirus Tomato leaf curl Karnataka virus

Geminiviridae Begomovirus Tomato leaf curl Karnataka virus 2

Geminiviridae Begomovirus Tomato leaf curl Karnataka virus 3

Geminiviridae Begomovirus Tomato leaf curl Kerala virus

Geminiviridae Begomovirus Tomato leaf curl Kumasi virus

Geminiviridae Begomovirus Tomato leaf curl Laos virus

Geminiviridae Begomovirus Tomato leaf curl Liwa virus

Geminiviridae Begomovirus Tomato leaf curl Madagascar virus

Geminiviridae Begomovirus Tomato leaf curl Mahe virus

Geminiviridae Begomovirus Tomato leaf curl Malaysia virus

Geminiviridae Begomovirus Tomato leaf curl Mali virus

Geminiviridae Begomovirus Tomato leaf curl Mayotte virus

Geminiviridae Begomovirus Tomato leaf curl Mindanao virus

Geminiviridae Begomovirus Tomato leaf curl Moheli virus

Geminiviridae Begomovirus Tomato leaf curl Namakely virus

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus 2

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus 4

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus 5

Geminiviridae Begomovirus Tomato leaf curl Nigeria virus

Geminiviridae Begomovirus Tomato leaf curl Oman virus

Geminiviridae Begomovirus Tomato leaf curl Palampur virus

Geminiviridae Begomovirus Tomato leaf curl Patna virus

Geminiviridae Begomovirus Tomato leaf curl Philippines virus

Geminiviridae Begomovirus Tomato leaf curl Pune virus

Geminiviridae Begomovirus Tomato leaf curl purple vein virus

Geminiviridae Begomovirus Tomato leaf curl Rajasthan virus

Geminiviridae Begomovirus Tomato leaf curl Ranchi virus

Geminiviridae Begomovirus Tomato leaf curl Seychelles virus

Geminiviridae Begomovirus Tomato leaf curl Sinaloa virus

Geminiviridae Begomovirus Tomato leaf curl Sri Lanka virus

Geminiviridae Begomovirus Tomato leaf curl Sudan virus

Geminiviridae Begomovirus Tomato leaf curl Sulawesi virus

Geminiviridae Begomovirus Tomato leaf curl Taiwan virus

Geminiviridae Begomovirus Tomato leaf curl Tanzania virus

Geminiviridae Begomovirus Tomato leaf curl Toliara virus

Geminiviridae Begomovirus Tomato leaf curl Uganda virus

Geminiviridae Begomovirus Tomato leaf curl Vietnam virus

Geminiviridae Begomovirus Tomato leaf curl virus

Geminiviridae Begomovirus Tomato leaf deformation virus

Geminiviridae Begomovirus Tomato leaf distortion virus

Geminiviridae Begomovirus Tomato mild mosaic virus

Geminiviridae Begomovirus Tomato mild yellow leaf curl Aragua virus

Geminiviridae Begomovirus Tomato mosaic Havana virus

Geminiviridae Begomovirus Tomato mottle leaf curl virus

Geminiviridae Begomovirus Tomato mottle Taino virus

Geminiviridae Begomovirus Tomato mottle virus

Geminiviridae Begomovirus Tomato mottle wrinkle virus

Geminiviridae Begomovirus Tomato rugose mosaic virus

Geminiviridae Begomovirus Tomato rugose yellow leaf curl virus

Geminiviridae Begomovirus Tomato severe leaf curl Kalakada virus

Geminiviridae Begomovirus Tomato severe leaf curl virus

Geminiviridae Begomovirus Tomato severe rugose virus

Geminiviridae Begomovirus Tomato twisted leaf virus

Geminiviridae Begomovirus Tomato wrinkled mosaic virus

Geminiviridae Begomovirus Tomato yellow leaf curl Axarquia virus

Geminiviridae Begomovirus Tomato yellow leaf curl China virus

Geminiviridae Begomovirus Tomato yellow leaf curl Guangdong virus

Geminiviridae Begomovirus Tomato yellow leaf curl Indonesia virus

Geminiviridae Begomovirus Tomato yellow leaf curl Kanchanaburi virus

Geminiviridae Begomovirus Tomato yellow leaf curl Malaga virus

Geminiviridae Begomovirus Tomato yellow leaf curl Mali virus

Geminiviridae Begomovirus Tomato yellow leaf curl Sardinia virus

Geminiviridae Begomovirus Tomato yellow leaf curl Saudi virus

Geminiviridae Begomovirus Tomato yellow leaf curl Shuangbai virus

Geminiviridae Begomovirus Tomato yellow leaf curl Thailand virus

Geminiviridae Begomovirus Tomato yellow leaf curl Vietnam virus

Geminiviridae Begomovirus Tomato yellow leaf curl virus

Geminiviridae Begomovirus Tomato yellow leaf curl Yunnan virus

Geminiviridae Begomovirus Tomato yellow leaf distortion virus

Geminiviridae Begomovirus Tomato yellow margin leaf curl virus

Geminiviridae Begomovirus Tomato yellow mosaic virus

Geminiviridae Begomovirus Tomato yellow mottle virus

Geminiviridae Begomovirus Tomato yellow spot virus

Geminiviridae Begomovirus Tomato yellow vein streak virus

Geminiviridae Begomovirus Tomato interveinal chlorosis virus-2

Geminiviridae Begomovirus Tomato vein clearing leaf deformation virus

Geminiviridae Begomovirus Tomato leaf curl Kunene virus

Geminiviridae Begomovirus Tomato leaf curl Cameroon virus

Geminiviridae Begomovirus ‘new Begomovirus Species #1’

Geminiviridae Begomovirus ‘new Begomovirus Species #2’

Geminiviridae Begomovirus ‘new Begomovirus Species #3’

Geminiviridae Capulavirus Euphorbia caput-medusae latent virus

Geminiviridae Curtovirus Beet curly top virus

Geminiviridae Mastrevirus Chickpea chlorotic dwarf virus-tomato

Geminiviridae Topocuvirus Tomato pseudo-curly top virus

Geminiviridae unassigned Tomato apical leaf curl virus

Geminiviridae unassigned ‘tomato associated geminivirus 1’

Genomoviridae Genomovirus ‘plant-associated genomovirus 2’

Iflaviridae Iflavirus Tomato matilda virus

Kitaviridae Blunervirus Tomato fruit blotch virus

Luteoviridae Polerovirus Turnip yellows virus

Luteoviridae Polerovirus Potato leafroll virus

Nanoviridae Nanovirus Milk vetch dwarf virus

Phenuiviridae Tenuivurus Melon chlorotic spot virus

Pospiviroidae Pospiviroid Tomato apical stunt viroid

Pospiviroidae Pospiviroid Tomato chlorotic dwarf viroid

Pospiviroidae Pospiviroid Tomato planta macho viroid

Pospiviroidae Pospiviroid Pepper chat fruit viroid

Pospiviroidae Pospiviroid Potato spindle tuber viroid

Pospiviroidae Pospiviroid Chrysanthemum stunt viroid

Pospiviroidae Pospiviroid Columnea latent viroid

Pospiviroidae Pospiviroid Citrus exocortis viroid

Potyviridae Ipomovirus Tomato mild mottle virus

Potyviridae Potyvirus Peru tomato mosaic virus

Potyviridae Potyvirus Tomato necrotic stunt virus

Potyviridae Potyvirus Tobacco etch virus

Potyviridae Potyvirus Mediterranean ruda virus

Potyviridae Potyvirus Wild potato mosaic virus

Potyviridae Potyvirus Wild tomato mosaic virus

Potyviridae Potyvirus Pepper mottle virus

Potyviridae Potyvirus Pepper veinal mottle virus

Potyviridae Potyvirus Pepper yellow mosaic virus

Potyviridae Potyvirus Tobacco vein banding mosaic virus

Potyviridae Potyvirus Potato virus A

Potyviridae Potyvirus Potato virus Y

Potyviridae Potyvirus Henbane mosaic virus

Potyviridae Potyvirus Chili veinal mottle virus

Rhabdoviridae Alphanucleorhabdovirus Physostegia chlorotic mottle virus

Rhabdoviridae Alphanucleorhabdovirus Eggplant mottled dwarf virus

Rhabdoviridae Cytorhabdovirus Tomato yellow mottle-associated virus

Secoviridae Cheravirus Cherry rasp leaf virus-tomato

Secoviridae Nepovirus Tomato black ring virus

Secoviridae Nepovirus Tomato ringspot virus

Secoviridae Nepovirus Tobacco ringspot virus

Secoviridae Torradovirus Tomato marchitez virus

Secoviridae Torradovirus Tomato necrotic dwarf virus

Secoviridae Torradovirus Tomato torrado virus

Secoviridae Torradovirus Tomato chocolate spot virus

Secoviridae Torradovirus Tomato chocolàte virus

Tolecusatellitidae Betasatellite Ageratum yellow vein betasatellite

Tolecusatellitidae Betasatellite Ageratum leaf curl Cameroon betasatellite

Tolecusatellitidae Betasatellite Chili leaf curl betasatellite

Tolecusatellitidae Betasatellite Cotton leaf curl Gezira betasatellite

Tolecusatellitidae Betasatellite Honeysuckle yellow vein betasatellite

Tolecusatellitidae Betasatellite Tobacco leaf curl Japan betasatellite

Tolecusatellitidae Betasatellite Tobacco leaf curl Yunnan betasatellite

Tolecusatellitidae Betasatellite Tomato begomovirus satellite DNA beta

Tolecusatellitidae Betasatellite Tomato leaf curl Hajipur betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Bangalore betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Bangladesh betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl China betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Gandhinagar betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Joydebpur betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Laguna betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Laos betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Malaysia betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Nepal betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Patna betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Philippine betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Sri Lanka betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Togo betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Yemen betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Yunnan betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl China betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Rajasthan betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Shandong betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Thailand betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Vietnam betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Yunnan betasatellite

Tolecusatellitidae Deltasatellite Tomato leaf curl deltasatellite

Tolecusatellitidae Deltasatellite Tomato yellow leaf distortion deltasatellite 1

Tolecusatellitidae Deltasatellite Tomato yellow leaf distortion deltasatellite 2

Tombusviridae Alphanecrovirus Olive latent virus 1

Tombusviridae Tombusvirus Tomato bushy stunt virus

Tombusviridae Tombusvirus Lettuce necrotic stunt virus

Tospoviridae Orthotospovirus Alstroemeria necrotic streak virus

Tospoviridae Orthotospovirus Capsicum chlorosis virus

Tospoviridae Orthotospovirus Groundnut ringspot virus 

Tospoviridae Orthotospovirus Groundnut bud necrosis virus

Tospoviridae Orthotospovirus Impatiens necrotic spot virus

Tospoviridae Orthotospovirus Pepper chlorotic spot orthotospovirus

Tospoviridae Orthotospovirus Tomato chlorotic spot virus 

Tospoviridae Orthotospovirus Tomato necrotic ring virus

Tospoviridae Orthotospovirus Tomato yellow ring virus

Tospoviridae Orthotospovirus Tomato spotted wilt virus

Tospoviridae Orthotospovirus Tomato zonate spot virus

Tospoviridae Orthotospovirus Watermelon bud necrosis virus

Tospoviridae Orthotospovirus Watermelon silver mottle virus

Tospoviridae Orthotospovirus Tomato necrotic spot virus

Tospoviridae Orthotospovirus Pepper necrotic spot virus

Tospoviridae Orthotospovirus Tomato necrotic ringspot virus

Tymoviridae Tymovirus Eggplant mosaic virus

Tymoviridae Tymovirus Tomato yellow blotch virus

Tymoviridae Tymovirus Tomato blistering mosaic virus

Virgaviridae Tobamovirus Pepper mild mottle virus 

Virgaviridae Tobamovirus Tomato brown rugose fruit virus

Virgaviridae Tobamovirus Tobacco mild green mosaic virus

Virgaviridae Tobamovirus Tobacco mosaic virus

Virgaviridae Tobamovirus Tomato mosaic virus

Virgaviridae Tobamovirus Tomato mottle mosaic virus

Virgaviridae Tobravirus Tobacco rattle virus

Virgaviridae Tobravirus Pepper ringspot virus
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Table S2. Summary list of all viruses with tomato indicated as host based on review of literature and different databases.

Family Genus Virus Name

Alphaflexiviridae Potexvirus Pepino mosaic virus

Alphaflexiviridae Potexvirus Potato virus X

Alphasatellitidae Ageyesisatellite Ageratum yellow vein Singapore alphasatellite

Alphasatellitidae Clecrusatellite Tomato yellow spot alphasatellite

Alphasatellitidae Clecrusatellite Tomato leaf curl New Delhi alphasatellite

Alphasatellitidae Clecrusatellite Tomato leaf curl Virudhunagar alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Buea alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Pakistan alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Cameroon alphasatellite

Alphasatellitidae Colecusatellite Cotton leaf curl Burawela alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl China alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl Yunnan alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl Thailand alphasatellite

Alphasatellitidae Colecusatellite Cotton leaf curl Geriza alphasatellite

Alphasatellitidae Colecusatellite Ageratum yellow vein China alphasatellite

Alphasatellitidae Colecusatellite Sunflower leaf curl Karnataka alphasatellite

Alphasatellitidae unassigned Sida yellow vein China alphasatellite 

Alphasatellitidae unassigned ‘new alpha-satellite’

Amalgaviridae Amalgavirus Southern tomato virus

Betaflexiviridae Carlavirus Potato virus H

Betaflexiviridae Carlavirus Potato virus M

Betaflexiviridae Carlavirus Potato virus S

Betaflexiviridae Carlavirus Cowpea mild mottle virus

Bromoviridae Alfamovirus Alfalfa mosaic virus

Bromoviridae Anulavirus Pelargonium zonate spot virus

Bromoviridae Cucumovirus Tomato aspermy virus

Bromoviridae Cucumovirus Cucumber mosaic virus

Bromoviridae Ilarvirus Tomato necrotic streak virus

Bromoviridae Ilarvirus Tomato necrotic spot virus

Bromoviridae Ilarvirus Parietaria mottle virus

Bromoviridae Ilarvirus Solanum nigrum ilarvirus 1

Bromoviridae Ilarvirus Spinach latent virus

Bromoviridae Ilarvirus Tobacco streak virus

Closteroviridae Crinivirus Lettuce chlorosis virus

Closteroviridae Crinivirus Potato yellow vein virus 

Closteroviridae Crinivirus Tomato chlorosis virus

Closteroviridae Crinivirus Tomato infectious chlorosis virus

Closteroviridae Crinivirus Lettuce chlorosis virus

Closteroviridae Crinivirus Potato yellow vein virus 

Closteroviridae Crinivirus Tomato chlorosis virus

Closteroviridae Crinivirus Tomato infectious chlorosis virus

Geminiviridae Becurtovirus Beet curly top Iran virus

Geminiviridae Begomovirus Ageratum enation virus

Geminiviridae Begomovirus Ageratum yellow vein Hualian virus

Geminiviridae Begomovirus Ageratum yellow vein China virus

Geminiviridae Begomovirus Ageratum yellow vein virus

Geminiviridae Begomovirus Bean golden mosaic virus

Geminiviridae Begomovirus Chilli leaf curl virus 

Geminiviridae Begomovirus Chino del tomate Amazonas virus

Geminiviridae Begomovirus Chino del tomate virus

Geminiviridae Begomovirus Cotton leaf curl Burewala virus

Geminiviridae Begomovirus Cotton leaf curl Geriza virus

Geminiviridae Begomovirus Cotton leaf curl Kokhran virus

Geminiviridae Begomovirus Cotton leaf curl Multan virus

Geminiviridae Begomovirus Croton yellow vein mosaic virus

Geminiviridae Begomovirus Eupatorium yellow vein virus	

Geminiviridae Begomovirus Euphorbia yellow mosaic 

Geminiviridae Begomovirus Honeysuckle yellow vein virus

Geminiviridae Begomovirus Lindernia anagallis yellow vein virus

Geminiviridae Begomovirus Malvastrum yellow vein virus

Geminiviridae Begomovirus Melon chlorotic leaf curl virus

Geminiviridae Begomovirus Merremia mosaic virus

Geminiviridae Begomovirus Mungbean yellow mosaic Indian virus

Geminiviridae Begomovirus Papaya leaf curl China virus

Geminiviridae Begomovirus Pedilanthus leaf curl virus

Geminiviridae Begomovirus Pepper golden mosaic virus

Geminiviridae Begomovirus Pepper huasteco yellow vein virus

Geminiviridae Begomovirus Pepper leafroll virus

Geminiviridae Begomovirus Pepper yellow leaf curl Aceh virus

Geminiviridae Begomovirus Pepper yellow leaf curl Indonesia virus

Geminiviridae Begomovirus Pepper yellow leaf curl Thailand virus

Geminiviridae Begomovirus Pepper yellow vein Mali virus

Geminiviridae Begomovirus Peru tomato mosaic virus

Geminiviridae Begomovirus Potato yellow mosaic Panama virus

Geminiviridae Begomovirus Potato yellow mosaic Trinidad virus

Geminiviridae Begomovirus Sida micrantha mosaic virus

Geminiviridae Begomovirus Tobacco curly shoot virus

Geminiviridae Begomovirus Tobacco leaf curl Japan virus

Geminiviridae Begomovirus Tobacco leaf curl Kochi virus

Geminiviridae Begomovirus Tobacco leaf curl Thailand virus

Geminiviridae Begomovirus Tobacco leaf curl virus

Geminiviridae Begomovirus Tomato bright yellow mosaic virus

Geminiviridae Begomovirus Tomato bright yellow mottle virus

Geminiviridae Begomovirus Tomato chino La Paz virus

Geminiviridae Begomovirus Tomato chlorotic leaf curl virus

Geminiviridae Begomovirus Tomato chlorotic leaf distortion virus

Geminiviridae Begomovirus Tomato chlorotic mottle Guyane virus

Geminiviridae Begomovirus Tomato chlorotic mottle virus

Geminiviridae Begomovirus Tomato common mosaic virus

Geminiviridae Begomovirus Tomato curly stunt virus

Geminiviridae Begomovirus Tomato dwarf leaf virus

Geminiviridae Begomovirus Tomato enation leaf curl virus

Geminiviridae Begomovirus Tomato golden leaf distortion virus

Geminiviridae Begomovirus Tomato golden leaf spot virus

Geminiviridae Begomovirus Tomato golden mosaic virus

Geminiviridae Begomovirus Tomato golden mottle virus

Geminiviridae Begomovirus Tomato golden vein virus

Geminiviridae Begomovirus Tomato interveinal chlorosis virus

Geminiviridae Begomovirus Tomato latent virus

Geminiviridae Begomovirus Tomato leaf curl Anjouan virus

Geminiviridae Begomovirus Tomato leaf curl Arusha virus

Geminiviridae Begomovirus Tomato leaf curl Barka virus

Geminiviridae Begomovirus Tomato leaf curl Bangalore virus

Geminiviridae Begomovirus Tomato leaf curl Bangladesh virus

Geminiviridae Begomovirus Tomato leaf curl Burkina Faso virus

Geminiviridae Begomovirus Tomato leaf curl Cebu virus

Geminiviridae Begomovirus Tomato leaf curl China virus

Geminiviridae Begomovirus Tomato leaf curl Comoros virus

Geminiviridae Begomovirus Tomato leaf curl Cotabato virus

Geminiviridae Begomovirus Tomato leaf curl Diana virus

Geminiviridae Begomovirus Tomato leaf curl Gandhinagar virus

Geminiviridae Begomovirus Tomato leaf curl Ghana virus

Geminiviridae Begomovirus Tomato leaf curl Guangdong virus

Geminiviridae Begomovirus Tomato leaf curl Guangxi virus

Geminiviridae Begomovirus Tomato leaf curl Gujarat virus

Geminiviridae Begomovirus Tomato leaf curl Hainan virus

Geminiviridae Begomovirus Tomato leaf curl Hanoi virus

Geminiviridae Begomovirus Tomato leaf curl Hsinchu virus

Geminiviridae Begomovirus Tomato leaf curl Iran virus

Geminiviridae Begomovirus Tomato leaf curl Japan virus

Geminiviridae Begomovirus Tomato leaf curl Java virus

Geminiviridae Begomovirus Tomato leaf curl Joydebpur virus

Geminiviridae Begomovirus Tomato leaf curl Karnataka virus

Geminiviridae Begomovirus Tomato leaf curl Karnataka virus 2

Geminiviridae Begomovirus Tomato leaf curl Karnataka virus 3

Geminiviridae Begomovirus Tomato leaf curl Kerala virus

Geminiviridae Begomovirus Tomato leaf curl Kumasi virus

Geminiviridae Begomovirus Tomato leaf curl Laos virus

Geminiviridae Begomovirus Tomato leaf curl Liwa virus

Geminiviridae Begomovirus Tomato leaf curl Madagascar virus

Geminiviridae Begomovirus Tomato leaf curl Mahe virus

Geminiviridae Begomovirus Tomato leaf curl Malaysia virus

Geminiviridae Begomovirus Tomato leaf curl Mali virus

Geminiviridae Begomovirus Tomato leaf curl Mayotte virus

Geminiviridae Begomovirus Tomato leaf curl Mindanao virus

Geminiviridae Begomovirus Tomato leaf curl Moheli virus

Geminiviridae Begomovirus Tomato leaf curl Namakely virus

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus 2

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus 4

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus 5

Geminiviridae Begomovirus Tomato leaf curl Nigeria virus

Geminiviridae Begomovirus Tomato leaf curl Oman virus

Geminiviridae Begomovirus Tomato leaf curl Palampur virus

Geminiviridae Begomovirus Tomato leaf curl Patna virus

Geminiviridae Begomovirus Tomato leaf curl Philippines virus

Geminiviridae Begomovirus Tomato leaf curl Pune virus

Geminiviridae Begomovirus Tomato leaf curl purple vein virus

Geminiviridae Begomovirus Tomato leaf curl Rajasthan virus

Geminiviridae Begomovirus Tomato leaf curl Ranchi virus

Geminiviridae Begomovirus Tomato leaf curl Seychelles virus

Geminiviridae Begomovirus Tomato leaf curl Sinaloa virus

Geminiviridae Begomovirus Tomato leaf curl Sri Lanka virus

Geminiviridae Begomovirus Tomato leaf curl Sudan virus

Geminiviridae Begomovirus Tomato leaf curl Sulawesi virus

Geminiviridae Begomovirus Tomato leaf curl Taiwan virus

Geminiviridae Begomovirus Tomato leaf curl Tanzania virus

Geminiviridae Begomovirus Tomato leaf curl Toliara virus

Geminiviridae Begomovirus Tomato leaf curl Uganda virus

Geminiviridae Begomovirus Tomato leaf curl Vietnam virus

Geminiviridae Begomovirus Tomato leaf curl virus

Geminiviridae Begomovirus Tomato leaf deformation virus

Geminiviridae Begomovirus Tomato leaf distortion virus

Geminiviridae Begomovirus Tomato mild mosaic virus

Geminiviridae Begomovirus Tomato mild yellow leaf curl Aragua virus

Geminiviridae Begomovirus Tomato mosaic Havana virus

Geminiviridae Begomovirus Tomato mottle leaf curl virus

Geminiviridae Begomovirus Tomato mottle Taino virus

Geminiviridae Begomovirus Tomato mottle virus

Geminiviridae Begomovirus Tomato mottle wrinkle virus

Geminiviridae Begomovirus Tomato rugose mosaic virus

Geminiviridae Begomovirus Tomato rugose yellow leaf curl virus

Geminiviridae Begomovirus Tomato severe leaf curl Kalakada virus

Geminiviridae Begomovirus Tomato severe leaf curl virus

Geminiviridae Begomovirus Tomato severe rugose virus

Geminiviridae Begomovirus Tomato twisted leaf virus

Geminiviridae Begomovirus Tomato wrinkled mosaic virus

Geminiviridae Begomovirus Tomato yellow leaf curl Axarquia virus

Geminiviridae Begomovirus Tomato yellow leaf curl China virus

Geminiviridae Begomovirus Tomato yellow leaf curl Guangdong virus

Geminiviridae Begomovirus Tomato yellow leaf curl Indonesia virus

Geminiviridae Begomovirus Tomato yellow leaf curl Kanchanaburi virus

Geminiviridae Begomovirus Tomato yellow leaf curl Malaga virus

Geminiviridae Begomovirus Tomato yellow leaf curl Mali virus

Geminiviridae Begomovirus Tomato yellow leaf curl Sardinia virus

Geminiviridae Begomovirus Tomato yellow leaf curl Saudi virus

Geminiviridae Begomovirus Tomato yellow leaf curl Shuangbai virus

Geminiviridae Begomovirus Tomato yellow leaf curl Thailand virus

Geminiviridae Begomovirus Tomato yellow leaf curl Vietnam virus

Geminiviridae Begomovirus Tomato yellow leaf curl virus

Geminiviridae Begomovirus Tomato yellow leaf curl Yunnan virus

Geminiviridae Begomovirus Tomato yellow leaf distortion virus

Geminiviridae Begomovirus Tomato yellow margin leaf curl virus

Geminiviridae Begomovirus Tomato yellow mosaic virus

Geminiviridae Begomovirus Tomato yellow mottle virus

Geminiviridae Begomovirus Tomato yellow spot virus

Geminiviridae Begomovirus Tomato yellow vein streak virus

Geminiviridae Begomovirus Tomato interveinal chlorosis virus-2

Geminiviridae Begomovirus Tomato vein clearing leaf deformation virus

Geminiviridae Begomovirus Tomato leaf curl Kunene virus

Geminiviridae Begomovirus Tomato leaf curl Cameroon virus

Geminiviridae Begomovirus ‘new Begomovirus Species #1’

Geminiviridae Begomovirus ‘new Begomovirus Species #2’

Geminiviridae Begomovirus ‘new Begomovirus Species #3’

Geminiviridae Capulavirus Euphorbia caput-medusae latent virus

Geminiviridae Curtovirus Beet curly top virus

Geminiviridae Mastrevirus Chickpea chlorotic dwarf virus-tomato

Geminiviridae Topocuvirus Tomato pseudo-curly top virus

Geminiviridae unassigned Tomato apical leaf curl virus

Geminiviridae unassigned ‘tomato associated geminivirus 1’

Genomoviridae Genomovirus ‘plant-associated genomovirus 2’

Iflaviridae Iflavirus Tomato matilda virus

Kitaviridae Blunervirus Tomato fruit blotch virus

Luteoviridae Polerovirus Turnip yellows virus

Luteoviridae Polerovirus Potato leafroll virus

Nanoviridae Nanovirus Milk vetch dwarf virus

Phenuiviridae Tenuivurus Melon chlorotic spot virus

Pospiviroidae Pospiviroid Tomato apical stunt viroid

Pospiviroidae Pospiviroid Tomato chlorotic dwarf viroid

Pospiviroidae Pospiviroid Tomato planta macho viroid

Pospiviroidae Pospiviroid Pepper chat fruit viroid

Pospiviroidae Pospiviroid Potato spindle tuber viroid

Pospiviroidae Pospiviroid Chrysanthemum stunt viroid

Pospiviroidae Pospiviroid Columnea latent viroid

Pospiviroidae Pospiviroid Citrus exocortis viroid

Potyviridae Ipomovirus Tomato mild mottle virus

Potyviridae Potyvirus Peru tomato mosaic virus

Potyviridae Potyvirus Tomato necrotic stunt virus

Potyviridae Potyvirus Tobacco etch virus

Potyviridae Potyvirus Mediterranean ruda virus

Potyviridae Potyvirus Wild potato mosaic virus

Potyviridae Potyvirus Wild tomato mosaic virus

Potyviridae Potyvirus Pepper mottle virus

Potyviridae Potyvirus Pepper veinal mottle virus

Potyviridae Potyvirus Pepper yellow mosaic virus

Potyviridae Potyvirus Tobacco vein banding mosaic virus

Potyviridae Potyvirus Potato virus A

Potyviridae Potyvirus Potato virus Y

Potyviridae Potyvirus Henbane mosaic virus

Potyviridae Potyvirus Chili veinal mottle virus

Rhabdoviridae Alphanucleorhabdovirus Physostegia chlorotic mottle virus

Rhabdoviridae Alphanucleorhabdovirus Eggplant mottled dwarf virus

Rhabdoviridae Cytorhabdovirus Tomato yellow mottle-associated virus

Secoviridae Cheravirus Cherry rasp leaf virus-tomato

Secoviridae Nepovirus Tomato black ring virus

Secoviridae Nepovirus Tomato ringspot virus

Secoviridae Nepovirus Tobacco ringspot virus

Secoviridae Torradovirus Tomato marchitez virus

Secoviridae Torradovirus Tomato necrotic dwarf virus

Secoviridae Torradovirus Tomato torrado virus

Secoviridae Torradovirus Tomato chocolate spot virus

Secoviridae Torradovirus Tomato chocolàte virus

Tolecusatellitidae Betasatellite Ageratum yellow vein betasatellite

Tolecusatellitidae Betasatellite Ageratum leaf curl Cameroon betasatellite

Tolecusatellitidae Betasatellite Chili leaf curl betasatellite

Tolecusatellitidae Betasatellite Cotton leaf curl Gezira betasatellite

Tolecusatellitidae Betasatellite Honeysuckle yellow vein betasatellite

Tolecusatellitidae Betasatellite Tobacco leaf curl Japan betasatellite

Tolecusatellitidae Betasatellite Tobacco leaf curl Yunnan betasatellite

Tolecusatellitidae Betasatellite Tomato begomovirus satellite DNA beta

Tolecusatellitidae Betasatellite Tomato leaf curl Hajipur betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Bangalore betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Bangladesh betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl China betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Gandhinagar betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Joydebpur betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Laguna betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Laos betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Malaysia betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Nepal betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Patna betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Philippine betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Sri Lanka betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Togo betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Yemen betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Yunnan betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl China betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Rajasthan betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Shandong betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Thailand betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Vietnam betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Yunnan betasatellite

Tolecusatellitidae Deltasatellite Tomato leaf curl deltasatellite

Tolecusatellitidae Deltasatellite Tomato yellow leaf distortion deltasatellite 1

Tolecusatellitidae Deltasatellite Tomato yellow leaf distortion deltasatellite 2

Tombusviridae Alphanecrovirus Olive latent virus 1

Tombusviridae Tombusvirus Tomato bushy stunt virus

Tombusviridae Tombusvirus Lettuce necrotic stunt virus

Tospoviridae Orthotospovirus Alstroemeria necrotic streak virus

Tospoviridae Orthotospovirus Capsicum chlorosis virus

Tospoviridae Orthotospovirus Groundnut ringspot virus 

Tospoviridae Orthotospovirus Groundnut bud necrosis virus

Tospoviridae Orthotospovirus Impatiens necrotic spot virus

Tospoviridae Orthotospovirus Pepper chlorotic spot orthotospovirus

Tospoviridae Orthotospovirus Tomato chlorotic spot virus 

Tospoviridae Orthotospovirus Tomato necrotic ring virus

Tospoviridae Orthotospovirus Tomato yellow ring virus

Tospoviridae Orthotospovirus Tomato spotted wilt virus

Tospoviridae Orthotospovirus Tomato zonate spot virus

Tospoviridae Orthotospovirus Watermelon bud necrosis virus

Tospoviridae Orthotospovirus Watermelon silver mottle virus

Tospoviridae Orthotospovirus Tomato necrotic spot virus

Tospoviridae Orthotospovirus Pepper necrotic spot virus

Tospoviridae Orthotospovirus Tomato necrotic ringspot virus

Tymoviridae Tymovirus Eggplant mosaic virus

Tymoviridae Tymovirus Tomato yellow blotch virus

Tymoviridae Tymovirus Tomato blistering mosaic virus

Virgaviridae Tobamovirus Pepper mild mottle virus 

Virgaviridae Tobamovirus Tomato brown rugose fruit virus

Virgaviridae Tobamovirus Tobacco mild green mosaic virus

Virgaviridae Tobamovirus Tobacco mosaic virus

Virgaviridae Tobamovirus Tomato mosaic virus

Virgaviridae Tobamovirus Tomato mottle mosaic virus

Virgaviridae Tobravirus Tobacco rattle virus

Virgaviridae Tobravirus Pepper ringspot virus
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Table S2. Summary list of all viruses with tomato indicated as host based on review of literature and different databases.

Family Genus Virus Name

Alphaflexiviridae Potexvirus Pepino mosaic virus

Alphaflexiviridae Potexvirus Potato virus X

Alphasatellitidae Ageyesisatellite Ageratum yellow vein Singapore alphasatellite

Alphasatellitidae Clecrusatellite Tomato yellow spot alphasatellite

Alphasatellitidae Clecrusatellite Tomato leaf curl New Delhi alphasatellite

Alphasatellitidae Clecrusatellite Tomato leaf curl Virudhunagar alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Buea alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Pakistan alphasatellite

Alphasatellitidae Colecusatellite Tomato leaf curl Cameroon alphasatellite

Alphasatellitidae Colecusatellite Cotton leaf curl Burawela alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl China alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl Yunnan alphasatellite

Alphasatellitidae Colecusatellite Tomato yellow leaf curl Thailand alphasatellite

Alphasatellitidae Colecusatellite Cotton leaf curl Geriza alphasatellite

Alphasatellitidae Colecusatellite Ageratum yellow vein China alphasatellite

Alphasatellitidae Colecusatellite Sunflower leaf curl Karnataka alphasatellite

Alphasatellitidae unassigned Sida yellow vein China alphasatellite 

Alphasatellitidae unassigned ‘new alpha-satellite’

Amalgaviridae Amalgavirus Southern tomato virus

Betaflexiviridae Carlavirus Potato virus H

Betaflexiviridae Carlavirus Potato virus M

Betaflexiviridae Carlavirus Potato virus S

Betaflexiviridae Carlavirus Cowpea mild mottle virus

Bromoviridae Alfamovirus Alfalfa mosaic virus

Bromoviridae Anulavirus Pelargonium zonate spot virus

Bromoviridae Cucumovirus Tomato aspermy virus

Bromoviridae Cucumovirus Cucumber mosaic virus

Bromoviridae Ilarvirus Tomato necrotic streak virus

Bromoviridae Ilarvirus Tomato necrotic spot virus

Bromoviridae Ilarvirus Parietaria mottle virus

Bromoviridae Ilarvirus Solanum nigrum ilarvirus 1

Bromoviridae Ilarvirus Spinach latent virus

Bromoviridae Ilarvirus Tobacco streak virus

Closteroviridae Crinivirus Lettuce chlorosis virus

Closteroviridae Crinivirus Potato yellow vein virus 

Closteroviridae Crinivirus Tomato chlorosis virus

Closteroviridae Crinivirus Tomato infectious chlorosis virus

Closteroviridae Crinivirus Lettuce chlorosis virus

Closteroviridae Crinivirus Potato yellow vein virus 

Closteroviridae Crinivirus Tomato chlorosis virus

Closteroviridae Crinivirus Tomato infectious chlorosis virus

Geminiviridae Becurtovirus Beet curly top Iran virus

Geminiviridae Begomovirus Ageratum enation virus

Geminiviridae Begomovirus Ageratum yellow vein Hualian virus

Geminiviridae Begomovirus Ageratum yellow vein China virus

Geminiviridae Begomovirus Ageratum yellow vein virus

Geminiviridae Begomovirus Bean golden mosaic virus

Geminiviridae Begomovirus Chilli leaf curl virus 

Geminiviridae Begomovirus Chino del tomate Amazonas virus

Geminiviridae Begomovirus Chino del tomate virus

Geminiviridae Begomovirus Cotton leaf curl Burewala virus

Geminiviridae Begomovirus Cotton leaf curl Geriza virus

Geminiviridae Begomovirus Cotton leaf curl Kokhran virus

Geminiviridae Begomovirus Cotton leaf curl Multan virus

Geminiviridae Begomovirus Croton yellow vein mosaic virus

Geminiviridae Begomovirus Eupatorium yellow vein virus	

Geminiviridae Begomovirus Euphorbia yellow mosaic 

Geminiviridae Begomovirus Honeysuckle yellow vein virus

Geminiviridae Begomovirus Lindernia anagallis yellow vein virus

Geminiviridae Begomovirus Malvastrum yellow vein virus

Geminiviridae Begomovirus Melon chlorotic leaf curl virus

Geminiviridae Begomovirus Merremia mosaic virus

Geminiviridae Begomovirus Mungbean yellow mosaic Indian virus

Geminiviridae Begomovirus Papaya leaf curl China virus

Geminiviridae Begomovirus Pedilanthus leaf curl virus

Geminiviridae Begomovirus Pepper golden mosaic virus

Geminiviridae Begomovirus Pepper huasteco yellow vein virus

Geminiviridae Begomovirus Pepper leafroll virus

Geminiviridae Begomovirus Pepper yellow leaf curl Aceh virus

Geminiviridae Begomovirus Pepper yellow leaf curl Indonesia virus

Geminiviridae Begomovirus Pepper yellow leaf curl Thailand virus

Geminiviridae Begomovirus Pepper yellow vein Mali virus

Geminiviridae Begomovirus Peru tomato mosaic virus

Geminiviridae Begomovirus Potato yellow mosaic Panama virus

Geminiviridae Begomovirus Potato yellow mosaic Trinidad virus

Geminiviridae Begomovirus Sida micrantha mosaic virus

Geminiviridae Begomovirus Tobacco curly shoot virus

Geminiviridae Begomovirus Tobacco leaf curl Japan virus

Geminiviridae Begomovirus Tobacco leaf curl Kochi virus

Geminiviridae Begomovirus Tobacco leaf curl Thailand virus

Geminiviridae Begomovirus Tobacco leaf curl virus

Geminiviridae Begomovirus Tomato bright yellow mosaic virus

Geminiviridae Begomovirus Tomato bright yellow mottle virus

Geminiviridae Begomovirus Tomato chino La Paz virus

Geminiviridae Begomovirus Tomato chlorotic leaf curl virus

Geminiviridae Begomovirus Tomato chlorotic leaf distortion virus

Geminiviridae Begomovirus Tomato chlorotic mottle Guyane virus

Geminiviridae Begomovirus Tomato chlorotic mottle virus

Geminiviridae Begomovirus Tomato common mosaic virus

Geminiviridae Begomovirus Tomato curly stunt virus

Geminiviridae Begomovirus Tomato dwarf leaf virus

Geminiviridae Begomovirus Tomato enation leaf curl virus

Geminiviridae Begomovirus Tomato golden leaf distortion virus

Geminiviridae Begomovirus Tomato golden leaf spot virus

Geminiviridae Begomovirus Tomato golden mosaic virus

Geminiviridae Begomovirus Tomato golden mottle virus

Geminiviridae Begomovirus Tomato golden vein virus

Geminiviridae Begomovirus Tomato interveinal chlorosis virus

Geminiviridae Begomovirus Tomato latent virus

Geminiviridae Begomovirus Tomato leaf curl Anjouan virus

Geminiviridae Begomovirus Tomato leaf curl Arusha virus

Geminiviridae Begomovirus Tomato leaf curl Barka virus

Geminiviridae Begomovirus Tomato leaf curl Bangalore virus

Geminiviridae Begomovirus Tomato leaf curl Bangladesh virus

Geminiviridae Begomovirus Tomato leaf curl Burkina Faso virus

Geminiviridae Begomovirus Tomato leaf curl Cebu virus

Geminiviridae Begomovirus Tomato leaf curl China virus

Geminiviridae Begomovirus Tomato leaf curl Comoros virus

Geminiviridae Begomovirus Tomato leaf curl Cotabato virus

Geminiviridae Begomovirus Tomato leaf curl Diana virus

Geminiviridae Begomovirus Tomato leaf curl Gandhinagar virus

Geminiviridae Begomovirus Tomato leaf curl Ghana virus

Geminiviridae Begomovirus Tomato leaf curl Guangdong virus

Geminiviridae Begomovirus Tomato leaf curl Guangxi virus

Geminiviridae Begomovirus Tomato leaf curl Gujarat virus

Geminiviridae Begomovirus Tomato leaf curl Hainan virus

Geminiviridae Begomovirus Tomato leaf curl Hanoi virus

Geminiviridae Begomovirus Tomato leaf curl Hsinchu virus

Geminiviridae Begomovirus Tomato leaf curl Iran virus

Geminiviridae Begomovirus Tomato leaf curl Japan virus

Geminiviridae Begomovirus Tomato leaf curl Java virus

Geminiviridae Begomovirus Tomato leaf curl Joydebpur virus

Geminiviridae Begomovirus Tomato leaf curl Karnataka virus

Geminiviridae Begomovirus Tomato leaf curl Karnataka virus 2

Geminiviridae Begomovirus Tomato leaf curl Karnataka virus 3

Geminiviridae Begomovirus Tomato leaf curl Kerala virus

Geminiviridae Begomovirus Tomato leaf curl Kumasi virus

Geminiviridae Begomovirus Tomato leaf curl Laos virus

Geminiviridae Begomovirus Tomato leaf curl Liwa virus

Geminiviridae Begomovirus Tomato leaf curl Madagascar virus

Geminiviridae Begomovirus Tomato leaf curl Mahe virus

Geminiviridae Begomovirus Tomato leaf curl Malaysia virus

Geminiviridae Begomovirus Tomato leaf curl Mali virus

Geminiviridae Begomovirus Tomato leaf curl Mayotte virus

Geminiviridae Begomovirus Tomato leaf curl Mindanao virus

Geminiviridae Begomovirus Tomato leaf curl Moheli virus

Geminiviridae Begomovirus Tomato leaf curl Namakely virus

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus 2

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus 4

Geminiviridae Begomovirus Tomato leaf curl New Delhi virus 5

Geminiviridae Begomovirus Tomato leaf curl Nigeria virus

Geminiviridae Begomovirus Tomato leaf curl Oman virus

Geminiviridae Begomovirus Tomato leaf curl Palampur virus

Geminiviridae Begomovirus Tomato leaf curl Patna virus

Geminiviridae Begomovirus Tomato leaf curl Philippines virus

Geminiviridae Begomovirus Tomato leaf curl Pune virus

Geminiviridae Begomovirus Tomato leaf curl purple vein virus

Geminiviridae Begomovirus Tomato leaf curl Rajasthan virus

Geminiviridae Begomovirus Tomato leaf curl Ranchi virus

Geminiviridae Begomovirus Tomato leaf curl Seychelles virus

Geminiviridae Begomovirus Tomato leaf curl Sinaloa virus

Geminiviridae Begomovirus Tomato leaf curl Sri Lanka virus

Geminiviridae Begomovirus Tomato leaf curl Sudan virus

Geminiviridae Begomovirus Tomato leaf curl Sulawesi virus

Geminiviridae Begomovirus Tomato leaf curl Taiwan virus

Geminiviridae Begomovirus Tomato leaf curl Tanzania virus

Geminiviridae Begomovirus Tomato leaf curl Toliara virus

Geminiviridae Begomovirus Tomato leaf curl Uganda virus

Geminiviridae Begomovirus Tomato leaf curl Vietnam virus

Geminiviridae Begomovirus Tomato leaf curl virus

Geminiviridae Begomovirus Tomato leaf deformation virus

Geminiviridae Begomovirus Tomato leaf distortion virus

Geminiviridae Begomovirus Tomato mild mosaic virus

Geminiviridae Begomovirus Tomato mild yellow leaf curl Aragua virus

Geminiviridae Begomovirus Tomato mosaic Havana virus

Geminiviridae Begomovirus Tomato mottle leaf curl virus

Geminiviridae Begomovirus Tomato mottle Taino virus

Geminiviridae Begomovirus Tomato mottle virus

Geminiviridae Begomovirus Tomato mottle wrinkle virus

Geminiviridae Begomovirus Tomato rugose mosaic virus

Geminiviridae Begomovirus Tomato rugose yellow leaf curl virus

Geminiviridae Begomovirus Tomato severe leaf curl Kalakada virus

Geminiviridae Begomovirus Tomato severe leaf curl virus

Geminiviridae Begomovirus Tomato severe rugose virus

Geminiviridae Begomovirus Tomato twisted leaf virus

Geminiviridae Begomovirus Tomato wrinkled mosaic virus

Geminiviridae Begomovirus Tomato yellow leaf curl Axarquia virus

Geminiviridae Begomovirus Tomato yellow leaf curl China virus

Geminiviridae Begomovirus Tomato yellow leaf curl Guangdong virus

Geminiviridae Begomovirus Tomato yellow leaf curl Indonesia virus

Geminiviridae Begomovirus Tomato yellow leaf curl Kanchanaburi virus

Geminiviridae Begomovirus Tomato yellow leaf curl Malaga virus

Geminiviridae Begomovirus Tomato yellow leaf curl Mali virus

Geminiviridae Begomovirus Tomato yellow leaf curl Sardinia virus

Geminiviridae Begomovirus Tomato yellow leaf curl Saudi virus

Geminiviridae Begomovirus Tomato yellow leaf curl Shuangbai virus

Geminiviridae Begomovirus Tomato yellow leaf curl Thailand virus

Geminiviridae Begomovirus Tomato yellow leaf curl Vietnam virus

Geminiviridae Begomovirus Tomato yellow leaf curl virus

Geminiviridae Begomovirus Tomato yellow leaf curl Yunnan virus

Geminiviridae Begomovirus Tomato yellow leaf distortion virus

Geminiviridae Begomovirus Tomato yellow margin leaf curl virus

Geminiviridae Begomovirus Tomato yellow mosaic virus

Geminiviridae Begomovirus Tomato yellow mottle virus

Geminiviridae Begomovirus Tomato yellow spot virus

Geminiviridae Begomovirus Tomato yellow vein streak virus

Geminiviridae Begomovirus Tomato interveinal chlorosis virus-2

Geminiviridae Begomovirus Tomato vein clearing leaf deformation virus

Geminiviridae Begomovirus Tomato leaf curl Kunene virus

Geminiviridae Begomovirus Tomato leaf curl Cameroon virus

Geminiviridae Begomovirus ‘new Begomovirus Species #1’

Geminiviridae Begomovirus ‘new Begomovirus Species #2’

Geminiviridae Begomovirus ‘new Begomovirus Species #3’

Geminiviridae Capulavirus Euphorbia caput-medusae latent virus

Geminiviridae Curtovirus Beet curly top virus

Geminiviridae Mastrevirus Chickpea chlorotic dwarf virus-tomato

Geminiviridae Topocuvirus Tomato pseudo-curly top virus

Geminiviridae unassigned Tomato apical leaf curl virus

Geminiviridae unassigned ‘tomato associated geminivirus 1’

Genomoviridae Genomovirus ‘plant-associated genomovirus 2’

Iflaviridae Iflavirus Tomato matilda virus

Kitaviridae Blunervirus Tomato fruit blotch virus

Luteoviridae Polerovirus Turnip yellows virus

Luteoviridae Polerovirus Potato leafroll virus

Nanoviridae Nanovirus Milk vetch dwarf virus

Phenuiviridae Tenuivurus Melon chlorotic spot virus

Pospiviroidae Pospiviroid Tomato apical stunt viroid

Pospiviroidae Pospiviroid Tomato chlorotic dwarf viroid

Pospiviroidae Pospiviroid Tomato planta macho viroid

Pospiviroidae Pospiviroid Pepper chat fruit viroid

Pospiviroidae Pospiviroid Potato spindle tuber viroid

Pospiviroidae Pospiviroid Chrysanthemum stunt viroid

Pospiviroidae Pospiviroid Columnea latent viroid

Pospiviroidae Pospiviroid Citrus exocortis viroid

Potyviridae Ipomovirus Tomato mild mottle virus

Potyviridae Potyvirus Peru tomato mosaic virus

Potyviridae Potyvirus Tomato necrotic stunt virus

Potyviridae Potyvirus Tobacco etch virus

Potyviridae Potyvirus Mediterranean ruda virus

Potyviridae Potyvirus Wild potato mosaic virus

Potyviridae Potyvirus Wild tomato mosaic virus

Potyviridae Potyvirus Pepper mottle virus

Potyviridae Potyvirus Pepper veinal mottle virus

Potyviridae Potyvirus Pepper yellow mosaic virus

Potyviridae Potyvirus Tobacco vein banding mosaic virus

Potyviridae Potyvirus Potato virus A

Potyviridae Potyvirus Potato virus Y

Potyviridae Potyvirus Henbane mosaic virus

Potyviridae Potyvirus Chili veinal mottle virus

Rhabdoviridae Alphanucleorhabdovirus Physostegia chlorotic mottle virus

Rhabdoviridae Alphanucleorhabdovirus Eggplant mottled dwarf virus

Rhabdoviridae Cytorhabdovirus Tomato yellow mottle-associated virus

Secoviridae Cheravirus Cherry rasp leaf virus-tomato

Secoviridae Nepovirus Tomato black ring virus

Secoviridae Nepovirus Tomato ringspot virus

Secoviridae Nepovirus Tobacco ringspot virus

Secoviridae Torradovirus Tomato marchitez virus

Secoviridae Torradovirus Tomato necrotic dwarf virus

Secoviridae Torradovirus Tomato torrado virus

Secoviridae Torradovirus Tomato chocolate spot virus

Secoviridae Torradovirus Tomato chocolàte virus

Tolecusatellitidae Betasatellite Ageratum yellow vein betasatellite

Tolecusatellitidae Betasatellite Ageratum leaf curl Cameroon betasatellite

Tolecusatellitidae Betasatellite Chili leaf curl betasatellite

Tolecusatellitidae Betasatellite Cotton leaf curl Gezira betasatellite

Tolecusatellitidae Betasatellite Honeysuckle yellow vein betasatellite

Tolecusatellitidae Betasatellite Tobacco leaf curl Japan betasatellite

Tolecusatellitidae Betasatellite Tobacco leaf curl Yunnan betasatellite

Tolecusatellitidae Betasatellite Tomato begomovirus satellite DNA beta

Tolecusatellitidae Betasatellite Tomato leaf curl Hajipur betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Bangalore betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Bangladesh betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl China betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Gandhinagar betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Joydebpur betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Laguna betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Laos betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Malaysia betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Nepal betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Patna betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Philippine betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Sri Lanka betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Togo betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Yemen betasatellite

Tolecusatellitidae Betasatellite Tomato leaf curl Yunnan betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl China betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Rajasthan betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Shandong betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Thailand betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Vietnam betasatellite

Tolecusatellitidae Betasatellite Tomato yellow leaf curl Yunnan betasatellite

Tolecusatellitidae Deltasatellite Tomato leaf curl deltasatellite

Tolecusatellitidae Deltasatellite Tomato yellow leaf distortion deltasatellite 1

Tolecusatellitidae Deltasatellite Tomato yellow leaf distortion deltasatellite 2

Tombusviridae Alphanecrovirus Olive latent virus 1

Tombusviridae Tombusvirus Tomato bushy stunt virus

Tombusviridae Tombusvirus Lettuce necrotic stunt virus

Tospoviridae Orthotospovirus Alstroemeria necrotic streak virus

Tospoviridae Orthotospovirus Capsicum chlorosis virus

Tospoviridae Orthotospovirus Groundnut ringspot virus 

Tospoviridae Orthotospovirus Groundnut bud necrosis virus

Tospoviridae Orthotospovirus Impatiens necrotic spot virus

Tospoviridae Orthotospovirus Pepper chlorotic spot orthotospovirus

Tospoviridae Orthotospovirus Tomato chlorotic spot virus 

Tospoviridae Orthotospovirus Tomato necrotic ring virus

Tospoviridae Orthotospovirus Tomato yellow ring virus

Tospoviridae Orthotospovirus Tomato spotted wilt virus

Tospoviridae Orthotospovirus Tomato zonate spot virus

Tospoviridae Orthotospovirus Watermelon bud necrosis virus

Tospoviridae Orthotospovirus Watermelon silver mottle virus

Tospoviridae Orthotospovirus Tomato necrotic spot virus

Tospoviridae Orthotospovirus Pepper necrotic spot virus

Tospoviridae Orthotospovirus Tomato necrotic ringspot virus

Tymoviridae Tymovirus Eggplant mosaic virus

Tymoviridae Tymovirus Tomato yellow blotch virus

Tymoviridae Tymovirus Tomato blistering mosaic virus

Virgaviridae Tobamovirus Pepper mild mottle virus 

Virgaviridae Tobamovirus Tomato brown rugose fruit virus

Virgaviridae Tobamovirus Tobacco mild green mosaic virus

Virgaviridae Tobamovirus Tobacco mosaic virus

Virgaviridae Tobamovirus Tomato mosaic virus

Virgaviridae Tobamovirus Tomato mottle mosaic virus

Virgaviridae Tobravirus Tobacco rattle virus

Virgaviridae Tobravirus Pepper ringspot virus
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Supplementary Table 1. Individual plant samples, their species name, plant family and 
sampling location of origin.  
 

  

Sample ID Plant species Plant family Health status
Sampling 

location ID

Sampling location address (municipality or town name, and 

farm number in case of multiple farms visited)

INSI19001 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19002 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19003 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19004 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19005 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19006 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19007 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19008 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19009 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19010 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19011 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19012 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19013 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19014 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19015 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19016 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19017 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19018 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19019 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19020 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19021 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19022 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19023 Portulaca oleracea Portulacaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19024 Calystegia sepium Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19025 Convolvulus arvensis Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19026 Sonchus arvensis Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19027 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19029 Galinsoga parviflora Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19030 Convolvulus arvensis Convolvulaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19031 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19032 Amaranthus retroflexus Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19033 Sonchus oleraceus Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19034 Stachys annua Lamiaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19035 Oxalis sp. Oxalidaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19036 Impatiens walleriana Balsaminaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19037 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempeter pri Gorici, Slovenia 

INSI19038 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19039 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19040 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19041 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19042 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19043 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19044 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19045 Erigeron canadensis Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19046 Picris hieracioides Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19047 Taraxacum officinale Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19048 Rorippa sylvestris Brassicaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19049 Solanum nigrum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19051 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19052 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19053 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19054 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19055 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19056 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19057 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19058 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19059 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19060 Chenopodium polyspermum Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19061 Amaranthus graecizans Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19063 Sonchus oleraceus Asteraceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19064 Plantago lanceolata Plantaginaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19066 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19067 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19068 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19069 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19070 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19071 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19072 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19073 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19074 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19075 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19077 Datura stramonium Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19078 Solanum nigrum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19080 Mercurialis annua Euphorbiaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19082 Convolvulus arvensis Convolvulaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19084 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19085 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19086 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19087 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19088 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19089 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19090 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19091 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19092 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19093 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19081 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19083 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19094 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19095 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19096 Convolvulus arvensis Convolvulaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19097 Amaranthus retroflexus Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19098 Mercurialis annua Euphorbiaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19099 Chenopodium sp. Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19103 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19104 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19105 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19106 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19107 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19108 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19109 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19110 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19111 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19112 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19113 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19100 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19101 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19102 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19114 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19115 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19116 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19117 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19118 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19119 Amaranthus retroflexus Amaranthaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19120 Calystegia sepium Convolvulaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19121 Mercurialis annua Euphorbiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19122 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19123 Cichorium intybus Asteraceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19124 Plantago major Plantaginaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19125 Pastinaca sativa Apiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19126 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19128 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19129 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19134 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19135 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19127 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19130 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19131 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19132 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19133 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19136 Picris echioides Asteraceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19137 Pastinaca sativa Apiaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19138 Sorghum halepense Poaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19141 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19142 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19143 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19144 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19145 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19146 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19147 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19148 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19139 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19149 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19151 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19152 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19153 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19154 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19155 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19140 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19150 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19156 Pastinaca sativa Apiaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19157 Erigeron annuus Asteraceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19158 Ranunculus repens Ranunculaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

P29Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

P30Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

INSI20001 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20002 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20003 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20004 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20005 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20006 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20007 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20008 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20009 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20010 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20011 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20012 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20013 Taraxacum officinale Asteraceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20014 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20015 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20016 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20017 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20018 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20019 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20020 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20021 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20022 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20023 Solanum tuberosum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20024 Polygonum sp. Polygonaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20025 Veronica sp. Plantaginaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20027 Convolvulus arvensis Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20028 Calystegia sp. Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20029 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20030 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20031 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20032 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20035 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20036 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20037 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20040 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20041 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20042 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20043 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20044 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20045 Mercurialis annua Euphorbiaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20046 Sonchus asper Asteraceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20047 Amaranthus retroflexus Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20048 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20049 Veronica persicae Plantaginaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20051 Portulaca oleracea Portulacaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20052 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20053 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20054 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20055 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20056 Chenopodium album Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20057 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20058 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20059 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20060 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20061 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20062 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20063 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20064 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20066 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20067 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20068 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20069 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20070 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20071 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20072 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20073 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20074 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20075 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20076 Clematis viticella Ranunculaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20077 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20078 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20080 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20081 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20082 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20083 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20085 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20086 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20087 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20089 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20090 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20091 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20092 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20093 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20094 Artemisia verlotiorum Asteraceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20095 Parietaria judaica Urticaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20096 Solanum nigrum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20097 Trifolium repens Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20098 Salvia pratensis Lamiaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20099 Trifolium pratense Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20100 Plantago major Plantaginaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20101 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20102 Solanum nigrum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20103 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20104 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20105 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106F Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20107 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20108 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20109 Parietaria judaica Urticaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20110 Convolvulus arvensis Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20111 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20112 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20113 Taraxacum officinale Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20114 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20115 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20116 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20117 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20118 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20119 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20120 Portulaca oleracea Portulacaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20121 Picris echioides Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20122 Calystegia sepium Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20123 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20127 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20128 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20129 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20130 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20131 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20132 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20133 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20134 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20135 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20136 Convolvulus arvensis Convolvulaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20137 Artemisia vulgaris Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20138 Picris echioides Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20139 Cirsium arvense Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20140 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20141 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20142 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20143 Euphorbia helioscopia Euphorbiaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20144 Taraxacum officinale Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20145 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20146 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20146F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20147 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20148 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20149 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20150 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20151 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20152 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20153F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20157 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20158 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20159 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20160 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20161 Cirsium arvense Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20162 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20163 Calystegia sepium Convolvulaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20164 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20165 Taraxacum officinale Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20166 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20167 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20168 Pastinaca sativa Apiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20169 Mentha spicata Lamiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20170 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20170F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20171 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20172 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20173 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20175 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20176 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20178 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20179 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20184F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20185 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20186 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20187 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20188 Rumex sp. Polygonaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20189 Portulaca oleracea Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20191 Portulaca sp. Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20192 Lamium amplexicaule Lamiaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20193 Amaranthus retroflexus Amaranthaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20194 Taraxacum officinale Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20195 Erigeron annuus Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20196 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20197 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20199 Convolvulus sp. Convolvulaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20201 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20201F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20202 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20203 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20204 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20205 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20206 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20208 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20209 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20212 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20213 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20214 Solanum dulcamara Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20215 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20216 Physalis sp. Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20217 Solanum sp. Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20218 Convolvulus arvensis Convolvulaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20219 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20220 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20221F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20222 Sonchus sp. Asteraceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20223 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20224 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20225 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20226 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20227 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20228 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20229 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20230 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20231 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20232 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20233 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20243 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20244 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20245 Steleria media Caryophyllaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20247 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20248 Plantago major Plantaginaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20249 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20250 Capsella bursa-pastoris Brassicaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20251 Amaranthus retroflexus Amaranthaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20252 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20253 Rumex crispus Polygonaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20254 Solanum nigrum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20255 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20256 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

P61Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

P62Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

Supplementary Table 1. Individual plant samples, their species name, plant family and sampling location of origin.
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Sample ID Plant species Plant family Health status
Sampling 

location ID

Sampling location address (municipality or town name, and 

farm number in case of multiple farms visited)

INSI19001 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19002 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19003 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19004 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19005 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19006 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19007 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19008 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19009 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19010 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19011 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19012 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19013 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19014 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19015 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19016 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19017 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19018 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19019 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19020 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19021 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19022 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19023 Portulaca oleracea Portulacaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19024 Calystegia sepium Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19025 Convolvulus arvensis Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19026 Sonchus arvensis Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19027 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19029 Galinsoga parviflora Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19030 Convolvulus arvensis Convolvulaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19031 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19032 Amaranthus retroflexus Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19033 Sonchus oleraceus Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19034 Stachys annua Lamiaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19035 Oxalis sp. Oxalidaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19036 Impatiens walleriana Balsaminaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19037 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempeter pri Gorici, Slovenia 

INSI19038 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19039 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19040 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19041 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19042 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19043 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19044 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19045 Erigeron canadensis Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19046 Picris hieracioides Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19047 Taraxacum officinale Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19048 Rorippa sylvestris Brassicaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19049 Solanum nigrum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19051 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19052 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19053 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19054 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19055 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19056 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19057 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19058 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19059 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19060 Chenopodium polyspermum Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19061 Amaranthus graecizans Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19063 Sonchus oleraceus Asteraceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19064 Plantago lanceolata Plantaginaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19066 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19067 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19068 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19069 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19070 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19071 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19072 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19073 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19074 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19075 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19077 Datura stramonium Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19078 Solanum nigrum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19080 Mercurialis annua Euphorbiaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19082 Convolvulus arvensis Convolvulaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19084 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19085 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19086 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19087 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19088 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19089 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19090 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19091 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19092 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19093 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19081 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19083 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19094 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19095 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19096 Convolvulus arvensis Convolvulaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19097 Amaranthus retroflexus Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19098 Mercurialis annua Euphorbiaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19099 Chenopodium sp. Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19103 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19104 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19105 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19106 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19107 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19108 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19109 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19110 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19111 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19112 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19113 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19100 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19101 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19102 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19114 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19115 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19116 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19117 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19118 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19119 Amaranthus retroflexus Amaranthaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19120 Calystegia sepium Convolvulaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19121 Mercurialis annua Euphorbiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19122 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19123 Cichorium intybus Asteraceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19124 Plantago major Plantaginaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19125 Pastinaca sativa Apiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19126 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19128 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19129 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19134 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19135 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19127 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19130 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19131 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19132 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19133 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19136 Picris echioides Asteraceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19137 Pastinaca sativa Apiaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19138 Sorghum halepense Poaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19141 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19142 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19143 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19144 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19145 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19146 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19147 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19148 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19139 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19149 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19151 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19152 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19153 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19154 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19155 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19140 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19150 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19156 Pastinaca sativa Apiaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19157 Erigeron annuus Asteraceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19158 Ranunculus repens Ranunculaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

P29Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

P30Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

INSI20001 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20002 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20003 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20004 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20005 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20006 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20007 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20008 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20009 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20010 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20011 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20012 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20013 Taraxacum officinale Asteraceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20014 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20015 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20016 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20017 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20018 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20019 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20020 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20021 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20022 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20023 Solanum tuberosum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20024 Polygonum sp. Polygonaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20025 Veronica sp. Plantaginaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20027 Convolvulus arvensis Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20028 Calystegia sp. Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20029 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20030 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20031 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20032 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20035 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20036 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20037 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20040 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20041 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20042 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20043 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20044 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20045 Mercurialis annua Euphorbiaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20046 Sonchus asper Asteraceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20047 Amaranthus retroflexus Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20048 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20049 Veronica persicae Plantaginaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20051 Portulaca oleracea Portulacaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20052 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20053 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20054 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20055 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20056 Chenopodium album Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20057 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20058 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20059 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20060 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20061 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20062 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20063 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20064 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20066 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20067 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20068 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20069 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20070 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20071 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20072 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20073 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20074 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20075 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20076 Clematis viticella Ranunculaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20077 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20078 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20080 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20081 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20082 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20083 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20085 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20086 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20087 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20089 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20090 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20091 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20092 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20093 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20094 Artemisia verlotiorum Asteraceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20095 Parietaria judaica Urticaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20096 Solanum nigrum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20097 Trifolium repens Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20098 Salvia pratensis Lamiaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20099 Trifolium pratense Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20100 Plantago major Plantaginaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20101 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20102 Solanum nigrum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20103 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20104 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20105 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106F Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20107 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20108 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20109 Parietaria judaica Urticaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20110 Convolvulus arvensis Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20111 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20112 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20113 Taraxacum officinale Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20114 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20115 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20116 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20117 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20118 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20119 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20120 Portulaca oleracea Portulacaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20121 Picris echioides Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20122 Calystegia sepium Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20123 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20127 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20128 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20129 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20130 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20131 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20132 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20133 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20134 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20135 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20136 Convolvulus arvensis Convolvulaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20137 Artemisia vulgaris Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20138 Picris echioides Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20139 Cirsium arvense Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20140 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20141 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20142 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20143 Euphorbia helioscopia Euphorbiaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20144 Taraxacum officinale Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20145 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20146 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20146F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20147 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20148 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20149 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20150 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20151 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20152 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20153F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20157 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20158 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20159 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20160 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20161 Cirsium arvense Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20162 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20163 Calystegia sepium Convolvulaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20164 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20165 Taraxacum officinale Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20166 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20167 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20168 Pastinaca sativa Apiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20169 Mentha spicata Lamiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20170 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20170F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20171 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20172 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20173 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20175 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20176 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20178 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20179 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20184F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20185 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20186 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20187 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20188 Rumex sp. Polygonaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20189 Portulaca oleracea Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20191 Portulaca sp. Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20192 Lamium amplexicaule Lamiaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20193 Amaranthus retroflexus Amaranthaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20194 Taraxacum officinale Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20195 Erigeron annuus Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20196 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20197 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20199 Convolvulus sp. Convolvulaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20201 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20201F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20202 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20203 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20204 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20205 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20206 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20208 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20209 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20212 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20213 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20214 Solanum dulcamara Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20215 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20216 Physalis sp. Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20217 Solanum sp. Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20218 Convolvulus arvensis Convolvulaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20219 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20220 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20221F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20222 Sonchus sp. Asteraceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20223 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20224 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20225 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20226 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20227 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20228 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20229 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20230 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20231 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20232 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20233 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20243 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20244 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20245 Steleria media Caryophyllaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20247 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20248 Plantago major Plantaginaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20249 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20250 Capsella bursa-pastoris Brassicaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20251 Amaranthus retroflexus Amaranthaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20252 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20253 Rumex crispus Polygonaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20254 Solanum nigrum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20255 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20256 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

P61Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

P62Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

Supplementary Table 1. Individual plant samples, their species name, plant family and sampling location of origin.

Sample ID Plant species Plant family Health status
Sampling 

location ID

Sampling location address (municipality or town name, and 

farm number in case of multiple farms visited)

INSI19001 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19002 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19003 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19004 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19005 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19006 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19007 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19008 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19009 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19010 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19011 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19012 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19013 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19014 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19015 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19016 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19017 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19018 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19019 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19020 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19021 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19022 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19023 Portulaca oleracea Portulacaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19024 Calystegia sepium Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19025 Convolvulus arvensis Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19026 Sonchus arvensis Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19027 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19029 Galinsoga parviflora Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19030 Convolvulus arvensis Convolvulaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19031 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19032 Amaranthus retroflexus Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19033 Sonchus oleraceus Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19034 Stachys annua Lamiaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19035 Oxalis sp. Oxalidaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19036 Impatiens walleriana Balsaminaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19037 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempeter pri Gorici, Slovenia 

INSI19038 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19039 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19040 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19041 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19042 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19043 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19044 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19045 Erigeron canadensis Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19046 Picris hieracioides Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19047 Taraxacum officinale Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19048 Rorippa sylvestris Brassicaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19049 Solanum nigrum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19051 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19052 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19053 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19054 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19055 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19056 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19057 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19058 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19059 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19060 Chenopodium polyspermum Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19061 Amaranthus graecizans Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19063 Sonchus oleraceus Asteraceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19064 Plantago lanceolata Plantaginaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19066 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19067 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19068 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19069 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19070 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19071 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19072 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19073 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19074 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19075 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19077 Datura stramonium Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19078 Solanum nigrum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19080 Mercurialis annua Euphorbiaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19082 Convolvulus arvensis Convolvulaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19084 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19085 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19086 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19087 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19088 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19089 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19090 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19091 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19092 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19093 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19081 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19083 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19094 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19095 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19096 Convolvulus arvensis Convolvulaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19097 Amaranthus retroflexus Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19098 Mercurialis annua Euphorbiaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19099 Chenopodium sp. Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19103 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19104 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19105 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19106 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19107 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19108 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19109 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19110 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19111 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19112 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19113 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19100 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19101 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19102 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19114 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19115 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19116 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19117 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19118 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19119 Amaranthus retroflexus Amaranthaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19120 Calystegia sepium Convolvulaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19121 Mercurialis annua Euphorbiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19122 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19123 Cichorium intybus Asteraceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19124 Plantago major Plantaginaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19125 Pastinaca sativa Apiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19126 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19128 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19129 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19134 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19135 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19127 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19130 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19131 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19132 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19133 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19136 Picris echioides Asteraceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19137 Pastinaca sativa Apiaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19138 Sorghum halepense Poaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19141 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19142 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19143 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19144 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19145 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19146 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19147 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19148 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19139 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19149 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19151 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19152 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19153 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19154 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19155 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19140 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19150 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19156 Pastinaca sativa Apiaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19157 Erigeron annuus Asteraceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19158 Ranunculus repens Ranunculaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

P29Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

P30Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

INSI20001 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20002 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20003 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20004 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20005 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20006 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20007 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20008 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20009 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20010 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20011 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20012 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20013 Taraxacum officinale Asteraceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20014 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20015 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20016 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20017 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20018 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20019 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20020 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20021 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20022 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20023 Solanum tuberosum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20024 Polygonum sp. Polygonaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20025 Veronica sp. Plantaginaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20027 Convolvulus arvensis Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20028 Calystegia sp. Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20029 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20030 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20031 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20032 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20035 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20036 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20037 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20040 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20041 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20042 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20043 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20044 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20045 Mercurialis annua Euphorbiaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20046 Sonchus asper Asteraceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20047 Amaranthus retroflexus Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20048 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20049 Veronica persicae Plantaginaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20051 Portulaca oleracea Portulacaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20052 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20053 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20054 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20055 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20056 Chenopodium album Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20057 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20058 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20059 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20060 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20061 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20062 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20063 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20064 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20066 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20067 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20068 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20069 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20070 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20071 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20072 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20073 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20074 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20075 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20076 Clematis viticella Ranunculaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20077 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20078 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20080 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20081 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20082 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20083 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20085 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20086 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20087 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20089 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20090 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20091 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20092 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20093 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20094 Artemisia verlotiorum Asteraceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20095 Parietaria judaica Urticaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20096 Solanum nigrum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20097 Trifolium repens Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20098 Salvia pratensis Lamiaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20099 Trifolium pratense Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20100 Plantago major Plantaginaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20101 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20102 Solanum nigrum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20103 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20104 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20105 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106F Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20107 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20108 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20109 Parietaria judaica Urticaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20110 Convolvulus arvensis Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20111 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20112 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20113 Taraxacum officinale Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20114 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20115 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20116 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20117 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20118 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20119 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20120 Portulaca oleracea Portulacaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20121 Picris echioides Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20122 Calystegia sepium Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20123 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20127 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20128 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20129 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20130 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20131 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20132 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20133 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20134 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20135 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20136 Convolvulus arvensis Convolvulaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20137 Artemisia vulgaris Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20138 Picris echioides Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20139 Cirsium arvense Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20140 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20141 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20142 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20143 Euphorbia helioscopia Euphorbiaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20144 Taraxacum officinale Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20145 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20146 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20146F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20147 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20148 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20149 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20150 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20151 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20152 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20153F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20157 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20158 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20159 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20160 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20161 Cirsium arvense Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20162 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20163 Calystegia sepium Convolvulaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20164 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20165 Taraxacum officinale Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20166 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20167 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20168 Pastinaca sativa Apiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20169 Mentha spicata Lamiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20170 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20170F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20171 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20172 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20173 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20175 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20176 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20178 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20179 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20184F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20185 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20186 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20187 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20188 Rumex sp. Polygonaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20189 Portulaca oleracea Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20191 Portulaca sp. Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20192 Lamium amplexicaule Lamiaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20193 Amaranthus retroflexus Amaranthaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20194 Taraxacum officinale Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20195 Erigeron annuus Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20196 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20197 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20199 Convolvulus sp. Convolvulaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20201 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20201F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20202 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20203 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20204 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20205 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20206 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20208 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20209 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20212 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20213 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20214 Solanum dulcamara Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20215 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20216 Physalis sp. Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20217 Solanum sp. Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20218 Convolvulus arvensis Convolvulaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20219 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20220 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20221F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20222 Sonchus sp. Asteraceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20223 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20224 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20225 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20226 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20227 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20228 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20229 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20230 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20231 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20232 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20233 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20243 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20244 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20245 Steleria media Caryophyllaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20247 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20248 Plantago major Plantaginaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20249 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20250 Capsella bursa-pastoris Brassicaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20251 Amaranthus retroflexus Amaranthaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20252 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20253 Rumex crispus Polygonaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20254 Solanum nigrum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20255 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20256 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

P61Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

P62Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

Supplementary Table 1. Individual plant samples, their species name, plant family and sampling location of origin.
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Supplementary Table 1. (continued rows). 
 

   

Sample ID Plant species Plant family Health status
Sampling 

location ID

Sampling location address (municipality or town name, and 

farm number in case of multiple farms visited)

INSI19001 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19002 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19003 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19004 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19005 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19006 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19007 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19008 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19009 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19010 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19011 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19012 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19013 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19014 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19015 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19016 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19017 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19018 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19019 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19020 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19021 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19022 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19023 Portulaca oleracea Portulacaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19024 Calystegia sepium Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19025 Convolvulus arvensis Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19026 Sonchus arvensis Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19027 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19029 Galinsoga parviflora Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19030 Convolvulus arvensis Convolvulaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19031 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19032 Amaranthus retroflexus Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19033 Sonchus oleraceus Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19034 Stachys annua Lamiaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19035 Oxalis sp. Oxalidaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19036 Impatiens walleriana Balsaminaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19037 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempeter pri Gorici, Slovenia 

INSI19038 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19039 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19040 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19041 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19042 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19043 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19044 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19045 Erigeron canadensis Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19046 Picris hieracioides Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19047 Taraxacum officinale Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19048 Rorippa sylvestris Brassicaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19049 Solanum nigrum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19051 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19052 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19053 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19054 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19055 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19056 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19057 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19058 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19059 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19060 Chenopodium polyspermum Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19061 Amaranthus graecizans Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19063 Sonchus oleraceus Asteraceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19064 Plantago lanceolata Plantaginaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19066 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19067 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19068 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19069 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19070 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19071 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19072 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19073 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19074 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19075 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19077 Datura stramonium Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19078 Solanum nigrum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19080 Mercurialis annua Euphorbiaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19082 Convolvulus arvensis Convolvulaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19084 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19085 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19086 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19087 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19088 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19089 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19090 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19091 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19092 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19093 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19081 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19083 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19094 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19095 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19096 Convolvulus arvensis Convolvulaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19097 Amaranthus retroflexus Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19098 Mercurialis annua Euphorbiaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19099 Chenopodium sp. Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19103 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19104 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19105 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19106 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19107 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19108 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19109 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19110 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19111 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19112 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19113 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19100 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19101 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19102 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19114 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19115 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19116 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19117 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19118 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19119 Amaranthus retroflexus Amaranthaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19120 Calystegia sepium Convolvulaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19121 Mercurialis annua Euphorbiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19122 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19123 Cichorium intybus Asteraceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19124 Plantago major Plantaginaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19125 Pastinaca sativa Apiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19126 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19128 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19129 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19134 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19135 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19127 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19130 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19131 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19132 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19133 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19136 Picris echioides Asteraceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19137 Pastinaca sativa Apiaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19138 Sorghum halepense Poaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19141 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19142 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19143 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19144 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19145 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19146 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19147 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19148 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19139 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19149 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19151 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19152 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19153 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19154 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19155 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19140 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19150 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19156 Pastinaca sativa Apiaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19157 Erigeron annuus Asteraceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19158 Ranunculus repens Ranunculaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

P29Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

P30Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

INSI20001 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20002 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20003 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20004 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20005 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20006 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20007 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20008 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20009 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20010 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20011 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20012 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20013 Taraxacum officinale Asteraceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20014 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20015 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20016 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20017 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20018 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20019 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20020 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20021 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20022 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20023 Solanum tuberosum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20024 Polygonum sp. Polygonaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20025 Veronica sp. Plantaginaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20027 Convolvulus arvensis Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20028 Calystegia sp. Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20029 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20030 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20031 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20032 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20035 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20036 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20037 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20040 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20041 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20042 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20043 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20044 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20045 Mercurialis annua Euphorbiaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20046 Sonchus asper Asteraceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20047 Amaranthus retroflexus Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20048 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20049 Veronica persicae Plantaginaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20051 Portulaca oleracea Portulacaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20052 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20053 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20054 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20055 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20056 Chenopodium album Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20057 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20058 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20059 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20060 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20061 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20062 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20063 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20064 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20066 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20067 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20068 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20069 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20070 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20071 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20072 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20073 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20074 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20075 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20076 Clematis viticella Ranunculaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20077 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20078 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20080 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20081 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20082 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20083 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20085 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20086 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20087 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20089 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20090 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20091 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20092 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20093 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20094 Artemisia verlotiorum Asteraceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20095 Parietaria judaica Urticaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20096 Solanum nigrum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20097 Trifolium repens Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20098 Salvia pratensis Lamiaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20099 Trifolium pratense Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20100 Plantago major Plantaginaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20101 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20102 Solanum nigrum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20103 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20104 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20105 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106F Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20107 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20108 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20109 Parietaria judaica Urticaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20110 Convolvulus arvensis Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20111 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20112 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20113 Taraxacum officinale Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20114 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20115 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20116 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20117 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20118 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20119 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20120 Portulaca oleracea Portulacaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20121 Picris echioides Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20122 Calystegia sepium Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20123 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20127 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20128 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20129 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20130 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20131 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20132 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20133 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20134 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20135 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20136 Convolvulus arvensis Convolvulaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20137 Artemisia vulgaris Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20138 Picris echioides Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20139 Cirsium arvense Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20140 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20141 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20142 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20143 Euphorbia helioscopia Euphorbiaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20144 Taraxacum officinale Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20145 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20146 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20146F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20147 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20148 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20149 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20150 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20151 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20152 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20153F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20157 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20158 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20159 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20160 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20161 Cirsium arvense Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20162 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20163 Calystegia sepium Convolvulaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20164 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20165 Taraxacum officinale Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20166 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20167 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20168 Pastinaca sativa Apiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20169 Mentha spicata Lamiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20170 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20170F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20171 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20172 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20173 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20175 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20176 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20178 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20179 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20184F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20185 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20186 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20187 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20188 Rumex sp. Polygonaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20189 Portulaca oleracea Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20191 Portulaca sp. Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20192 Lamium amplexicaule Lamiaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20193 Amaranthus retroflexus Amaranthaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20194 Taraxacum officinale Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20195 Erigeron annuus Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20196 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20197 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20199 Convolvulus sp. Convolvulaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20201 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20201F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20202 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20203 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20204 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20205 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20206 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20208 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20209 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20212 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20213 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20214 Solanum dulcamara Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20215 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20216 Physalis sp. Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20217 Solanum sp. Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20218 Convolvulus arvensis Convolvulaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20219 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20220 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20221F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20222 Sonchus sp. Asteraceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20223 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20224 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20225 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20226 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20227 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20228 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20229 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20230 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20231 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20232 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20233 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20243 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20244 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20245 Steleria media Caryophyllaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20247 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20248 Plantago major Plantaginaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20249 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20250 Capsella bursa-pastoris Brassicaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20251 Amaranthus retroflexus Amaranthaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20252 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20253 Rumex crispus Polygonaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20254 Solanum nigrum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20255 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20256 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

P61Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

P62Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

Supplementary Table 1. Individual plant samples, their species name, plant family and sampling location of origin.

Sample ID Plant species Plant family Health status
Sampling 

location ID

Sampling location address (municipality or town name, and 

farm number in case of multiple farms visited)

INSI19001 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19002 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19003 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19004 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19005 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19006 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19007 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19008 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19009 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19010 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19011 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19012 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19013 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19014 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19015 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19016 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19017 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19018 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19019 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19020 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19021 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19022 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19023 Portulaca oleracea Portulacaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19024 Calystegia sepium Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19025 Convolvulus arvensis Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19026 Sonchus arvensis Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19027 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19029 Galinsoga parviflora Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19030 Convolvulus arvensis Convolvulaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19031 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19032 Amaranthus retroflexus Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19033 Sonchus oleraceus Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19034 Stachys annua Lamiaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19035 Oxalis sp. Oxalidaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19036 Impatiens walleriana Balsaminaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19037 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempeter pri Gorici, Slovenia 

INSI19038 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19039 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19040 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19041 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19042 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19043 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19044 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19045 Erigeron canadensis Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19046 Picris hieracioides Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19047 Taraxacum officinale Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19048 Rorippa sylvestris Brassicaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19049 Solanum nigrum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19051 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19052 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19053 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19054 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19055 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19056 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19057 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19058 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19059 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19060 Chenopodium polyspermum Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19061 Amaranthus graecizans Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19063 Sonchus oleraceus Asteraceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19064 Plantago lanceolata Plantaginaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19066 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19067 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19068 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19069 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19070 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19071 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19072 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19073 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19074 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19075 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19077 Datura stramonium Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19078 Solanum nigrum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19080 Mercurialis annua Euphorbiaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19082 Convolvulus arvensis Convolvulaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19084 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19085 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19086 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19087 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19088 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19089 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19090 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19091 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19092 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19093 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19081 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19083 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19094 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19095 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19096 Convolvulus arvensis Convolvulaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19097 Amaranthus retroflexus Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19098 Mercurialis annua Euphorbiaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19099 Chenopodium sp. Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19103 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19104 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19105 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19106 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19107 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19108 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19109 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19110 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19111 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19112 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19113 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19100 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19101 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19102 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19114 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19115 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19116 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19117 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19118 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19119 Amaranthus retroflexus Amaranthaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19120 Calystegia sepium Convolvulaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19121 Mercurialis annua Euphorbiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19122 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19123 Cichorium intybus Asteraceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19124 Plantago major Plantaginaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19125 Pastinaca sativa Apiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19126 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19128 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19129 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19134 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19135 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19127 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19130 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19131 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19132 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19133 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19136 Picris echioides Asteraceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19137 Pastinaca sativa Apiaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19138 Sorghum halepense Poaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19141 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19142 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19143 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19144 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19145 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19146 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19147 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19148 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19139 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19149 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19151 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19152 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19153 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19154 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19155 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19140 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19150 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19156 Pastinaca sativa Apiaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19157 Erigeron annuus Asteraceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19158 Ranunculus repens Ranunculaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

P29Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

P30Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

INSI20001 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20002 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20003 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20004 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20005 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20006 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20007 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20008 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20009 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20010 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20011 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20012 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20013 Taraxacum officinale Asteraceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20014 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20015 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20016 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20017 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20018 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20019 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20020 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20021 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20022 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20023 Solanum tuberosum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20024 Polygonum sp. Polygonaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20025 Veronica sp. Plantaginaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20027 Convolvulus arvensis Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20028 Calystegia sp. Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20029 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20030 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20031 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20032 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20035 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20036 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20037 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20040 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20041 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20042 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20043 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20044 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20045 Mercurialis annua Euphorbiaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20046 Sonchus asper Asteraceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20047 Amaranthus retroflexus Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20048 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20049 Veronica persicae Plantaginaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20051 Portulaca oleracea Portulacaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20052 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20053 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20054 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20055 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20056 Chenopodium album Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20057 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20058 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20059 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20060 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20061 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20062 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20063 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20064 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20066 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20067 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20068 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20069 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20070 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20071 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20072 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20073 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20074 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20075 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20076 Clematis viticella Ranunculaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20077 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20078 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20080 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20081 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20082 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20083 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20085 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20086 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20087 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20089 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20090 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20091 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20092 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20093 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20094 Artemisia verlotiorum Asteraceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20095 Parietaria judaica Urticaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20096 Solanum nigrum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20097 Trifolium repens Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20098 Salvia pratensis Lamiaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20099 Trifolium pratense Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20100 Plantago major Plantaginaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20101 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20102 Solanum nigrum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20103 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20104 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20105 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106F Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20107 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20108 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20109 Parietaria judaica Urticaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20110 Convolvulus arvensis Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20111 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20112 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20113 Taraxacum officinale Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20114 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20115 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20116 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20117 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20118 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20119 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20120 Portulaca oleracea Portulacaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20121 Picris echioides Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20122 Calystegia sepium Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20123 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20127 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20128 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20129 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20130 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20131 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20132 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20133 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20134 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20135 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20136 Convolvulus arvensis Convolvulaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20137 Artemisia vulgaris Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20138 Picris echioides Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20139 Cirsium arvense Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20140 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20141 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20142 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20143 Euphorbia helioscopia Euphorbiaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20144 Taraxacum officinale Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20145 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20146 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20146F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20147 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20148 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20149 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20150 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20151 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20152 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20153F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20157 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20158 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20159 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20160 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20161 Cirsium arvense Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20162 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20163 Calystegia sepium Convolvulaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20164 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20165 Taraxacum officinale Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20166 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20167 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20168 Pastinaca sativa Apiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20169 Mentha spicata Lamiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20170 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20170F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20171 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20172 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20173 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20175 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20176 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20178 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20179 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20184F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20185 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20186 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20187 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20188 Rumex sp. Polygonaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20189 Portulaca oleracea Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20191 Portulaca sp. Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20192 Lamium amplexicaule Lamiaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20193 Amaranthus retroflexus Amaranthaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20194 Taraxacum officinale Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20195 Erigeron annuus Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20196 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20197 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20199 Convolvulus sp. Convolvulaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20201 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20201F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20202 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20203 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20204 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20205 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20206 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20208 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20209 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20212 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20213 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20214 Solanum dulcamara Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20215 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20216 Physalis sp. Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20217 Solanum sp. Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20218 Convolvulus arvensis Convolvulaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20219 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20220 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20221F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20222 Sonchus sp. Asteraceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20223 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20224 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20225 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20226 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20227 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20228 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20229 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20230 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20231 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20232 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20233 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20243 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20244 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20245 Steleria media Caryophyllaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20247 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20248 Plantago major Plantaginaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20249 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20250 Capsella bursa-pastoris Brassicaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20251 Amaranthus retroflexus Amaranthaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20252 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20253 Rumex crispus Polygonaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20254 Solanum nigrum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20255 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20256 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

P61Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

P62Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

Supplementary Table 1. Individual plant samples, their species name, plant family and sampling location of origin.
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Supplementary Table 1. (continued rows). 
 

   

Sample ID Plant species Plant family Health status
Sampling 

location ID

Sampling location address (municipality or town name, and 

farm number in case of multiple farms visited)

INSI19001 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19002 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19003 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19004 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19005 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19006 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19007 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19008 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19009 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19010 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19011 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19012 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19013 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19014 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19015 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19016 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19017 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19018 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19019 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19020 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19021 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19022 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19023 Portulaca oleracea Portulacaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19024 Calystegia sepium Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19025 Convolvulus arvensis Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19026 Sonchus arvensis Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19027 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19029 Galinsoga parviflora Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19030 Convolvulus arvensis Convolvulaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19031 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19032 Amaranthus retroflexus Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19033 Sonchus oleraceus Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19034 Stachys annua Lamiaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19035 Oxalis sp. Oxalidaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19036 Impatiens walleriana Balsaminaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19037 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempeter pri Gorici, Slovenia 

INSI19038 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19039 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19040 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19041 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19042 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19043 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19044 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19045 Erigeron canadensis Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19046 Picris hieracioides Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19047 Taraxacum officinale Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19048 Rorippa sylvestris Brassicaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19049 Solanum nigrum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19051 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19052 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19053 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19054 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19055 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19056 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19057 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19058 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19059 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19060 Chenopodium polyspermum Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19061 Amaranthus graecizans Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19063 Sonchus oleraceus Asteraceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19064 Plantago lanceolata Plantaginaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19066 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19067 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19068 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19069 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19070 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19071 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19072 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19073 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19074 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19075 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19077 Datura stramonium Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19078 Solanum nigrum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19080 Mercurialis annua Euphorbiaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19082 Convolvulus arvensis Convolvulaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19084 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19085 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19086 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19087 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19088 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19089 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19090 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19091 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19092 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19093 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19081 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19083 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19094 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19095 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19096 Convolvulus arvensis Convolvulaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19097 Amaranthus retroflexus Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19098 Mercurialis annua Euphorbiaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19099 Chenopodium sp. Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19103 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19104 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19105 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19106 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19107 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19108 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19109 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19110 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19111 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19112 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19113 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19100 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19101 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19102 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19114 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19115 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19116 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19117 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19118 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19119 Amaranthus retroflexus Amaranthaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19120 Calystegia sepium Convolvulaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19121 Mercurialis annua Euphorbiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19122 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19123 Cichorium intybus Asteraceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19124 Plantago major Plantaginaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19125 Pastinaca sativa Apiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19126 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19128 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19129 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19134 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19135 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19127 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19130 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19131 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19132 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19133 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19136 Picris echioides Asteraceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19137 Pastinaca sativa Apiaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19138 Sorghum halepense Poaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19141 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19142 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19143 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19144 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19145 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19146 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19147 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19148 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19139 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19149 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19151 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19152 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19153 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19154 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19155 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19140 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19150 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19156 Pastinaca sativa Apiaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19157 Erigeron annuus Asteraceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19158 Ranunculus repens Ranunculaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

P29Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

P30Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

INSI20001 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20002 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20003 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20004 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20005 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20006 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20007 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20008 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20009 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20010 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20011 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20012 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20013 Taraxacum officinale Asteraceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20014 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20015 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20016 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20017 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20018 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20019 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20020 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20021 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20022 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20023 Solanum tuberosum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20024 Polygonum sp. Polygonaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20025 Veronica sp. Plantaginaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20027 Convolvulus arvensis Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20028 Calystegia sp. Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20029 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20030 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20031 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20032 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20035 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20036 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20037 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20040 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20041 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20042 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20043 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20044 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20045 Mercurialis annua Euphorbiaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20046 Sonchus asper Asteraceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20047 Amaranthus retroflexus Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20048 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20049 Veronica persicae Plantaginaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20051 Portulaca oleracea Portulacaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20052 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20053 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20054 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20055 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20056 Chenopodium album Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20057 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20058 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20059 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20060 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20061 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20062 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20063 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20064 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20066 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20067 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20068 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20069 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20070 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20071 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20072 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20073 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20074 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20075 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20076 Clematis viticella Ranunculaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20077 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20078 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20080 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20081 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20082 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20083 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20085 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20086 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20087 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20089 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20090 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20091 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20092 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20093 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20094 Artemisia verlotiorum Asteraceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20095 Parietaria judaica Urticaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20096 Solanum nigrum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20097 Trifolium repens Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20098 Salvia pratensis Lamiaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20099 Trifolium pratense Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20100 Plantago major Plantaginaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20101 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20102 Solanum nigrum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20103 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20104 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20105 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106F Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20107 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20108 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20109 Parietaria judaica Urticaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20110 Convolvulus arvensis Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20111 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20112 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20113 Taraxacum officinale Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20114 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20115 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20116 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20117 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20118 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20119 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20120 Portulaca oleracea Portulacaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20121 Picris echioides Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20122 Calystegia sepium Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20123 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20127 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20128 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20129 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20130 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20131 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20132 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20133 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20134 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20135 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20136 Convolvulus arvensis Convolvulaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20137 Artemisia vulgaris Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20138 Picris echioides Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20139 Cirsium arvense Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20140 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20141 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20142 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20143 Euphorbia helioscopia Euphorbiaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20144 Taraxacum officinale Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20145 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20146 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20146F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20147 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20148 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20149 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20150 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20151 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20152 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20153F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20157 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20158 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20159 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20160 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20161 Cirsium arvense Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20162 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20163 Calystegia sepium Convolvulaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20164 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20165 Taraxacum officinale Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20166 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20167 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20168 Pastinaca sativa Apiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20169 Mentha spicata Lamiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20170 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20170F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20171 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20172 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20173 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20175 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20176 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20178 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20179 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20184F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20185 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20186 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20187 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20188 Rumex sp. Polygonaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20189 Portulaca oleracea Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20191 Portulaca sp. Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20192 Lamium amplexicaule Lamiaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20193 Amaranthus retroflexus Amaranthaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20194 Taraxacum officinale Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20195 Erigeron annuus Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20196 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20197 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20199 Convolvulus sp. Convolvulaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20201 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20201F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20202 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20203 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20204 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20205 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20206 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20208 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20209 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20212 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20213 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20214 Solanum dulcamara Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20215 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20216 Physalis sp. Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20217 Solanum sp. Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20218 Convolvulus arvensis Convolvulaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20219 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20220 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20221F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20222 Sonchus sp. Asteraceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20223 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20224 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20225 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20226 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20227 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20228 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20229 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20230 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20231 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20232 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20233 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20243 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20244 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20245 Steleria media Caryophyllaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20247 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20248 Plantago major Plantaginaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20249 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20250 Capsella bursa-pastoris Brassicaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20251 Amaranthus retroflexus Amaranthaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20252 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20253 Rumex crispus Polygonaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20254 Solanum nigrum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20255 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20256 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

P61Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

P62Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

Supplementary Table 1. Individual plant samples, their species name, plant family and sampling location of origin.

Sample ID Plant species Plant family Health status
Sampling 

location ID

Sampling location address (municipality or town name, and 

farm number in case of multiple farms visited)

INSI19001 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19002 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19003 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19004 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19005 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19006 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19007 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19008 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19009 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19010 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19011 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19012 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19013 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19014 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19015 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19016 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19017 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19018 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19019 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19020 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19021 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19022 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19023 Portulaca oleracea Portulacaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19024 Calystegia sepium Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19025 Convolvulus arvensis Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19026 Sonchus arvensis Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19027 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19029 Galinsoga parviflora Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19030 Convolvulus arvensis Convolvulaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19031 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19032 Amaranthus retroflexus Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19033 Sonchus oleraceus Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19034 Stachys annua Lamiaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19035 Oxalis sp. Oxalidaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19036 Impatiens walleriana Balsaminaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19037 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempeter pri Gorici, Slovenia 

INSI19038 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19039 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19040 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19041 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19042 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19043 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19044 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19045 Erigeron canadensis Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19046 Picris hieracioides Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19047 Taraxacum officinale Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19048 Rorippa sylvestris Brassicaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19049 Solanum nigrum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19051 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19052 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19053 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19054 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19055 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19056 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19057 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19058 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19059 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19060 Chenopodium polyspermum Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19061 Amaranthus graecizans Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19063 Sonchus oleraceus Asteraceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19064 Plantago lanceolata Plantaginaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19066 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19067 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19068 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19069 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19070 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19071 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19072 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19073 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19074 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19075 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19077 Datura stramonium Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19078 Solanum nigrum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19080 Mercurialis annua Euphorbiaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19082 Convolvulus arvensis Convolvulaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19084 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19085 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19086 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19087 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19088 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19089 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19090 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19091 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19092 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19093 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19081 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19083 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19094 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19095 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19096 Convolvulus arvensis Convolvulaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19097 Amaranthus retroflexus Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19098 Mercurialis annua Euphorbiaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19099 Chenopodium sp. Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19103 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19104 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19105 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19106 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19107 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19108 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19109 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19110 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19111 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19112 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19113 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19100 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19101 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19102 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19114 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19115 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19116 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19117 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19118 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19119 Amaranthus retroflexus Amaranthaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19120 Calystegia sepium Convolvulaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19121 Mercurialis annua Euphorbiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19122 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19123 Cichorium intybus Asteraceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19124 Plantago major Plantaginaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19125 Pastinaca sativa Apiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19126 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19128 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19129 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19134 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19135 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19127 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19130 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19131 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19132 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19133 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19136 Picris echioides Asteraceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19137 Pastinaca sativa Apiaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19138 Sorghum halepense Poaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19141 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19142 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19143 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19144 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19145 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19146 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19147 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19148 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19139 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19149 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19151 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19152 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19153 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19154 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19155 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19140 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19150 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19156 Pastinaca sativa Apiaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19157 Erigeron annuus Asteraceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19158 Ranunculus repens Ranunculaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

P29Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

P30Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

INSI20001 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20002 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20003 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20004 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20005 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20006 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20007 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20008 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20009 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20010 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20011 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20012 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20013 Taraxacum officinale Asteraceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20014 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20015 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20016 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20017 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20018 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20019 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20020 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20021 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20022 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20023 Solanum tuberosum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20024 Polygonum sp. Polygonaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20025 Veronica sp. Plantaginaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20027 Convolvulus arvensis Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20028 Calystegia sp. Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20029 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20030 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20031 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20032 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20035 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20036 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20037 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20040 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20041 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20042 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20043 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20044 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20045 Mercurialis annua Euphorbiaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20046 Sonchus asper Asteraceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20047 Amaranthus retroflexus Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20048 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20049 Veronica persicae Plantaginaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20051 Portulaca oleracea Portulacaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20052 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20053 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20054 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20055 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20056 Chenopodium album Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20057 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20058 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20059 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20060 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20061 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20062 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20063 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20064 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20066 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20067 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20068 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20069 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20070 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20071 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20072 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20073 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20074 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20075 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20076 Clematis viticella Ranunculaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20077 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20078 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20080 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20081 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20082 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20083 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20085 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20086 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20087 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20089 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20090 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20091 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20092 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20093 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20094 Artemisia verlotiorum Asteraceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20095 Parietaria judaica Urticaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20096 Solanum nigrum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20097 Trifolium repens Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20098 Salvia pratensis Lamiaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20099 Trifolium pratense Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20100 Plantago major Plantaginaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20101 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20102 Solanum nigrum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20103 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20104 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20105 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106F Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20107 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20108 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20109 Parietaria judaica Urticaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20110 Convolvulus arvensis Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20111 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20112 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20113 Taraxacum officinale Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20114 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20115 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20116 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20117 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20118 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20119 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20120 Portulaca oleracea Portulacaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20121 Picris echioides Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20122 Calystegia sepium Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20123 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20127 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20128 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20129 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20130 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20131 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20132 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20133 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20134 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20135 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20136 Convolvulus arvensis Convolvulaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20137 Artemisia vulgaris Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20138 Picris echioides Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20139 Cirsium arvense Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20140 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20141 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20142 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20143 Euphorbia helioscopia Euphorbiaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20144 Taraxacum officinale Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20145 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20146 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20146F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20147 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20148 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20149 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20150 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20151 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20152 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20153F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20157 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20158 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20159 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20160 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20161 Cirsium arvense Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20162 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20163 Calystegia sepium Convolvulaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20164 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20165 Taraxacum officinale Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20166 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20167 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20168 Pastinaca sativa Apiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20169 Mentha spicata Lamiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20170 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20170F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20171 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20172 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20173 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20175 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20176 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20178 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20179 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20184F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20185 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20186 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20187 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20188 Rumex sp. Polygonaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20189 Portulaca oleracea Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20191 Portulaca sp. Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20192 Lamium amplexicaule Lamiaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20193 Amaranthus retroflexus Amaranthaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20194 Taraxacum officinale Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20195 Erigeron annuus Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20196 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20197 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20199 Convolvulus sp. Convolvulaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20201 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20201F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20202 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20203 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20204 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20205 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20206 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20208 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20209 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20212 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20213 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20214 Solanum dulcamara Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20215 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20216 Physalis sp. Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20217 Solanum sp. Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20218 Convolvulus arvensis Convolvulaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20219 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20220 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20221F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20222 Sonchus sp. Asteraceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20223 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20224 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20225 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20226 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20227 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20228 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20229 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20230 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20231 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20232 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20233 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20243 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20244 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20245 Steleria media Caryophyllaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20247 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20248 Plantago major Plantaginaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20249 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20250 Capsella bursa-pastoris Brassicaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20251 Amaranthus retroflexus Amaranthaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20252 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20253 Rumex crispus Polygonaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20254 Solanum nigrum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20255 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20256 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

P61Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

P62Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

Supplementary Table 1. Individual plant samples, their species name, plant family and sampling location of origin.
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Supplementary Table 1. (continued rows). 
 

   

Sample ID Plant species Plant family Health status
Sampling 

location ID

Sampling location address (municipality or town name, and 

farm number in case of multiple farms visited)

INSI19001 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19002 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19003 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19004 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19005 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19006 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19007 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19008 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19009 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19010 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19011 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19012 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19013 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19014 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19015 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19016 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19017 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19018 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19019 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19020 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19021 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19022 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19023 Portulaca oleracea Portulacaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19024 Calystegia sepium Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19025 Convolvulus arvensis Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19026 Sonchus arvensis Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19027 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19029 Galinsoga parviflora Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19030 Convolvulus arvensis Convolvulaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19031 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19032 Amaranthus retroflexus Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19033 Sonchus oleraceus Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19034 Stachys annua Lamiaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19035 Oxalis sp. Oxalidaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19036 Impatiens walleriana Balsaminaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19037 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempeter pri Gorici, Slovenia 

INSI19038 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19039 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19040 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19041 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19042 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19043 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19044 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19045 Erigeron canadensis Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19046 Picris hieracioides Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19047 Taraxacum officinale Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19048 Rorippa sylvestris Brassicaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19049 Solanum nigrum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19051 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19052 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19053 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19054 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19055 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19056 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19057 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19058 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19059 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19060 Chenopodium polyspermum Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19061 Amaranthus graecizans Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19063 Sonchus oleraceus Asteraceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19064 Plantago lanceolata Plantaginaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19066 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19067 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19068 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19069 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19070 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19071 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19072 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19073 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19074 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19075 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19077 Datura stramonium Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19078 Solanum nigrum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19080 Mercurialis annua Euphorbiaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19082 Convolvulus arvensis Convolvulaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19084 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19085 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19086 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19087 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19088 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19089 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19090 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19091 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19092 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19093 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19081 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19083 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19094 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19095 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19096 Convolvulus arvensis Convolvulaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19097 Amaranthus retroflexus Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19098 Mercurialis annua Euphorbiaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19099 Chenopodium sp. Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19103 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19104 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19105 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19106 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19107 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19108 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19109 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19110 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19111 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19112 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19113 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19100 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19101 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19102 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19114 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19115 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19116 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19117 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19118 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19119 Amaranthus retroflexus Amaranthaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19120 Calystegia sepium Convolvulaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19121 Mercurialis annua Euphorbiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19122 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19123 Cichorium intybus Asteraceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19124 Plantago major Plantaginaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19125 Pastinaca sativa Apiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19126 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19128 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19129 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19134 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19135 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19127 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19130 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19131 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19132 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19133 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19136 Picris echioides Asteraceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19137 Pastinaca sativa Apiaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19138 Sorghum halepense Poaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19141 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19142 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19143 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19144 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19145 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19146 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19147 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19148 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19139 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19149 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19151 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19152 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19153 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19154 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19155 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19140 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19150 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19156 Pastinaca sativa Apiaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19157 Erigeron annuus Asteraceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19158 Ranunculus repens Ranunculaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

P29Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

P30Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

INSI20001 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20002 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20003 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20004 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20005 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20006 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20007 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20008 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20009 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20010 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20011 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20012 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20013 Taraxacum officinale Asteraceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20014 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20015 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20016 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20017 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20018 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20019 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20020 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20021 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20022 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20023 Solanum tuberosum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20024 Polygonum sp. Polygonaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20025 Veronica sp. Plantaginaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20027 Convolvulus arvensis Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20028 Calystegia sp. Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20029 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20030 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20031 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20032 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20035 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20036 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20037 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20040 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20041 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20042 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20043 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20044 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20045 Mercurialis annua Euphorbiaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20046 Sonchus asper Asteraceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20047 Amaranthus retroflexus Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20048 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20049 Veronica persicae Plantaginaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20051 Portulaca oleracea Portulacaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20052 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20053 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20054 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20055 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20056 Chenopodium album Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20057 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20058 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20059 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20060 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20061 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20062 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20063 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20064 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20066 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20067 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20068 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20069 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20070 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20071 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20072 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20073 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20074 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20075 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20076 Clematis viticella Ranunculaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20077 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20078 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20080 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20081 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20082 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20083 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20085 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20086 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20087 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20089 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20090 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20091 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20092 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20093 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20094 Artemisia verlotiorum Asteraceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20095 Parietaria judaica Urticaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20096 Solanum nigrum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20097 Trifolium repens Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20098 Salvia pratensis Lamiaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20099 Trifolium pratense Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20100 Plantago major Plantaginaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20101 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20102 Solanum nigrum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20103 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20104 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20105 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106F Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20107 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20108 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20109 Parietaria judaica Urticaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20110 Convolvulus arvensis Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20111 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20112 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20113 Taraxacum officinale Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20114 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20115 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20116 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20117 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20118 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20119 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20120 Portulaca oleracea Portulacaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20121 Picris echioides Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20122 Calystegia sepium Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20123 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20127 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20128 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20129 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20130 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20131 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20132 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20133 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20134 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20135 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20136 Convolvulus arvensis Convolvulaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20137 Artemisia vulgaris Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20138 Picris echioides Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20139 Cirsium arvense Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20140 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20141 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20142 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20143 Euphorbia helioscopia Euphorbiaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20144 Taraxacum officinale Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20145 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20146 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20146F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20147 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20148 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20149 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20150 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20151 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20152 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20153F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20157 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20158 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20159 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20160 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20161 Cirsium arvense Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20162 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20163 Calystegia sepium Convolvulaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20164 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20165 Taraxacum officinale Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20166 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20167 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20168 Pastinaca sativa Apiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20169 Mentha spicata Lamiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20170 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20170F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20171 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20172 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20173 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20175 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20176 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20178 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20179 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20184F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20185 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20186 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20187 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20188 Rumex sp. Polygonaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20189 Portulaca oleracea Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20191 Portulaca sp. Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20192 Lamium amplexicaule Lamiaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20193 Amaranthus retroflexus Amaranthaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20194 Taraxacum officinale Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20195 Erigeron annuus Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20196 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20197 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20199 Convolvulus sp. Convolvulaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20201 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20201F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20202 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20203 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20204 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20205 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20206 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20208 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20209 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20212 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20213 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20214 Solanum dulcamara Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20215 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20216 Physalis sp. Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20217 Solanum sp. Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20218 Convolvulus arvensis Convolvulaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20219 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20220 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20221F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20222 Sonchus sp. Asteraceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20223 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20224 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20225 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20226 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20227 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20228 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20229 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20230 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20231 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20232 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20233 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20243 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20244 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20245 Steleria media Caryophyllaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20247 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20248 Plantago major Plantaginaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20249 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20250 Capsella bursa-pastoris Brassicaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20251 Amaranthus retroflexus Amaranthaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20252 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20253 Rumex crispus Polygonaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20254 Solanum nigrum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20255 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20256 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

P61Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

P62Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

Supplementary Table 1. Individual plant samples, their species name, plant family and sampling location of origin.

Sample ID Plant species Plant family Health status
Sampling 

location ID

Sampling location address (municipality or town name, and 

farm number in case of multiple farms visited)

INSI19001 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19002 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19003 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19004 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19005 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19006 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19007 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19008 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19009 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19010 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19011 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19012 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19013 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19014 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19015 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19016 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19017 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19018 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19019 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19020 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19021 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19022 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19023 Portulaca oleracea Portulacaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19024 Calystegia sepium Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19025 Convolvulus arvensis Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19026 Sonchus arvensis Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19027 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19029 Galinsoga parviflora Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19030 Convolvulus arvensis Convolvulaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19031 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19032 Amaranthus retroflexus Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19033 Sonchus oleraceus Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19034 Stachys annua Lamiaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19035 Oxalis sp. Oxalidaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19036 Impatiens walleriana Balsaminaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19037 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempeter pri Gorici, Slovenia 

INSI19038 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19039 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19040 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19041 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19042 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19043 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19044 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19045 Erigeron canadensis Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19046 Picris hieracioides Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19047 Taraxacum officinale Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19048 Rorippa sylvestris Brassicaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19049 Solanum nigrum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19051 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19052 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19053 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19054 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19055 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19056 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19057 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19058 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19059 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19060 Chenopodium polyspermum Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19061 Amaranthus graecizans Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19063 Sonchus oleraceus Asteraceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19064 Plantago lanceolata Plantaginaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19066 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19067 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19068 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19069 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19070 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19071 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19072 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19073 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19074 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19075 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19077 Datura stramonium Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19078 Solanum nigrum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19080 Mercurialis annua Euphorbiaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19082 Convolvulus arvensis Convolvulaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19084 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19085 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19086 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19087 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19088 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19089 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19090 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19091 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19092 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19093 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19081 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19083 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19094 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19095 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19096 Convolvulus arvensis Convolvulaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19097 Amaranthus retroflexus Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19098 Mercurialis annua Euphorbiaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19099 Chenopodium sp. Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19103 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19104 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19105 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19106 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19107 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19108 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19109 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19110 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19111 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19112 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19113 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19100 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19101 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19102 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19114 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19115 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19116 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19117 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19118 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19119 Amaranthus retroflexus Amaranthaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19120 Calystegia sepium Convolvulaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19121 Mercurialis annua Euphorbiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19122 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19123 Cichorium intybus Asteraceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19124 Plantago major Plantaginaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19125 Pastinaca sativa Apiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19126 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19128 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19129 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19134 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19135 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19127 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19130 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19131 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19132 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19133 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19136 Picris echioides Asteraceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19137 Pastinaca sativa Apiaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19138 Sorghum halepense Poaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19141 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19142 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19143 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19144 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19145 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19146 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19147 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19148 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19139 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19149 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19151 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19152 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19153 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19154 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19155 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19140 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19150 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19156 Pastinaca sativa Apiaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19157 Erigeron annuus Asteraceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19158 Ranunculus repens Ranunculaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

P29Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

P30Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

INSI20001 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20002 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20003 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20004 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20005 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20006 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20007 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20008 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20009 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20010 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20011 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20012 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20013 Taraxacum officinale Asteraceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20014 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20015 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20016 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20017 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20018 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20019 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20020 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20021 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20022 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20023 Solanum tuberosum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20024 Polygonum sp. Polygonaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20025 Veronica sp. Plantaginaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20027 Convolvulus arvensis Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20028 Calystegia sp. Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20029 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20030 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20031 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20032 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20035 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20036 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20037 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20040 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20041 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20042 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20043 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20044 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20045 Mercurialis annua Euphorbiaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20046 Sonchus asper Asteraceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20047 Amaranthus retroflexus Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20048 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20049 Veronica persicae Plantaginaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20051 Portulaca oleracea Portulacaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20052 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20053 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20054 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20055 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20056 Chenopodium album Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20057 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20058 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20059 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20060 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20061 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20062 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20063 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20064 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20066 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20067 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20068 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20069 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20070 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20071 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20072 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20073 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20074 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20075 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20076 Clematis viticella Ranunculaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20077 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20078 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20080 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20081 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20082 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20083 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20085 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20086 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20087 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20089 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20090 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20091 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20092 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20093 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20094 Artemisia verlotiorum Asteraceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20095 Parietaria judaica Urticaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20096 Solanum nigrum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20097 Trifolium repens Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20098 Salvia pratensis Lamiaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20099 Trifolium pratense Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20100 Plantago major Plantaginaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20101 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20102 Solanum nigrum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20103 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20104 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20105 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106F Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20107 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20108 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20109 Parietaria judaica Urticaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20110 Convolvulus arvensis Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20111 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20112 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20113 Taraxacum officinale Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20114 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20115 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20116 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20117 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20118 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20119 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20120 Portulaca oleracea Portulacaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20121 Picris echioides Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20122 Calystegia sepium Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20123 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20127 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20128 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20129 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20130 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20131 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20132 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20133 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20134 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20135 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20136 Convolvulus arvensis Convolvulaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20137 Artemisia vulgaris Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20138 Picris echioides Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20139 Cirsium arvense Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20140 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20141 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20142 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20143 Euphorbia helioscopia Euphorbiaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20144 Taraxacum officinale Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20145 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20146 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20146F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20147 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20148 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20149 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20150 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20151 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20152 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20153F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20157 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20158 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20159 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20160 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20161 Cirsium arvense Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20162 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20163 Calystegia sepium Convolvulaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20164 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20165 Taraxacum officinale Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20166 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20167 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20168 Pastinaca sativa Apiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20169 Mentha spicata Lamiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20170 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20170F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20171 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20172 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20173 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20175 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20176 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20178 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20179 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20184F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20185 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20186 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20187 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20188 Rumex sp. Polygonaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20189 Portulaca oleracea Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20191 Portulaca sp. Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20192 Lamium amplexicaule Lamiaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20193 Amaranthus retroflexus Amaranthaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20194 Taraxacum officinale Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20195 Erigeron annuus Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20196 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20197 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20199 Convolvulus sp. Convolvulaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20201 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20201F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20202 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20203 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20204 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20205 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20206 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20208 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20209 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20212 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20213 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20214 Solanum dulcamara Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20215 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20216 Physalis sp. Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20217 Solanum sp. Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20218 Convolvulus arvensis Convolvulaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20219 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20220 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20221F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20222 Sonchus sp. Asteraceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20223 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20224 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20225 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20226 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20227 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20228 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20229 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20230 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20231 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20232 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20233 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20243 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20244 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20245 Steleria media Caryophyllaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20247 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20248 Plantago major Plantaginaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20249 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20250 Capsella bursa-pastoris Brassicaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20251 Amaranthus retroflexus Amaranthaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20252 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20253 Rumex crispus Polygonaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20254 Solanum nigrum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20255 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20256 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

P61Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

P62Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

Supplementary Table 1. Individual plant samples, their species name, plant family and sampling location of origin.
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Sample ID Plant species Plant family Health status
Sampling 

location ID

Sampling location address (municipality or town name, and 

farm number in case of multiple farms visited)

INSI19001 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19002 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19003 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19004 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19005 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19006 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19007 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19008 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19009 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19010 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19011 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19012 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19013 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19014 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19015 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19016 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19017 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19018 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19019 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19020 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19021 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19022 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19023 Portulaca oleracea Portulacaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19024 Calystegia sepium Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19025 Convolvulus arvensis Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19026 Sonchus arvensis Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19027 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19029 Galinsoga parviflora Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19030 Convolvulus arvensis Convolvulaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19031 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19032 Amaranthus retroflexus Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19033 Sonchus oleraceus Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19034 Stachys annua Lamiaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19035 Oxalis sp. Oxalidaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19036 Impatiens walleriana Balsaminaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19037 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempeter pri Gorici, Slovenia 

INSI19038 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19039 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19040 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19041 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19042 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19043 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19044 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19045 Erigeron canadensis Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19046 Picris hieracioides Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19047 Taraxacum officinale Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19048 Rorippa sylvestris Brassicaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19049 Solanum nigrum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19051 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19052 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19053 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19054 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19055 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19056 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19057 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19058 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19059 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19060 Chenopodium polyspermum Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19061 Amaranthus graecizans Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19063 Sonchus oleraceus Asteraceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19064 Plantago lanceolata Plantaginaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19066 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19067 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19068 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19069 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19070 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19071 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19072 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19073 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19074 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19075 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19077 Datura stramonium Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19078 Solanum nigrum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19080 Mercurialis annua Euphorbiaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19082 Convolvulus arvensis Convolvulaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19084 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19085 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19086 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19087 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19088 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19089 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19090 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19091 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19092 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19093 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19081 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19083 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19094 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19095 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19096 Convolvulus arvensis Convolvulaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19097 Amaranthus retroflexus Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19098 Mercurialis annua Euphorbiaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19099 Chenopodium sp. Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19103 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19104 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19105 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19106 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19107 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19108 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19109 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19110 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19111 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19112 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19113 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19100 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19101 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19102 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19114 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19115 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19116 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19117 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19118 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19119 Amaranthus retroflexus Amaranthaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19120 Calystegia sepium Convolvulaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19121 Mercurialis annua Euphorbiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19122 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19123 Cichorium intybus Asteraceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19124 Plantago major Plantaginaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19125 Pastinaca sativa Apiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19126 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19128 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19129 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19134 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19135 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19127 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19130 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19131 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19132 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19133 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19136 Picris echioides Asteraceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19137 Pastinaca sativa Apiaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19138 Sorghum halepense Poaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19141 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19142 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19143 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19144 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19145 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19146 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19147 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19148 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19139 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19149 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19151 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19152 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19153 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19154 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19155 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19140 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19150 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19156 Pastinaca sativa Apiaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19157 Erigeron annuus Asteraceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19158 Ranunculus repens Ranunculaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

P29Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

P30Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

INSI20001 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20002 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20003 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20004 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20005 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20006 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20007 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20008 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20009 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20010 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20011 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20012 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20013 Taraxacum officinale Asteraceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20014 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20015 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20016 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20017 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20018 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20019 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20020 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20021 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20022 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20023 Solanum tuberosum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20024 Polygonum sp. Polygonaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20025 Veronica sp. Plantaginaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20027 Convolvulus arvensis Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20028 Calystegia sp. Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20029 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20030 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20031 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20032 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20035 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20036 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20037 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20040 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20041 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20042 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20043 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20044 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20045 Mercurialis annua Euphorbiaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20046 Sonchus asper Asteraceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20047 Amaranthus retroflexus Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20048 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20049 Veronica persicae Plantaginaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20051 Portulaca oleracea Portulacaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20052 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20053 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20054 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20055 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20056 Chenopodium album Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20057 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20058 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20059 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20060 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20061 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20062 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20063 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20064 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20066 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20067 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20068 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20069 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20070 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20071 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20072 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20073 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20074 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20075 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20076 Clematis viticella Ranunculaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20077 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20078 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20080 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20081 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20082 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20083 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20085 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20086 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20087 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20089 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20090 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20091 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20092 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20093 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20094 Artemisia verlotiorum Asteraceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20095 Parietaria judaica Urticaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20096 Solanum nigrum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20097 Trifolium repens Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20098 Salvia pratensis Lamiaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20099 Trifolium pratense Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20100 Plantago major Plantaginaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20101 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20102 Solanum nigrum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20103 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20104 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20105 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106F Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20107 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20108 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20109 Parietaria judaica Urticaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20110 Convolvulus arvensis Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20111 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20112 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20113 Taraxacum officinale Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20114 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20115 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20116 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20117 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20118 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20119 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20120 Portulaca oleracea Portulacaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20121 Picris echioides Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20122 Calystegia sepium Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20123 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20127 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20128 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20129 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20130 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20131 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20132 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20133 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20134 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20135 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20136 Convolvulus arvensis Convolvulaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20137 Artemisia vulgaris Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20138 Picris echioides Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20139 Cirsium arvense Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20140 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20141 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20142 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20143 Euphorbia helioscopia Euphorbiaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20144 Taraxacum officinale Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20145 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20146 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20146F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20147 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20148 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20149 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20150 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20151 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20152 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20153F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20157 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20158 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20159 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20160 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20161 Cirsium arvense Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20162 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20163 Calystegia sepium Convolvulaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20164 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20165 Taraxacum officinale Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20166 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20167 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20168 Pastinaca sativa Apiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20169 Mentha spicata Lamiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20170 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20170F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20171 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20172 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20173 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20175 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20176 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20178 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20179 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20184F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20185 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20186 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20187 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20188 Rumex sp. Polygonaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20189 Portulaca oleracea Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20191 Portulaca sp. Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20192 Lamium amplexicaule Lamiaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20193 Amaranthus retroflexus Amaranthaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20194 Taraxacum officinale Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20195 Erigeron annuus Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20196 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20197 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20199 Convolvulus sp. Convolvulaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20201 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20201F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20202 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20203 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20204 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20205 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20206 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20208 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20209 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20212 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20213 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20214 Solanum dulcamara Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20215 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20216 Physalis sp. Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20217 Solanum sp. Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20218 Convolvulus arvensis Convolvulaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20219 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20220 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20221F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20222 Sonchus sp. Asteraceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20223 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20224 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20225 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20226 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20227 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20228 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20229 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20230 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20231 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20232 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20233 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20243 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20244 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20245 Steleria media Caryophyllaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20247 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20248 Plantago major Plantaginaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20249 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20250 Capsella bursa-pastoris Brassicaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20251 Amaranthus retroflexus Amaranthaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20252 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20253 Rumex crispus Polygonaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20254 Solanum nigrum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20255 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20256 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

P61Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

P62Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

Supplementary Table 1. Individual plant samples, their species name, plant family and sampling location of origin.

Sample ID Plant species Plant family Health status
Sampling 

location ID

Sampling location address (municipality or town name, and 

farm number in case of multiple farms visited)

INSI19001 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19002 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19003 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19004 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19005 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19006 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19007 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19008 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19009 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19010 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19011 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19012 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19013 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19014 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19015 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19016 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19017 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19018 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19019 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19020 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19021 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19022 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19023 Portulaca oleracea Portulacaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19024 Calystegia sepium Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19025 Convolvulus arvensis Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19026 Sonchus arvensis Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19027 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19029 Galinsoga parviflora Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19030 Convolvulus arvensis Convolvulaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19031 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19032 Amaranthus retroflexus Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19033 Sonchus oleraceus Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19034 Stachys annua Lamiaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19035 Oxalis sp. Oxalidaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19036 Impatiens walleriana Balsaminaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19037 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempeter pri Gorici, Slovenia 

INSI19038 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19039 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19040 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19041 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19042 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19043 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19044 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19045 Erigeron canadensis Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19046 Picris hieracioides Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19047 Taraxacum officinale Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19048 Rorippa sylvestris Brassicaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19049 Solanum nigrum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19051 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19052 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19053 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19054 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19055 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19056 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19057 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19058 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19059 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19060 Chenopodium polyspermum Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19061 Amaranthus graecizans Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19063 Sonchus oleraceus Asteraceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19064 Plantago lanceolata Plantaginaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19066 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19067 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19068 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19069 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19070 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19071 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19072 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19073 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19074 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19075 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19077 Datura stramonium Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19078 Solanum nigrum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19080 Mercurialis annua Euphorbiaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19082 Convolvulus arvensis Convolvulaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19084 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19085 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19086 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19087 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19088 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19089 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19090 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19091 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19092 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19093 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19081 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19083 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19094 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19095 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19096 Convolvulus arvensis Convolvulaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19097 Amaranthus retroflexus Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19098 Mercurialis annua Euphorbiaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19099 Chenopodium sp. Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19103 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19104 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19105 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19106 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19107 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19108 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19109 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19110 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19111 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19112 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19113 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19100 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19101 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19102 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19114 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19115 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19116 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19117 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19118 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19119 Amaranthus retroflexus Amaranthaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19120 Calystegia sepium Convolvulaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19121 Mercurialis annua Euphorbiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19122 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19123 Cichorium intybus Asteraceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19124 Plantago major Plantaginaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19125 Pastinaca sativa Apiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19126 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19128 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19129 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19134 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19135 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19127 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19130 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19131 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19132 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19133 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19136 Picris echioides Asteraceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19137 Pastinaca sativa Apiaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19138 Sorghum halepense Poaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19141 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19142 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19143 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19144 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19145 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19146 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19147 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19148 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19139 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19149 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19151 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19152 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19153 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19154 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19155 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19140 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19150 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19156 Pastinaca sativa Apiaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19157 Erigeron annuus Asteraceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19158 Ranunculus repens Ranunculaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

P29Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

P30Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

INSI20001 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20002 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20003 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20004 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20005 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20006 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20007 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20008 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20009 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20010 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20011 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20012 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20013 Taraxacum officinale Asteraceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20014 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20015 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20016 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20017 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20018 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20019 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20020 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20021 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20022 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20023 Solanum tuberosum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20024 Polygonum sp. Polygonaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20025 Veronica sp. Plantaginaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20027 Convolvulus arvensis Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20028 Calystegia sp. Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20029 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20030 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20031 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20032 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20035 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20036 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20037 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20040 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20041 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20042 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20043 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20044 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20045 Mercurialis annua Euphorbiaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20046 Sonchus asper Asteraceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20047 Amaranthus retroflexus Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20048 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20049 Veronica persicae Plantaginaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20051 Portulaca oleracea Portulacaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20052 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20053 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20054 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20055 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20056 Chenopodium album Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20057 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20058 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20059 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20060 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20061 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20062 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20063 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20064 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20066 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20067 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20068 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20069 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20070 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20071 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20072 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20073 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20074 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20075 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20076 Clematis viticella Ranunculaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20077 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20078 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20080 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20081 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20082 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20083 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20085 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20086 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20087 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20089 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20090 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20091 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20092 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20093 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20094 Artemisia verlotiorum Asteraceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20095 Parietaria judaica Urticaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20096 Solanum nigrum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20097 Trifolium repens Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20098 Salvia pratensis Lamiaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20099 Trifolium pratense Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20100 Plantago major Plantaginaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20101 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20102 Solanum nigrum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20103 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20104 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20105 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106F Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20107 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20108 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20109 Parietaria judaica Urticaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20110 Convolvulus arvensis Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20111 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20112 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20113 Taraxacum officinale Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20114 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20115 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20116 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20117 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20118 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20119 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20120 Portulaca oleracea Portulacaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20121 Picris echioides Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20122 Calystegia sepium Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20123 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20127 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20128 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20129 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20130 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20131 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20132 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20133 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20134 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20135 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20136 Convolvulus arvensis Convolvulaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20137 Artemisia vulgaris Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20138 Picris echioides Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20139 Cirsium arvense Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20140 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20141 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20142 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20143 Euphorbia helioscopia Euphorbiaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20144 Taraxacum officinale Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20145 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20146 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20146F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20147 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20148 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20149 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20150 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20151 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20152 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20153F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20157 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20158 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20159 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20160 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20161 Cirsium arvense Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20162 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20163 Calystegia sepium Convolvulaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20164 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20165 Taraxacum officinale Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20166 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20167 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20168 Pastinaca sativa Apiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20169 Mentha spicata Lamiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20170 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20170F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20171 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20172 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20173 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20175 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20176 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20178 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20179 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20184F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20185 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20186 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20187 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20188 Rumex sp. Polygonaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20189 Portulaca oleracea Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20191 Portulaca sp. Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20192 Lamium amplexicaule Lamiaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20193 Amaranthus retroflexus Amaranthaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20194 Taraxacum officinale Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20195 Erigeron annuus Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20196 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20197 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20199 Convolvulus sp. Convolvulaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20201 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20201F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20202 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20203 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20204 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20205 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20206 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20208 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20209 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20212 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20213 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20214 Solanum dulcamara Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20215 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20216 Physalis sp. Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20217 Solanum sp. Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20218 Convolvulus arvensis Convolvulaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20219 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20220 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20221F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20222 Sonchus sp. Asteraceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20223 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20224 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20225 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20226 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20227 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20228 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20229 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20230 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20231 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20232 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20233 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20243 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20244 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20245 Steleria media Caryophyllaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20247 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20248 Plantago major Plantaginaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20249 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20250 Capsella bursa-pastoris Brassicaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20251 Amaranthus retroflexus Amaranthaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20252 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20253 Rumex crispus Polygonaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20254 Solanum nigrum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20255 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20256 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

P61Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

P62Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

Supplementary Table 1. Individual plant samples, their species name, plant family and sampling location of origin.
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Supplementary Table 1. (continued rows). 
 

   

Sample ID Plant species Plant family Health status
Sampling 

location ID

Sampling location address (municipality or town name, and 

farm number in case of multiple farms visited)

INSI19001 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19002 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19003 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19004 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19005 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19006 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19007 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19008 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19009 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19010 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19011 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19012 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19013 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19014 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19015 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19016 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19017 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19018 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19019 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19020 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19021 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19022 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19023 Portulaca oleracea Portulacaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19024 Calystegia sepium Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19025 Convolvulus arvensis Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19026 Sonchus arvensis Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19027 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19029 Galinsoga parviflora Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19030 Convolvulus arvensis Convolvulaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19031 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19032 Amaranthus retroflexus Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19033 Sonchus oleraceus Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19034 Stachys annua Lamiaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19035 Oxalis sp. Oxalidaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19036 Impatiens walleriana Balsaminaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19037 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempeter pri Gorici, Slovenia 

INSI19038 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19039 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19040 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19041 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19042 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19043 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19044 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19045 Erigeron canadensis Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19046 Picris hieracioides Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19047 Taraxacum officinale Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19048 Rorippa sylvestris Brassicaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19049 Solanum nigrum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19051 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19052 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19053 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19054 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19055 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19056 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19057 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19058 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19059 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19060 Chenopodium polyspermum Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19061 Amaranthus graecizans Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19063 Sonchus oleraceus Asteraceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19064 Plantago lanceolata Plantaginaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19066 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19067 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19068 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19069 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19070 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19071 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19072 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19073 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19074 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19075 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19077 Datura stramonium Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19078 Solanum nigrum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19080 Mercurialis annua Euphorbiaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19082 Convolvulus arvensis Convolvulaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19084 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19085 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19086 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19087 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19088 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19089 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19090 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19091 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19092 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19093 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19081 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19083 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19094 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19095 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19096 Convolvulus arvensis Convolvulaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19097 Amaranthus retroflexus Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19098 Mercurialis annua Euphorbiaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19099 Chenopodium sp. Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19103 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19104 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19105 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19106 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19107 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19108 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19109 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19110 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19111 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19112 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19113 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19100 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19101 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19102 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19114 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19115 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19116 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19117 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19118 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19119 Amaranthus retroflexus Amaranthaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19120 Calystegia sepium Convolvulaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19121 Mercurialis annua Euphorbiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19122 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19123 Cichorium intybus Asteraceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19124 Plantago major Plantaginaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19125 Pastinaca sativa Apiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19126 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19128 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19129 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19134 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19135 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19127 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19130 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19131 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19132 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19133 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19136 Picris echioides Asteraceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19137 Pastinaca sativa Apiaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19138 Sorghum halepense Poaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19141 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19142 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19143 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19144 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19145 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19146 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19147 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19148 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19139 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19149 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19151 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19152 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19153 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19154 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19155 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19140 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19150 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19156 Pastinaca sativa Apiaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19157 Erigeron annuus Asteraceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19158 Ranunculus repens Ranunculaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

P29Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

P30Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

INSI20001 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20002 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20003 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20004 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20005 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20006 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20007 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20008 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20009 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20010 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20011 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20012 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20013 Taraxacum officinale Asteraceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20014 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20015 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20016 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20017 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20018 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20019 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20020 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20021 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20022 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20023 Solanum tuberosum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20024 Polygonum sp. Polygonaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20025 Veronica sp. Plantaginaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20027 Convolvulus arvensis Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20028 Calystegia sp. Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20029 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20030 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20031 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20032 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20035 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20036 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20037 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20040 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20041 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20042 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20043 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20044 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20045 Mercurialis annua Euphorbiaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20046 Sonchus asper Asteraceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20047 Amaranthus retroflexus Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20048 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20049 Veronica persicae Plantaginaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20051 Portulaca oleracea Portulacaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20052 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20053 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20054 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20055 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20056 Chenopodium album Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20057 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20058 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20059 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20060 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20061 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20062 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20063 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20064 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20066 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20067 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20068 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20069 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20070 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20071 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20072 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20073 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20074 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20075 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20076 Clematis viticella Ranunculaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20077 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20078 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20080 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20081 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20082 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20083 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20085 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20086 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20087 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20089 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20090 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20091 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20092 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20093 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20094 Artemisia verlotiorum Asteraceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20095 Parietaria judaica Urticaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20096 Solanum nigrum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20097 Trifolium repens Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20098 Salvia pratensis Lamiaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20099 Trifolium pratense Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20100 Plantago major Plantaginaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20101 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20102 Solanum nigrum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20103 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20104 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20105 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106F Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20107 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20108 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20109 Parietaria judaica Urticaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20110 Convolvulus arvensis Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20111 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20112 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20113 Taraxacum officinale Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20114 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20115 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20116 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20117 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20118 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20119 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20120 Portulaca oleracea Portulacaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20121 Picris echioides Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20122 Calystegia sepium Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20123 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20127 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20128 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20129 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20130 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20131 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20132 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20133 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20134 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20135 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20136 Convolvulus arvensis Convolvulaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20137 Artemisia vulgaris Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20138 Picris echioides Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20139 Cirsium arvense Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20140 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20141 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20142 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20143 Euphorbia helioscopia Euphorbiaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20144 Taraxacum officinale Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20145 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20146 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20146F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20147 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20148 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20149 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20150 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20151 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20152 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20153F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20157 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20158 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20159 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20160 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20161 Cirsium arvense Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20162 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20163 Calystegia sepium Convolvulaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20164 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20165 Taraxacum officinale Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20166 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20167 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20168 Pastinaca sativa Apiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20169 Mentha spicata Lamiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20170 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20170F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20171 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20172 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20173 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20175 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20176 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20178 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20179 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20184F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20185 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20186 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20187 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20188 Rumex sp. Polygonaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20189 Portulaca oleracea Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20191 Portulaca sp. Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20192 Lamium amplexicaule Lamiaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20193 Amaranthus retroflexus Amaranthaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20194 Taraxacum officinale Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20195 Erigeron annuus Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20196 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20197 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20199 Convolvulus sp. Convolvulaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20201 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20201F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20202 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20203 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20204 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20205 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20206 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20208 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20209 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20212 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20213 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20214 Solanum dulcamara Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20215 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20216 Physalis sp. Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20217 Solanum sp. Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20218 Convolvulus arvensis Convolvulaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20219 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20220 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20221F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20222 Sonchus sp. Asteraceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20223 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20224 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20225 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20226 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20227 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20228 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20229 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20230 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20231 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20232 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20233 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20243 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20244 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20245 Steleria media Caryophyllaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20247 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20248 Plantago major Plantaginaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20249 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20250 Capsella bursa-pastoris Brassicaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20251 Amaranthus retroflexus Amaranthaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20252 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20253 Rumex crispus Polygonaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20254 Solanum nigrum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20255 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20256 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

P61Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

P62Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

Supplementary Table 1. Individual plant samples, their species name, plant family and sampling location of origin.

Sample ID Plant species Plant family Health status
Sampling 

location ID

Sampling location address (municipality or town name, and 

farm number in case of multiple farms visited)

INSI19001 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19002 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19003 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19004 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19005 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19006 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19007 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19008 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19009 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19010 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19011 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19012 Solanum lycopersicum Solanaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19013 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19014 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19015 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19016 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19017 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19018 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19019 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19020 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19021 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19022 Solanum lycopersicum Solanaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19023 Portulaca oleracea Portulacaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19024 Calystegia sepium Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19025 Convolvulus arvensis Convolvulaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19026 Sonchus arvensis Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19027 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19029 Galinsoga parviflora Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19030 Convolvulus arvensis Convolvulaceae asymptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19031 Chenopodium sp. Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19032 Amaranthus retroflexus Amaranthaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19033 Sonchus oleraceus Asteraceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19034 Stachys annua Lamiaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19035 Oxalis sp. Oxalidaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19036 Impatiens walleriana Balsaminaceae symptomatic BER19SI Beričevo, Dol pri Ljubljani, Slovenia

INSI19037 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempeter pri Gorici, Slovenia 

INSI19038 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19039 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19040 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19041 Solanum lycopersicum Solanaceae asymptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19042 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19043 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19044 Solanum lycopersicum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19045 Erigeron canadensis Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19046 Picris hieracioides Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19047 Taraxacum officinale Asteraceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19048 Rorippa sylvestris Brassicaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19049 Solanum nigrum Solanaceae symptomatic NGO19SI Šempter pri Gorici, Slovenia 

INSI19051 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19052 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19053 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19054 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19055 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19056 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19057 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19058 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19059 Solanum lycopersicum Solanaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19060 Chenopodium polyspermum Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19061 Amaranthus graecizans Amaranthaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19063 Sonchus oleraceus Asteraceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19064 Plantago lanceolata Plantaginaceae symptomatic BUK19SI Bukovica, Renče-Vogrsko, Slovenia

INSI19066 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19067 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19068 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19069 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19070 Solanum lycopersicum Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19071 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19072 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19073 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19074 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19075 Solanum lycopersicum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19077 Datura stramonium Solanaceae asymptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19078 Solanum nigrum Solanaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19080 Mercurialis annua Euphorbiaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19082 Convolvulus arvensis Convolvulaceae symptomatic KOP19SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI19084 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19085 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19086 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19087 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19088 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19089 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19090 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19091 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19092 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19093 Solanum lycopersicum Solanaceae asymptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19081 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19083 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19094 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19095 Solanum lycopersicum Solanaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19096 Convolvulus arvensis Convolvulaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19097 Amaranthus retroflexus Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19098 Mercurialis annua Euphorbiaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19099 Chenopodium sp. Amaranthaceae symptomatic PAR19SI Markova, Bertoki, Slovenia

INSI19103 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19104 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19105 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19106 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19107 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19108 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19109 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19110 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19111 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19112 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19113 Solanum lycopersicum Solanaceae asymptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19100 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19101 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19102 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19114 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19115 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19116 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19117 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19118 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19119 Amaranthus retroflexus Amaranthaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19120 Calystegia sepium Convolvulaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19121 Mercurialis annua Euphorbiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19122 Solanum lycopersicum Solanaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19123 Cichorium intybus Asteraceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19124 Plantago major Plantaginaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19125 Pastinaca sativa Apiaceae symptomatic BOL19SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI19126 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19128 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19129 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19134 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19135 Solanum lycopersicum Solanaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19127 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19130 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19131 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19132 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19133 Solanum lycopersicum Solanaceae asymptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19136 Picris echioides Asteraceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19137 Pastinaca sativa Apiaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19138 Sorghum halepense Poaceae symptomatic POR19SI Sečovlje, Piran, Slovenia (Piran Farm 2 of 3)

INSI19141 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19142 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19143 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19144 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19145 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19146 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19147 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19148 Solanum lycopersicum Solanaceae asymptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19139 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19149 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19151 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19152 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19153 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19154 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19155 Solanum lycopersicum Solanaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19140 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19150 Chenopodium sp. Amaranthaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19156 Pastinaca sativa Apiaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19157 Erigeron annuus Asteraceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI19158 Ranunculus repens Ranunculaceae symptomatic KOR19SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

P29Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

P30Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2019)

INSI20001 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20002 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20003 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20004 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20005 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20006 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20007 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20008 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20009 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20010 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20011 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20012 Solanum lycopersicum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20013 Taraxacum officinale Asteraceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20014 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20015 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20016 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20017 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20018 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20019 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20020 Solanum lycopersicum Solanaceae asymptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20021 Capsella bursa-pastoris Brassicaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20022 Solanum nigrum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20023 Solanum tuberosum Solanaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20024 Polygonum sp. Polygonaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20025 Veronica sp. Plantaginaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20027 Convolvulus arvensis Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20028 Calystegia sp. Convolvulaceae symptomatic BER20SI Beričevo, Dol pri Ljubljani, Slovenia

INSI20029 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20030 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20031 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20032 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20033F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20034F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20035 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20036 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20037 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20038F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20039F Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20040 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20041 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20042 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20043 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20044 Solanum lycopersicum Solanaceae asymptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20045 Mercurialis annua Euphorbiaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20046 Sonchus asper Asteraceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20047 Amaranthus retroflexus Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20048 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20049 Veronica persicae Plantaginaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20051 Portulaca oleracea Portulacaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20052 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20053 Solanum nigrum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20054 Datura stramonium Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20055 Solanum lycopersicum Solanaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20056 Chenopodium album Amaranthaceae symptomatic STR20SI Strunjan, Slovenia (Piran Farm 3 of 3)

INSI20057 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20058 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20059 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20060 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20061 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20062 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20063 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20064 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20066 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20067 Solanum lycopersicum Solanaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20068 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20069 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20070 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20071 Solanum lycopersicum Solanaceae asymptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20072 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20073 Convolvulus arvensis Convolvulaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20074 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20075 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20076 Clematis viticella Ranunculaceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20077 Cichorium intybus Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20078 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20080 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20081 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20082 Picris echioides Asteraceae symptomatic BOL20SI Lucija, Piran, Slovenia  (Piran Farm 1 of 3)

INSI20083 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20084F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20085 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20086 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20087 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20088F Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20089 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20090 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20091 Solanum lycopersicum Solanaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20092 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20093 Solanum lycopersicum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20094 Artemisia verlotiorum Asteraceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20095 Parietaria judaica Urticaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20096 Solanum nigrum Solanaceae asymptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20097 Trifolium repens Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20098 Salvia pratensis Lamiaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20099 Trifolium pratense Fabaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20100 Plantago major Plantaginaceae symptomatic MIR20SI Miren-Kostanjevica, Slovenia

INSI20101 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20102 Solanum nigrum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20103 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20104 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20105 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20106F Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20107 Solanum lycopersicum Solanaceae asymptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20108 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20109 Parietaria judaica Urticaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20110 Convolvulus arvensis Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20111 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20112 Mercurialis annua Euphorbiaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20113 Taraxacum officinale Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20114 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20115 Sonchus oleraceus Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20116 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20117 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20118 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20119 Solanum lycopersicum Solanaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20120 Portulaca oleracea Portulacaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20121 Picris echioides Asteraceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20122 Calystegia sepium Convolvulaceae symptomatic KOP20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 1 of 4)

INSI20123 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20124F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20125F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20126F Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20127 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20128 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20129 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20130 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20131 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20132 Solanum lycopersicum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20133 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20134 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20135 Solanum lycopersicum Solanaceae asymptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20136 Convolvulus arvensis Convolvulaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20137 Artemisia vulgaris Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20138 Picris echioides Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20139 Cirsium arvense Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20140 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20141 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20142 Solanum nigrum Solanaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20143 Euphorbia helioscopia Euphorbiaceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20144 Taraxacum officinale Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20145 Sonchus asper Asteraceae symptomatic SKO20SI Spodnje Škofije, Koper, Slovenia (Koper Farm 3 of 4)

INSI20146 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20146F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20147 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20148 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20149 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20150 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20151 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20152 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20153F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20154F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20155F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20156F Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20157 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20158 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20159 Solanum lycopersicum Solanaceae asymptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20160 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20161 Cirsium arvense Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20162 Chenopodium album Amaranthaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20163 Calystegia sepium Convolvulaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20164 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20165 Taraxacum officinale Asteraceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20166 Solanum lycopersicum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20167 Solanum nigrum Solanaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20168 Pastinaca sativa Apiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20169 Mentha spicata Lamiaceae symptomatic KOR20SI Črni Kal, Koper, Slovenia (Koper Farm 4 of 4)

INSI20170 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20170F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20171 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20172 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20173 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20174F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20175 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20176 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20177F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20178 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20179 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20180F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20181F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20183F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20184F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20185 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20186 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20187 Solanum lycopersicum Solanaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20188 Rumex sp. Polygonaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20189 Portulaca oleracea Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20191 Portulaca sp. Portulacaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20192 Lamium amplexicaule Lamiaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20193 Amaranthus retroflexus Amaranthaceae asymptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20194 Taraxacum officinale Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20195 Erigeron annuus Asteraceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20196 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20197 Amaranthus retroflexus Amaranthaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20199 Convolvulus sp. Convolvulaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200 Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20200F Solanum lycopersicum Solanaceae symptomatic PLE20SI Otočec, Novo Mesto, Slovenia (Novo Mesto Farm 2 of 3)

INSI20201 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20201F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20202 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20203 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20204 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20205 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20206 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20207F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20208 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20209 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20210F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211 Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20211F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20212 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20213 Amaranthus retroflexus Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20214 Solanum dulcamara Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20215 Chenopodium sp. Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20216 Physalis sp. Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20217 Solanum sp. Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20218 Convolvulus arvensis Convolvulaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20219 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20220 Chenopodium quinoa Amaranthaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20221F Solanum lycopersicum Solanaceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20222 Sonchus sp. Asteraceae symptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20223 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20224 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20225 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20226 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20227 Solanum lycopersicum Solanaceae asymptomatic JUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 1 of 3)

INSI20228 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20229 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20230 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20231 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20232 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20233 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20234F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20235F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20236F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20237F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20238F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20239F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20240F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20241F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20242F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20243 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20244 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20245 Steleria media Caryophyllaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246 Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20246F Solanum lycopersicum Solanaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20247 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20248 Plantago major Plantaginaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20249 Galinsoga ciliata Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20250 Capsella bursa-pastoris Brassicaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20251 Amaranthus retroflexus Amaranthaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20252 Taraxacum officinale Asteraceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20253 Rumex crispus Polygonaceae symptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20254 Solanum nigrum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20255 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

INSI20256 Solanum lycopersicum Solanaceae asymptomatic TUR20SI Podbočje, Novo Mesto, Slovenia (Novo Mesto Farm 3 of 3)

P61Pv-PK1 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

P62Pv-PK2 Phaseolus vulgaris Fabaceae (internal or alien sequencing control for set of samples collected in 2020)

Supplementary Table 1. Individual plant samples, their species name, plant family and sampling location of origin.
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Sequencing 

pool 

number

Composite sample 

ID

Sampling 

location ID
Sample group Year collected Farm type

Cultural 

practice
Surroundings

No. of pooled 

samples
ID of pooled samples RNA extraction kit used (for individual samples)

RNA cleaning and concentration kit used (in preparting the composite 

samples)

P1.1 P1.1BER-ST BER19SI tomatoes 2019 greenhouse conventional agricultural 6 INSI19001, INSI19002, INSI19003,INSI19004, INSI19005, INSI19006 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P1.2 P1.2BER-ST BER19SI tomatoes 2019 greenhouse conventional agricultural 6 INSI19007, INSI19008, INSI19009, INSI19010, INSI19011, INSI19012 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P02 P02BER-AT BER19SI tomatoes 2019 greenhouse conventional agricultural 10 INSI19013, INSI19014, INSI19015, INSI19016, INSI19017, INSI19018, INSI19019, INSI19020, INSI19021, INSI19022 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P3.1 P3.1BER-SW BER19SI weeds 2019 greenhouse conventional agricultural 6 INSI19023, INSI19024, INSI19025, INSI19027, INSI19028, INSI19029 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P3.2 P3.2BER-SW BER19SI weeds 2019 greenhouse conventional agricultural 7 INSI19030, INSI19031, INSI19032, INSI19033, INSI19034, INSI19035, INSI19036 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P04 P04NGO-AT NGO19SI tomatoes 2019 greenhouse conventional urban 5 INSI19037, INSI19038, INSI19039, INSI19040, INSI19041 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P05 P05NGO-ST NGO19SI tomatoes 2019 greenhouse conventional urban 3 INSI19042, INSI19043, INSI19044 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P06 P06NGO-SW NGO19SI weeds 2019 greenhouse conventional urban 5 INSI19045, INSI19046, INSI19047, INSI19048, INSI19049 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P07 P07BUK-ST BUK19SI tomatoes 2019 greenhouse conventional agricultural 9 INSI19051, INSI19052, INSI19053, INSI19054, INSI19055, INSI19056, INSI19057, INSI19058, INSI19059 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P08 P08BUK-SW BUK19SI weeds 2019 greenhouse conventional agricultural 4 INSI19060, INSI19061, INSI19063, INSI19064 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P09 P09KOP-AT KOP19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19066, INSI19067, INSI19068, INSI19069, INSI19070 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P10 P10KOP-ST KOP19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19071, INSI19072, INSI19073, INSI19074, INSI19075 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P11 P11KOP-SW KOP19SI weeds 2019 greenhouse conventional agricultural 4 INSI19077, INSI19078, INSI19080, INSI19082 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P12 P12PAR-AT PAR19SI tomatoes 2019 greenhouse conventional agricultural 10 INSI19084, INSI19085, INSI19086, INSI19087, INSI19088, INSI19089, INSI19090, INSI19091, INSI19092, INSI19093 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P13 P13PAR-ST PAR19SI tomatoes 2019 greenhouse conventional agricultural 4 INSI19081, INSI19083, INSI19094, INSI19095 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P14 P14PAR-SW PAR19SI weeds 2019 greenhouse conventional agricultural 4 INSI19096, INSI19097, INSI19098, INSI19099 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P15.1 P15.1BOL-AT BOL19SI tomatoes 2019 greenhouse organic agricultural 6 INSI19103, INSI19104, INSI19105, INSI19106, INSI19107, INSI19108 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P15.2 P15.2BOL-AT BOL19SI tomatoes 2019 greenhouse organic agricultural 5 INSI19109, INSI19110, INSI19111, INSI19112, INSI19113 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P16 P16BOL-ST BOL19SI tomatoes 2019 greenhouse organic agricultural 8 INSI19100, INSI19101, INSI19102, INSI19114, INSI19115, INSI19116, INSI19117, INSI19118 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P17 P17BOL-SW BOL19SI weeds 2019 greenhouse organic agricultural 7 INSI19119, INSI19120, INSI19121, INSI19122, INSI19123, INSI19124, INSI19125 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P18 P18POR-ST POR19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19126, INSI19128, INSI19129, INSI19134, INSI19135 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P19 P19POR-AT POR19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19127, INSI19130, INSI19131, INSI19132, INSI19133 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P20 P20POR-SW POR19SI weeds 2019 greenhouse conventional agricultural 3 INSI19136, INSI19137, INSI19138 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P21 P21KOR-AT KOR19SI tomatoes 2019 open field ecological agricultural 8 INSI19141, INSI19142, INSI19143, INSI19144, INSI19145, INSI19146, INSI19147, INSI19148 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P22 P22KOR-ST KOR19SI tomatoes 2019 open field ecological agricultural 7 INSI19139, INSI19149, INSI19151, INSI19152, INSI19153, INSI19154, INSI19155 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P23 P23KOR-SW KOR19SI weeds 2019 open field ecological agricultural 5 INSI19140, INSI19150, INSI19156, INSI19157, INSI19158 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P29 P29Pv-PK2 not applicable not applicable not applicable not applicable not applicable not applicable 1 P29Pv-PK2 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

P30 P30Pv-PK1 not applicable not applicable not applicable not applicable not applicable not applicable 1 P30Pv-PK1 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

P31 P31BER20-AT BER20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20016, INSI20017, INSI20018, INSI20019, INSI20020 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P32 P32STR20-AT STR20SI tomatoes 2020 open field conventional rural, agricultural 5 INSI20040, INSI20041, INSI20042, INSI20043, INSI20044 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P33 P33BOL20-AT BOL20SI tomatoes 2020 greenhouse organic rural, agricultural 5 INSI20058, INSI20063, INSI20068, INSI20069, INSI20071 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P34 P34MIR20-AT MIR20SI tomatoes 2020 greenhouse conventional semi-urban 4 INSI20086, INSI20087, INSI20092, INSI20093 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P35 P35KOP20-AT KOP20SI tomatoes 2020 greenhouse conventional semi-urban 4 INSI20103, INSI20104, INSI20105, INSI20107 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P36 P36SKO20-AT SKO20SI tomatoes 2020 open field conventional rural 5 INSI20130, INSI20131, INSI20133, INSI20134, INSI20135 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P37 P37KOR20-AT KOR20SI tomatoes 2020 open field ecological rural, agricultural 5 INSI20147, INSI20152, INSI20157, INSI20158, INSI20159 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P3 P38PLE20-AT PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20175, INSI20176, INSI20185, INSI20186, INSI20187 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P39 P39JUR20-AT JUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20223, INSI20224, INSI20225, INSI20226, INSI20227 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P40 P40TUR20-AT TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20231, INSI20232, INSI20233, INSI20255, INSI20256 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P41.1 P41.1BER20-ST BER19SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20001, INSI20002, INSI20003, INSI20004, INSI20005, INSI20006, INSI20007 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P41.2 P41.2BER20-ST BER19SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20008, INSI20009, INSI20010, INSI20011, INSI20012 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P42 P42BER20-SW BER19SI weeds 2020 greenhouse conventional rural, agricultural 10 INSI20013, INSI20014, INSI20015, INSI20021, INSI20022, INSI20023, INSI20024, INSI20025, INSI20027, INSI20028 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P43.1 P43.1STR20-ST STR20SI tomatoes 2020 open field conventional rural, agricultural 8 INSI20029, INSI20030, INSI20031, INSI20032, INSI20033, INSI20033F, INSI20034, INSI20034F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P43.2 P43.2STR20-ST STR20SI tomatoes 2020 open field conventional rural, agricultural 8 INSI20035, INSI20036, INSI20037, INSI20038, INSI20038F, INSI20039, INSI20039F, INSI20055 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P44 P44STR20-SW STR20SI weeds 2020 open field conventional rural, agricultural 10 INSI20045, INSI20046, INSI20047, INSI20048, INSI20049, INSI20051, INSI20052, INSI20053, INSI20054, INSI20056 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P45 P45BOL20-ST BOL20SI tomatoes 2020 greenhouse organic rural, agricultural 8 INSI20057, INSI20059, INSI20060, INSI20061, INSI20062, INSI20064, INSI20066, INSI20067 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P46 P46BOL20-SW BOL20SI weeds 2020 greenhouse organic rural, agricultural 11 INSI20070, INSI20072, INSI20073, INSI20074, INSI20075, INSI20076, INSI20077, INSI20078, INSI20080, INSI20081, INSI20082 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P47 P47MIR20-ST MIR20SI tomatoes 2020 greenhouse conventional semi-urban 9 INSI20083, INSI20084, INSI20084F, INSI20085, INSI20088, INSI20088F, INSI20089, INSI20090, INSI20091 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P48 P48MIR20-SW MIR20SI weeds 2020 greenhouse conventional semi-urban 7 INSI20094, INSI20095, INSI20096, INSI20097, INSI20098, INSI20099, INSI20100 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P49 P49KOP20-ST KOP20SI tomatoes 2020 greenhouse conventional semi-urban 8 INSI20101, INSI20106, INSI20106F, INSI20108, INSI20116, INSI20117, INSI20118, INSI20119 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P50.1 P50.1KOP20-SW KOP20SI weeds 2020 greenhouse conventional semi-urban 6 INSI20102, INSI20109, INSI20110, INSI20111, INSI20112, INSI20113 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P50.2 P50.2KOP20-SW KOP20SI weeds 2020 greenhouse conventional semi-urban 5 INSI20114, INSI20115, INSI20120, INSI20121, INSI20122 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P51.1 P51.1SKO20-ST SKO20SI tomatoes 2020 open field conventional rural 5 INSI20123, INSI20124, INSI20124F, INSI20125, INSI20125F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P51.2 P51.2SKO20-ST SKO20SI tomatoes 2020 open field conventional rural 6 INSI20126, INSI20126F, INSI20127, INSI20128, INSI20129, INSI20132 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P52 P52SKO20-SW SKO20SI weeds 2020 open field conventional rural 10 INSI20136, INSI20137, INSI20138, INSI20139, INSI20140, INSI20141, INSI20142, INSI20143, INSI20144, INSI20145 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P53.1 P53.1KOR20-ST KOR20SI tomatoes 2020 open field ecological rural, agricultural 7 INSI20146, INSI20146F, INSI20148, INSI20149, INSI20150, INSI20151, INSI20153F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P53.2 P53.2KOR20-ST KOR20SI tomatoes 2020 open field ecological rural, agricultural 7 INSI20154, INSI20154F, INSI20155, INSI20155F, INSI20156, INSI20156F, INSI20166 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P54 P54KOR20-SW KOR20SI weeds 2020 open field ecological rural, agricultural 9 INSI20160, INSI20161, INSI20162, INSI20163, INSI20164, INSI20165, INSI20167, INSI20168, INSI20169 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P55.1 P55.1PLE20-ST PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20170, INSI20170F, INSI20171, INSI20172, INSI20173, INSI20174, INSI20174F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P55.2 P55.2PLE20-ST PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 6 INSI20177, INSI20177F, INSI20178, INSI20179, INSI20180, INSI20180F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P55.3 P55.3PLE20-ST PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20181, INSI20181F, INSI20183, INSI20183F, INSI20184F, INSI20200, INSI20200F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P56 P56PLE20-SW PLE20SI bean 2020 greenhouse conventional rural, agricultural 10 INSI20188, INSI20189, INSI20191, INSI20192, INSI20193, INSI20194, INSI20195, INSI20196, INSI20197, INSI20199 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P57.1 P57.1JUR20-ST JUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 8 INSI20201, INSI20201F, INSI20202, INSI20203, INSI20204, INSI20205, INSI20207, INSI20207F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P57.2 P57.2JUR20-ST JUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20208, INSI20209, INSI20210, INSI20210F, INSI20211, INSI20211F, INSI20221F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P58.1 P58.1JUR20-SW JUR20SI weeds 2020 greenhouse conventional rural, agricultural 6 INSI20206, INSI20212, INSI20213, INSI20214, INSI20215, INSI20216 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P58.2 P58.2JUR20-SW JUR20SI weeds 2020 greenhouse conventional rural, agricultural 5 INSI20217, INSI20218, INSI20219, INSI20220, INSI20222 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P59.1 P59.1TUR20-ST TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 9 INSI20228, INSI20229, INSI20230, INSI20234, INSI20234F, INSI20235, INSI20235F, INSI20236, INSI20236F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P59.2 P59.2TUR20-ST TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 8 INSI20237, INSI20237F, INSI20238, INSI20238F, INSI20239, INSI20239F, INSI20240, INSI20240F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P59.3 P59.3TUR20-ST TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20241, INSI20241F, INSI20242, INSI20242F, INSI20243, INSI20246, INSI20246F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P60 P60TUR20-SW TUR20SI weeds 2020 greenhouse conventional rural, agricultural 10 INSI20244, INSI20245, INSI20247, INSI20248, INSI20249, INSI20250, INSI20251, INSI20252, INSI20253, INSI20254 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P61 P61Pv-PK1 not applicable not applicable not applicable not applicable not applicable not applicable 1 P61Pv-PK1 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

P62 P62Pv-PK2 not applicable not applicable not applicable not applicable not applicable not applicable 1 P62Pv-PK2 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

Supplementary Table 2. Composite samples used in high-throughput sequencing, their 
composition, year of collection, farm type and other associated information. 

 

  



122 Appendix A. Supplementary Materials of Publications 

Sequencing 

pool 

number

Composite sample 

ID

Sampling 

location ID
Sample group Year collected Farm type

Cultural 

practice
Surroundings

No. of pooled 

samples
ID of pooled samples RNA extraction kit used (for individual samples)

RNA cleaning and concentration kit used (in preparting the composite 

samples)

P1.1 P1.1BER-ST BER19SI tomatoes 2019 greenhouse conventional agricultural 6 INSI19001, INSI19002, INSI19003,INSI19004, INSI19005, INSI19006 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P1.2 P1.2BER-ST BER19SI tomatoes 2019 greenhouse conventional agricultural 6 INSI19007, INSI19008, INSI19009, INSI19010, INSI19011, INSI19012 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P02 P02BER-AT BER19SI tomatoes 2019 greenhouse conventional agricultural 10 INSI19013, INSI19014, INSI19015, INSI19016, INSI19017, INSI19018, INSI19019, INSI19020, INSI19021, INSI19022 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P3.1 P3.1BER-SW BER19SI weeds 2019 greenhouse conventional agricultural 6 INSI19023, INSI19024, INSI19025, INSI19027, INSI19028, INSI19029 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P3.2 P3.2BER-SW BER19SI weeds 2019 greenhouse conventional agricultural 7 INSI19030, INSI19031, INSI19032, INSI19033, INSI19034, INSI19035, INSI19036 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P04 P04NGO-AT NGO19SI tomatoes 2019 greenhouse conventional urban 5 INSI19037, INSI19038, INSI19039, INSI19040, INSI19041 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P05 P05NGO-ST NGO19SI tomatoes 2019 greenhouse conventional urban 3 INSI19042, INSI19043, INSI19044 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P06 P06NGO-SW NGO19SI weeds 2019 greenhouse conventional urban 5 INSI19045, INSI19046, INSI19047, INSI19048, INSI19049 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P07 P07BUK-ST BUK19SI tomatoes 2019 greenhouse conventional agricultural 9 INSI19051, INSI19052, INSI19053, INSI19054, INSI19055, INSI19056, INSI19057, INSI19058, INSI19059 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P08 P08BUK-SW BUK19SI weeds 2019 greenhouse conventional agricultural 4 INSI19060, INSI19061, INSI19063, INSI19064 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P09 P09KOP-AT KOP19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19066, INSI19067, INSI19068, INSI19069, INSI19070 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P10 P10KOP-ST KOP19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19071, INSI19072, INSI19073, INSI19074, INSI19075 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P11 P11KOP-SW KOP19SI weeds 2019 greenhouse conventional agricultural 4 INSI19077, INSI19078, INSI19080, INSI19082 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P12 P12PAR-AT PAR19SI tomatoes 2019 greenhouse conventional agricultural 10 INSI19084, INSI19085, INSI19086, INSI19087, INSI19088, INSI19089, INSI19090, INSI19091, INSI19092, INSI19093 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P13 P13PAR-ST PAR19SI tomatoes 2019 greenhouse conventional agricultural 4 INSI19081, INSI19083, INSI19094, INSI19095 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P14 P14PAR-SW PAR19SI weeds 2019 greenhouse conventional agricultural 4 INSI19096, INSI19097, INSI19098, INSI19099 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P15.1 P15.1BOL-AT BOL19SI tomatoes 2019 greenhouse organic agricultural 6 INSI19103, INSI19104, INSI19105, INSI19106, INSI19107, INSI19108 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P15.2 P15.2BOL-AT BOL19SI tomatoes 2019 greenhouse organic agricultural 5 INSI19109, INSI19110, INSI19111, INSI19112, INSI19113 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P16 P16BOL-ST BOL19SI tomatoes 2019 greenhouse organic agricultural 8 INSI19100, INSI19101, INSI19102, INSI19114, INSI19115, INSI19116, INSI19117, INSI19118 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P17 P17BOL-SW BOL19SI weeds 2019 greenhouse organic agricultural 7 INSI19119, INSI19120, INSI19121, INSI19122, INSI19123, INSI19124, INSI19125 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P18 P18POR-ST POR19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19126, INSI19128, INSI19129, INSI19134, INSI19135 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P19 P19POR-AT POR19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19127, INSI19130, INSI19131, INSI19132, INSI19133 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P20 P20POR-SW POR19SI weeds 2019 greenhouse conventional agricultural 3 INSI19136, INSI19137, INSI19138 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P21 P21KOR-AT KOR19SI tomatoes 2019 open field ecological agricultural 8 INSI19141, INSI19142, INSI19143, INSI19144, INSI19145, INSI19146, INSI19147, INSI19148 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P22 P22KOR-ST KOR19SI tomatoes 2019 open field ecological agricultural 7 INSI19139, INSI19149, INSI19151, INSI19152, INSI19153, INSI19154, INSI19155 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P23 P23KOR-SW KOR19SI weeds 2019 open field ecological agricultural 5 INSI19140, INSI19150, INSI19156, INSI19157, INSI19158 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P29 P29Pv-PK2 not applicable not applicable not applicable not applicable not applicable not applicable 1 P29Pv-PK2 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

P30 P30Pv-PK1 not applicable not applicable not applicable not applicable not applicable not applicable 1 P30Pv-PK1 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

P31 P31BER20-AT BER20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20016, INSI20017, INSI20018, INSI20019, INSI20020 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P32 P32STR20-AT STR20SI tomatoes 2020 open field conventional rural, agricultural 5 INSI20040, INSI20041, INSI20042, INSI20043, INSI20044 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P33 P33BOL20-AT BOL20SI tomatoes 2020 greenhouse organic rural, agricultural 5 INSI20058, INSI20063, INSI20068, INSI20069, INSI20071 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P34 P34MIR20-AT MIR20SI tomatoes 2020 greenhouse conventional semi-urban 4 INSI20086, INSI20087, INSI20092, INSI20093 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P35 P35KOP20-AT KOP20SI tomatoes 2020 greenhouse conventional semi-urban 4 INSI20103, INSI20104, INSI20105, INSI20107 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P36 P36SKO20-AT SKO20SI tomatoes 2020 open field conventional rural 5 INSI20130, INSI20131, INSI20133, INSI20134, INSI20135 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P37 P37KOR20-AT KOR20SI tomatoes 2020 open field ecological rural, agricultural 5 INSI20147, INSI20152, INSI20157, INSI20158, INSI20159 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P3 P38PLE20-AT PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20175, INSI20176, INSI20185, INSI20186, INSI20187 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P39 P39JUR20-AT JUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20223, INSI20224, INSI20225, INSI20226, INSI20227 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P40 P40TUR20-AT TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20231, INSI20232, INSI20233, INSI20255, INSI20256 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P41.1 P41.1BER20-ST BER19SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20001, INSI20002, INSI20003, INSI20004, INSI20005, INSI20006, INSI20007 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P41.2 P41.2BER20-ST BER19SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20008, INSI20009, INSI20010, INSI20011, INSI20012 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P42 P42BER20-SW BER19SI weeds 2020 greenhouse conventional rural, agricultural 10 INSI20013, INSI20014, INSI20015, INSI20021, INSI20022, INSI20023, INSI20024, INSI20025, INSI20027, INSI20028 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P43.1 P43.1STR20-ST STR20SI tomatoes 2020 open field conventional rural, agricultural 8 INSI20029, INSI20030, INSI20031, INSI20032, INSI20033, INSI20033F, INSI20034, INSI20034F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P43.2 P43.2STR20-ST STR20SI tomatoes 2020 open field conventional rural, agricultural 8 INSI20035, INSI20036, INSI20037, INSI20038, INSI20038F, INSI20039, INSI20039F, INSI20055 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P44 P44STR20-SW STR20SI weeds 2020 open field conventional rural, agricultural 10 INSI20045, INSI20046, INSI20047, INSI20048, INSI20049, INSI20051, INSI20052, INSI20053, INSI20054, INSI20056 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P45 P45BOL20-ST BOL20SI tomatoes 2020 greenhouse organic rural, agricultural 8 INSI20057, INSI20059, INSI20060, INSI20061, INSI20062, INSI20064, INSI20066, INSI20067 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P46 P46BOL20-SW BOL20SI weeds 2020 greenhouse organic rural, agricultural 11 INSI20070, INSI20072, INSI20073, INSI20074, INSI20075, INSI20076, INSI20077, INSI20078, INSI20080, INSI20081, INSI20082 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P47 P47MIR20-ST MIR20SI tomatoes 2020 greenhouse conventional semi-urban 9 INSI20083, INSI20084, INSI20084F, INSI20085, INSI20088, INSI20088F, INSI20089, INSI20090, INSI20091 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P48 P48MIR20-SW MIR20SI weeds 2020 greenhouse conventional semi-urban 7 INSI20094, INSI20095, INSI20096, INSI20097, INSI20098, INSI20099, INSI20100 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P49 P49KOP20-ST KOP20SI tomatoes 2020 greenhouse conventional semi-urban 8 INSI20101, INSI20106, INSI20106F, INSI20108, INSI20116, INSI20117, INSI20118, INSI20119 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P50.1 P50.1KOP20-SW KOP20SI weeds 2020 greenhouse conventional semi-urban 6 INSI20102, INSI20109, INSI20110, INSI20111, INSI20112, INSI20113 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P50.2 P50.2KOP20-SW KOP20SI weeds 2020 greenhouse conventional semi-urban 5 INSI20114, INSI20115, INSI20120, INSI20121, INSI20122 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P51.1 P51.1SKO20-ST SKO20SI tomatoes 2020 open field conventional rural 5 INSI20123, INSI20124, INSI20124F, INSI20125, INSI20125F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P51.2 P51.2SKO20-ST SKO20SI tomatoes 2020 open field conventional rural 6 INSI20126, INSI20126F, INSI20127, INSI20128, INSI20129, INSI20132 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P52 P52SKO20-SW SKO20SI weeds 2020 open field conventional rural 10 INSI20136, INSI20137, INSI20138, INSI20139, INSI20140, INSI20141, INSI20142, INSI20143, INSI20144, INSI20145 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P53.1 P53.1KOR20-ST KOR20SI tomatoes 2020 open field ecological rural, agricultural 7 INSI20146, INSI20146F, INSI20148, INSI20149, INSI20150, INSI20151, INSI20153F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P53.2 P53.2KOR20-ST KOR20SI tomatoes 2020 open field ecological rural, agricultural 7 INSI20154, INSI20154F, INSI20155, INSI20155F, INSI20156, INSI20156F, INSI20166 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P54 P54KOR20-SW KOR20SI weeds 2020 open field ecological rural, agricultural 9 INSI20160, INSI20161, INSI20162, INSI20163, INSI20164, INSI20165, INSI20167, INSI20168, INSI20169 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P55.1 P55.1PLE20-ST PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20170, INSI20170F, INSI20171, INSI20172, INSI20173, INSI20174, INSI20174F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P55.2 P55.2PLE20-ST PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 6 INSI20177, INSI20177F, INSI20178, INSI20179, INSI20180, INSI20180F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P55.3 P55.3PLE20-ST PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20181, INSI20181F, INSI20183, INSI20183F, INSI20184F, INSI20200, INSI20200F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P56 P56PLE20-SW PLE20SI bean 2020 greenhouse conventional rural, agricultural 10 INSI20188, INSI20189, INSI20191, INSI20192, INSI20193, INSI20194, INSI20195, INSI20196, INSI20197, INSI20199 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P57.1 P57.1JUR20-ST JUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 8 INSI20201, INSI20201F, INSI20202, INSI20203, INSI20204, INSI20205, INSI20207, INSI20207F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P57.2 P57.2JUR20-ST JUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20208, INSI20209, INSI20210, INSI20210F, INSI20211, INSI20211F, INSI20221F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P58.1 P58.1JUR20-SW JUR20SI weeds 2020 greenhouse conventional rural, agricultural 6 INSI20206, INSI20212, INSI20213, INSI20214, INSI20215, INSI20216 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P58.2 P58.2JUR20-SW JUR20SI weeds 2020 greenhouse conventional rural, agricultural 5 INSI20217, INSI20218, INSI20219, INSI20220, INSI20222 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P59.1 P59.1TUR20-ST TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 9 INSI20228, INSI20229, INSI20230, INSI20234, INSI20234F, INSI20235, INSI20235F, INSI20236, INSI20236F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P59.2 P59.2TUR20-ST TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 8 INSI20237, INSI20237F, INSI20238, INSI20238F, INSI20239, INSI20239F, INSI20240, INSI20240F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P59.3 P59.3TUR20-ST TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20241, INSI20241F, INSI20242, INSI20242F, INSI20243, INSI20246, INSI20246F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P60 P60TUR20-SW TUR20SI weeds 2020 greenhouse conventional rural, agricultural 10 INSI20244, INSI20245, INSI20247, INSI20248, INSI20249, INSI20250, INSI20251, INSI20252, INSI20253, INSI20254 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P61 P61Pv-PK1 not applicable not applicable not applicable not applicable not applicable not applicable 1 P61Pv-PK1 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

P62 P62Pv-PK2 not applicable not applicable not applicable not applicable not applicable not applicable 1 P62Pv-PK2 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

Sequencing 

pool 

number

Composite sample 

ID

Sampling 

location ID
Sample group Year collected Farm type

Cultural 

practice
Surroundings

No. of pooled 

samples
ID of pooled samples RNA extraction kit used (for individual samples)

RNA cleaning and concentration kit used (in preparting the composite 

samples)

P1.1 P1.1BER-ST BER19SI tomatoes 2019 greenhouse conventional agricultural 6 INSI19001, INSI19002, INSI19003,INSI19004, INSI19005, INSI19006 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P1.2 P1.2BER-ST BER19SI tomatoes 2019 greenhouse conventional agricultural 6 INSI19007, INSI19008, INSI19009, INSI19010, INSI19011, INSI19012 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P02 P02BER-AT BER19SI tomatoes 2019 greenhouse conventional agricultural 10 INSI19013, INSI19014, INSI19015, INSI19016, INSI19017, INSI19018, INSI19019, INSI19020, INSI19021, INSI19022 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P3.1 P3.1BER-SW BER19SI weeds 2019 greenhouse conventional agricultural 6 INSI19023, INSI19024, INSI19025, INSI19027, INSI19028, INSI19029 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P3.2 P3.2BER-SW BER19SI weeds 2019 greenhouse conventional agricultural 7 INSI19030, INSI19031, INSI19032, INSI19033, INSI19034, INSI19035, INSI19036 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P04 P04NGO-AT NGO19SI tomatoes 2019 greenhouse conventional urban 5 INSI19037, INSI19038, INSI19039, INSI19040, INSI19041 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P05 P05NGO-ST NGO19SI tomatoes 2019 greenhouse conventional urban 3 INSI19042, INSI19043, INSI19044 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P06 P06NGO-SW NGO19SI weeds 2019 greenhouse conventional urban 5 INSI19045, INSI19046, INSI19047, INSI19048, INSI19049 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P07 P07BUK-ST BUK19SI tomatoes 2019 greenhouse conventional agricultural 9 INSI19051, INSI19052, INSI19053, INSI19054, INSI19055, INSI19056, INSI19057, INSI19058, INSI19059 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P08 P08BUK-SW BUK19SI weeds 2019 greenhouse conventional agricultural 4 INSI19060, INSI19061, INSI19063, INSI19064 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P09 P09KOP-AT KOP19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19066, INSI19067, INSI19068, INSI19069, INSI19070 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P10 P10KOP-ST KOP19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19071, INSI19072, INSI19073, INSI19074, INSI19075 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P11 P11KOP-SW KOP19SI weeds 2019 greenhouse conventional agricultural 4 INSI19077, INSI19078, INSI19080, INSI19082 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P12 P12PAR-AT PAR19SI tomatoes 2019 greenhouse conventional agricultural 10 INSI19084, INSI19085, INSI19086, INSI19087, INSI19088, INSI19089, INSI19090, INSI19091, INSI19092, INSI19093 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P13 P13PAR-ST PAR19SI tomatoes 2019 greenhouse conventional agricultural 4 INSI19081, INSI19083, INSI19094, INSI19095 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P14 P14PAR-SW PAR19SI weeds 2019 greenhouse conventional agricultural 4 INSI19096, INSI19097, INSI19098, INSI19099 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P15.1 P15.1BOL-AT BOL19SI tomatoes 2019 greenhouse organic agricultural 6 INSI19103, INSI19104, INSI19105, INSI19106, INSI19107, INSI19108 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P15.2 P15.2BOL-AT BOL19SI tomatoes 2019 greenhouse organic agricultural 5 INSI19109, INSI19110, INSI19111, INSI19112, INSI19113 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P16 P16BOL-ST BOL19SI tomatoes 2019 greenhouse organic agricultural 8 INSI19100, INSI19101, INSI19102, INSI19114, INSI19115, INSI19116, INSI19117, INSI19118 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P17 P17BOL-SW BOL19SI weeds 2019 greenhouse organic agricultural 7 INSI19119, INSI19120, INSI19121, INSI19122, INSI19123, INSI19124, INSI19125 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P18 P18POR-ST POR19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19126, INSI19128, INSI19129, INSI19134, INSI19135 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P19 P19POR-AT POR19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19127, INSI19130, INSI19131, INSI19132, INSI19133 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P20 P20POR-SW POR19SI weeds 2019 greenhouse conventional agricultural 3 INSI19136, INSI19137, INSI19138 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P21 P21KOR-AT KOR19SI tomatoes 2019 open field ecological agricultural 8 INSI19141, INSI19142, INSI19143, INSI19144, INSI19145, INSI19146, INSI19147, INSI19148 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P22 P22KOR-ST KOR19SI tomatoes 2019 open field ecological agricultural 7 INSI19139, INSI19149, INSI19151, INSI19152, INSI19153, INSI19154, INSI19155 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P23 P23KOR-SW KOR19SI weeds 2019 open field ecological agricultural 5 INSI19140, INSI19150, INSI19156, INSI19157, INSI19158 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P29 P29Pv-PK2 not applicable not applicable not applicable not applicable not applicable not applicable 1 P29Pv-PK2 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

P30 P30Pv-PK1 not applicable not applicable not applicable not applicable not applicable not applicable 1 P30Pv-PK1 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

P31 P31BER20-AT BER20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20016, INSI20017, INSI20018, INSI20019, INSI20020 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P32 P32STR20-AT STR20SI tomatoes 2020 open field conventional rural, agricultural 5 INSI20040, INSI20041, INSI20042, INSI20043, INSI20044 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P33 P33BOL20-AT BOL20SI tomatoes 2020 greenhouse organic rural, agricultural 5 INSI20058, INSI20063, INSI20068, INSI20069, INSI20071 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P34 P34MIR20-AT MIR20SI tomatoes 2020 greenhouse conventional semi-urban 4 INSI20086, INSI20087, INSI20092, INSI20093 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P35 P35KOP20-AT KOP20SI tomatoes 2020 greenhouse conventional semi-urban 4 INSI20103, INSI20104, INSI20105, INSI20107 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P36 P36SKO20-AT SKO20SI tomatoes 2020 open field conventional rural 5 INSI20130, INSI20131, INSI20133, INSI20134, INSI20135 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P37 P37KOR20-AT KOR20SI tomatoes 2020 open field ecological rural, agricultural 5 INSI20147, INSI20152, INSI20157, INSI20158, INSI20159 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P3 P38PLE20-AT PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20175, INSI20176, INSI20185, INSI20186, INSI20187 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P39 P39JUR20-AT JUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20223, INSI20224, INSI20225, INSI20226, INSI20227 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P40 P40TUR20-AT TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20231, INSI20232, INSI20233, INSI20255, INSI20256 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P41.1 P41.1BER20-ST BER19SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20001, INSI20002, INSI20003, INSI20004, INSI20005, INSI20006, INSI20007 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P41.2 P41.2BER20-ST BER19SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20008, INSI20009, INSI20010, INSI20011, INSI20012 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P42 P42BER20-SW BER19SI weeds 2020 greenhouse conventional rural, agricultural 10 INSI20013, INSI20014, INSI20015, INSI20021, INSI20022, INSI20023, INSI20024, INSI20025, INSI20027, INSI20028 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P43.1 P43.1STR20-ST STR20SI tomatoes 2020 open field conventional rural, agricultural 8 INSI20029, INSI20030, INSI20031, INSI20032, INSI20033, INSI20033F, INSI20034, INSI20034F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P43.2 P43.2STR20-ST STR20SI tomatoes 2020 open field conventional rural, agricultural 8 INSI20035, INSI20036, INSI20037, INSI20038, INSI20038F, INSI20039, INSI20039F, INSI20055 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P44 P44STR20-SW STR20SI weeds 2020 open field conventional rural, agricultural 10 INSI20045, INSI20046, INSI20047, INSI20048, INSI20049, INSI20051, INSI20052, INSI20053, INSI20054, INSI20056 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P45 P45BOL20-ST BOL20SI tomatoes 2020 greenhouse organic rural, agricultural 8 INSI20057, INSI20059, INSI20060, INSI20061, INSI20062, INSI20064, INSI20066, INSI20067 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P46 P46BOL20-SW BOL20SI weeds 2020 greenhouse organic rural, agricultural 11 INSI20070, INSI20072, INSI20073, INSI20074, INSI20075, INSI20076, INSI20077, INSI20078, INSI20080, INSI20081, INSI20082 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P47 P47MIR20-ST MIR20SI tomatoes 2020 greenhouse conventional semi-urban 9 INSI20083, INSI20084, INSI20084F, INSI20085, INSI20088, INSI20088F, INSI20089, INSI20090, INSI20091 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P48 P48MIR20-SW MIR20SI weeds 2020 greenhouse conventional semi-urban 7 INSI20094, INSI20095, INSI20096, INSI20097, INSI20098, INSI20099, INSI20100 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P49 P49KOP20-ST KOP20SI tomatoes 2020 greenhouse conventional semi-urban 8 INSI20101, INSI20106, INSI20106F, INSI20108, INSI20116, INSI20117, INSI20118, INSI20119 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P50.1 P50.1KOP20-SW KOP20SI weeds 2020 greenhouse conventional semi-urban 6 INSI20102, INSI20109, INSI20110, INSI20111, INSI20112, INSI20113 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P50.2 P50.2KOP20-SW KOP20SI weeds 2020 greenhouse conventional semi-urban 5 INSI20114, INSI20115, INSI20120, INSI20121, INSI20122 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P51.1 P51.1SKO20-ST SKO20SI tomatoes 2020 open field conventional rural 5 INSI20123, INSI20124, INSI20124F, INSI20125, INSI20125F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P51.2 P51.2SKO20-ST SKO20SI tomatoes 2020 open field conventional rural 6 INSI20126, INSI20126F, INSI20127, INSI20128, INSI20129, INSI20132 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P52 P52SKO20-SW SKO20SI weeds 2020 open field conventional rural 10 INSI20136, INSI20137, INSI20138, INSI20139, INSI20140, INSI20141, INSI20142, INSI20143, INSI20144, INSI20145 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P53.1 P53.1KOR20-ST KOR20SI tomatoes 2020 open field ecological rural, agricultural 7 INSI20146, INSI20146F, INSI20148, INSI20149, INSI20150, INSI20151, INSI20153F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P53.2 P53.2KOR20-ST KOR20SI tomatoes 2020 open field ecological rural, agricultural 7 INSI20154, INSI20154F, INSI20155, INSI20155F, INSI20156, INSI20156F, INSI20166 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P54 P54KOR20-SW KOR20SI weeds 2020 open field ecological rural, agricultural 9 INSI20160, INSI20161, INSI20162, INSI20163, INSI20164, INSI20165, INSI20167, INSI20168, INSI20169 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P55.1 P55.1PLE20-ST PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20170, INSI20170F, INSI20171, INSI20172, INSI20173, INSI20174, INSI20174F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P55.2 P55.2PLE20-ST PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 6 INSI20177, INSI20177F, INSI20178, INSI20179, INSI20180, INSI20180F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P55.3 P55.3PLE20-ST PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20181, INSI20181F, INSI20183, INSI20183F, INSI20184F, INSI20200, INSI20200F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P56 P56PLE20-SW PLE20SI bean 2020 greenhouse conventional rural, agricultural 10 INSI20188, INSI20189, INSI20191, INSI20192, INSI20193, INSI20194, INSI20195, INSI20196, INSI20197, INSI20199 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P57.1 P57.1JUR20-ST JUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 8 INSI20201, INSI20201F, INSI20202, INSI20203, INSI20204, INSI20205, INSI20207, INSI20207F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P57.2 P57.2JUR20-ST JUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20208, INSI20209, INSI20210, INSI20210F, INSI20211, INSI20211F, INSI20221F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P58.1 P58.1JUR20-SW JUR20SI weeds 2020 greenhouse conventional rural, agricultural 6 INSI20206, INSI20212, INSI20213, INSI20214, INSI20215, INSI20216 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P58.2 P58.2JUR20-SW JUR20SI weeds 2020 greenhouse conventional rural, agricultural 5 INSI20217, INSI20218, INSI20219, INSI20220, INSI20222 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P59.1 P59.1TUR20-ST TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 9 INSI20228, INSI20229, INSI20230, INSI20234, INSI20234F, INSI20235, INSI20235F, INSI20236, INSI20236F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P59.2 P59.2TUR20-ST TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 8 INSI20237, INSI20237F, INSI20238, INSI20238F, INSI20239, INSI20239F, INSI20240, INSI20240F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P59.3 P59.3TUR20-ST TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20241, INSI20241F, INSI20242, INSI20242F, INSI20243, INSI20246, INSI20246F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P60 P60TUR20-SW TUR20SI weeds 2020 greenhouse conventional rural, agricultural 10 INSI20244, INSI20245, INSI20247, INSI20248, INSI20249, INSI20250, INSI20251, INSI20252, INSI20253, INSI20254 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P61 P61Pv-PK1 not applicable not applicable not applicable not applicable not applicable not applicable 1 P61Pv-PK1 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

P62 P62Pv-PK2 not applicable not applicable not applicable not applicable not applicable not applicable 1 P62Pv-PK2 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

Supplementary Table 2. (continued columns). 
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P1.1 P1.1BER-ST BER19SI tomatoes 2019 greenhouse conventional agricultural 6 INSI19001, INSI19002, INSI19003,INSI19004, INSI19005, INSI19006 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P1.2 P1.2BER-ST BER19SI tomatoes 2019 greenhouse conventional agricultural 6 INSI19007, INSI19008, INSI19009, INSI19010, INSI19011, INSI19012 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P02 P02BER-AT BER19SI tomatoes 2019 greenhouse conventional agricultural 10 INSI19013, INSI19014, INSI19015, INSI19016, INSI19017, INSI19018, INSI19019, INSI19020, INSI19021, INSI19022 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P3.1 P3.1BER-SW BER19SI weeds 2019 greenhouse conventional agricultural 6 INSI19023, INSI19024, INSI19025, INSI19027, INSI19028, INSI19029 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P3.2 P3.2BER-SW BER19SI weeds 2019 greenhouse conventional agricultural 7 INSI19030, INSI19031, INSI19032, INSI19033, INSI19034, INSI19035, INSI19036 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P04 P04NGO-AT NGO19SI tomatoes 2019 greenhouse conventional urban 5 INSI19037, INSI19038, INSI19039, INSI19040, INSI19041 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P05 P05NGO-ST NGO19SI tomatoes 2019 greenhouse conventional urban 3 INSI19042, INSI19043, INSI19044 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P06 P06NGO-SW NGO19SI weeds 2019 greenhouse conventional urban 5 INSI19045, INSI19046, INSI19047, INSI19048, INSI19049 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P07 P07BUK-ST BUK19SI tomatoes 2019 greenhouse conventional agricultural 9 INSI19051, INSI19052, INSI19053, INSI19054, INSI19055, INSI19056, INSI19057, INSI19058, INSI19059 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P08 P08BUK-SW BUK19SI weeds 2019 greenhouse conventional agricultural 4 INSI19060, INSI19061, INSI19063, INSI19064 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P09 P09KOP-AT KOP19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19066, INSI19067, INSI19068, INSI19069, INSI19070 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P10 P10KOP-ST KOP19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19071, INSI19072, INSI19073, INSI19074, INSI19075 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P11 P11KOP-SW KOP19SI weeds 2019 greenhouse conventional agricultural 4 INSI19077, INSI19078, INSI19080, INSI19082 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P12 P12PAR-AT PAR19SI tomatoes 2019 greenhouse conventional agricultural 10 INSI19084, INSI19085, INSI19086, INSI19087, INSI19088, INSI19089, INSI19090, INSI19091, INSI19092, INSI19093 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P13 P13PAR-ST PAR19SI tomatoes 2019 greenhouse conventional agricultural 4 INSI19081, INSI19083, INSI19094, INSI19095 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P14 P14PAR-SW PAR19SI weeds 2019 greenhouse conventional agricultural 4 INSI19096, INSI19097, INSI19098, INSI19099 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P15.1 P15.1BOL-AT BOL19SI tomatoes 2019 greenhouse organic agricultural 6 INSI19103, INSI19104, INSI19105, INSI19106, INSI19107, INSI19108 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P15.2 P15.2BOL-AT BOL19SI tomatoes 2019 greenhouse organic agricultural 5 INSI19109, INSI19110, INSI19111, INSI19112, INSI19113 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P16 P16BOL-ST BOL19SI tomatoes 2019 greenhouse organic agricultural 8 INSI19100, INSI19101, INSI19102, INSI19114, INSI19115, INSI19116, INSI19117, INSI19118 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P17 P17BOL-SW BOL19SI weeds 2019 greenhouse organic agricultural 7 INSI19119, INSI19120, INSI19121, INSI19122, INSI19123, INSI19124, INSI19125 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P18 P18POR-ST POR19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19126, INSI19128, INSI19129, INSI19134, INSI19135 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P19 P19POR-AT POR19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19127, INSI19130, INSI19131, INSI19132, INSI19133 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P20 P20POR-SW POR19SI weeds 2019 greenhouse conventional agricultural 3 INSI19136, INSI19137, INSI19138 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P21 P21KOR-AT KOR19SI tomatoes 2019 open field ecological agricultural 8 INSI19141, INSI19142, INSI19143, INSI19144, INSI19145, INSI19146, INSI19147, INSI19148 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P22 P22KOR-ST KOR19SI tomatoes 2019 open field ecological agricultural 7 INSI19139, INSI19149, INSI19151, INSI19152, INSI19153, INSI19154, INSI19155 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P23 P23KOR-SW KOR19SI weeds 2019 open field ecological agricultural 5 INSI19140, INSI19150, INSI19156, INSI19157, INSI19158 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P29 P29Pv-PK2 not applicable not applicable not applicable not applicable not applicable not applicable 1 P29Pv-PK2 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

P30 P30Pv-PK1 not applicable not applicable not applicable not applicable not applicable not applicable 1 P30Pv-PK1 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

P31 P31BER20-AT BER20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20016, INSI20017, INSI20018, INSI20019, INSI20020 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P32 P32STR20-AT STR20SI tomatoes 2020 open field conventional rural, agricultural 5 INSI20040, INSI20041, INSI20042, INSI20043, INSI20044 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P33 P33BOL20-AT BOL20SI tomatoes 2020 greenhouse organic rural, agricultural 5 INSI20058, INSI20063, INSI20068, INSI20069, INSI20071 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P34 P34MIR20-AT MIR20SI tomatoes 2020 greenhouse conventional semi-urban 4 INSI20086, INSI20087, INSI20092, INSI20093 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P35 P35KOP20-AT KOP20SI tomatoes 2020 greenhouse conventional semi-urban 4 INSI20103, INSI20104, INSI20105, INSI20107 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P36 P36SKO20-AT SKO20SI tomatoes 2020 open field conventional rural 5 INSI20130, INSI20131, INSI20133, INSI20134, INSI20135 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P37 P37KOR20-AT KOR20SI tomatoes 2020 open field ecological rural, agricultural 5 INSI20147, INSI20152, INSI20157, INSI20158, INSI20159 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P3 P38PLE20-AT PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20175, INSI20176, INSI20185, INSI20186, INSI20187 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P39 P39JUR20-AT JUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20223, INSI20224, INSI20225, INSI20226, INSI20227 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P40 P40TUR20-AT TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20231, INSI20232, INSI20233, INSI20255, INSI20256 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P41.1 P41.1BER20-ST BER19SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20001, INSI20002, INSI20003, INSI20004, INSI20005, INSI20006, INSI20007 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P41.2 P41.2BER20-ST BER19SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20008, INSI20009, INSI20010, INSI20011, INSI20012 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P42 P42BER20-SW BER19SI weeds 2020 greenhouse conventional rural, agricultural 10 INSI20013, INSI20014, INSI20015, INSI20021, INSI20022, INSI20023, INSI20024, INSI20025, INSI20027, INSI20028 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P43.1 P43.1STR20-ST STR20SI tomatoes 2020 open field conventional rural, agricultural 8 INSI20029, INSI20030, INSI20031, INSI20032, INSI20033, INSI20033F, INSI20034, INSI20034F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P43.2 P43.2STR20-ST STR20SI tomatoes 2020 open field conventional rural, agricultural 8 INSI20035, INSI20036, INSI20037, INSI20038, INSI20038F, INSI20039, INSI20039F, INSI20055 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P44 P44STR20-SW STR20SI weeds 2020 open field conventional rural, agricultural 10 INSI20045, INSI20046, INSI20047, INSI20048, INSI20049, INSI20051, INSI20052, INSI20053, INSI20054, INSI20056 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P45 P45BOL20-ST BOL20SI tomatoes 2020 greenhouse organic rural, agricultural 8 INSI20057, INSI20059, INSI20060, INSI20061, INSI20062, INSI20064, INSI20066, INSI20067 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P46 P46BOL20-SW BOL20SI weeds 2020 greenhouse organic rural, agricultural 11 INSI20070, INSI20072, INSI20073, INSI20074, INSI20075, INSI20076, INSI20077, INSI20078, INSI20080, INSI20081, INSI20082 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P47 P47MIR20-ST MIR20SI tomatoes 2020 greenhouse conventional semi-urban 9 INSI20083, INSI20084, INSI20084F, INSI20085, INSI20088, INSI20088F, INSI20089, INSI20090, INSI20091 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P48 P48MIR20-SW MIR20SI weeds 2020 greenhouse conventional semi-urban 7 INSI20094, INSI20095, INSI20096, INSI20097, INSI20098, INSI20099, INSI20100 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P49 P49KOP20-ST KOP20SI tomatoes 2020 greenhouse conventional semi-urban 8 INSI20101, INSI20106, INSI20106F, INSI20108, INSI20116, INSI20117, INSI20118, INSI20119 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P50.1 P50.1KOP20-SW KOP20SI weeds 2020 greenhouse conventional semi-urban 6 INSI20102, INSI20109, INSI20110, INSI20111, INSI20112, INSI20113 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P50.2 P50.2KOP20-SW KOP20SI weeds 2020 greenhouse conventional semi-urban 5 INSI20114, INSI20115, INSI20120, INSI20121, INSI20122 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P51.1 P51.1SKO20-ST SKO20SI tomatoes 2020 open field conventional rural 5 INSI20123, INSI20124, INSI20124F, INSI20125, INSI20125F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P51.2 P51.2SKO20-ST SKO20SI tomatoes 2020 open field conventional rural 6 INSI20126, INSI20126F, INSI20127, INSI20128, INSI20129, INSI20132 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P52 P52SKO20-SW SKO20SI weeds 2020 open field conventional rural 10 INSI20136, INSI20137, INSI20138, INSI20139, INSI20140, INSI20141, INSI20142, INSI20143, INSI20144, INSI20145 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P53.1 P53.1KOR20-ST KOR20SI tomatoes 2020 open field ecological rural, agricultural 7 INSI20146, INSI20146F, INSI20148, INSI20149, INSI20150, INSI20151, INSI20153F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P53.2 P53.2KOR20-ST KOR20SI tomatoes 2020 open field ecological rural, agricultural 7 INSI20154, INSI20154F, INSI20155, INSI20155F, INSI20156, INSI20156F, INSI20166 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P54 P54KOR20-SW KOR20SI weeds 2020 open field ecological rural, agricultural 9 INSI20160, INSI20161, INSI20162, INSI20163, INSI20164, INSI20165, INSI20167, INSI20168, INSI20169 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P55.1 P55.1PLE20-ST PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20170, INSI20170F, INSI20171, INSI20172, INSI20173, INSI20174, INSI20174F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P55.2 P55.2PLE20-ST PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 6 INSI20177, INSI20177F, INSI20178, INSI20179, INSI20180, INSI20180F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P55.3 P55.3PLE20-ST PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20181, INSI20181F, INSI20183, INSI20183F, INSI20184F, INSI20200, INSI20200F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P56 P56PLE20-SW PLE20SI bean 2020 greenhouse conventional rural, agricultural 10 INSI20188, INSI20189, INSI20191, INSI20192, INSI20193, INSI20194, INSI20195, INSI20196, INSI20197, INSI20199 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P57.1 P57.1JUR20-ST JUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 8 INSI20201, INSI20201F, INSI20202, INSI20203, INSI20204, INSI20205, INSI20207, INSI20207F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P57.2 P57.2JUR20-ST JUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20208, INSI20209, INSI20210, INSI20210F, INSI20211, INSI20211F, INSI20221F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P58.1 P58.1JUR20-SW JUR20SI weeds 2020 greenhouse conventional rural, agricultural 6 INSI20206, INSI20212, INSI20213, INSI20214, INSI20215, INSI20216 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P58.2 P58.2JUR20-SW JUR20SI weeds 2020 greenhouse conventional rural, agricultural 5 INSI20217, INSI20218, INSI20219, INSI20220, INSI20222 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P59.1 P59.1TUR20-ST TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 9 INSI20228, INSI20229, INSI20230, INSI20234, INSI20234F, INSI20235, INSI20235F, INSI20236, INSI20236F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P59.2 P59.2TUR20-ST TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 8 INSI20237, INSI20237F, INSI20238, INSI20238F, INSI20239, INSI20239F, INSI20240, INSI20240F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P59.3 P59.3TUR20-ST TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20241, INSI20241F, INSI20242, INSI20242F, INSI20243, INSI20246, INSI20246F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P60 P60TUR20-SW TUR20SI weeds 2020 greenhouse conventional rural, agricultural 10 INSI20244, INSI20245, INSI20247, INSI20248, INSI20249, INSI20250, INSI20251, INSI20252, INSI20253, INSI20254 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P61 P61Pv-PK1 not applicable not applicable not applicable not applicable not applicable not applicable 1 P61Pv-PK1 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

P62 P62Pv-PK2 not applicable not applicable not applicable not applicable not applicable not applicable 1 P62Pv-PK2 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable
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P1.1 P1.1BER-ST BER19SI tomatoes 2019 greenhouse conventional agricultural 6 INSI19001, INSI19002, INSI19003,INSI19004, INSI19005, INSI19006 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P1.2 P1.2BER-ST BER19SI tomatoes 2019 greenhouse conventional agricultural 6 INSI19007, INSI19008, INSI19009, INSI19010, INSI19011, INSI19012 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P02 P02BER-AT BER19SI tomatoes 2019 greenhouse conventional agricultural 10 INSI19013, INSI19014, INSI19015, INSI19016, INSI19017, INSI19018, INSI19019, INSI19020, INSI19021, INSI19022 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P3.1 P3.1BER-SW BER19SI weeds 2019 greenhouse conventional agricultural 6 INSI19023, INSI19024, INSI19025, INSI19027, INSI19028, INSI19029 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P3.2 P3.2BER-SW BER19SI weeds 2019 greenhouse conventional agricultural 7 INSI19030, INSI19031, INSI19032, INSI19033, INSI19034, INSI19035, INSI19036 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P04 P04NGO-AT NGO19SI tomatoes 2019 greenhouse conventional urban 5 INSI19037, INSI19038, INSI19039, INSI19040, INSI19041 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P05 P05NGO-ST NGO19SI tomatoes 2019 greenhouse conventional urban 3 INSI19042, INSI19043, INSI19044 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P06 P06NGO-SW NGO19SI weeds 2019 greenhouse conventional urban 5 INSI19045, INSI19046, INSI19047, INSI19048, INSI19049 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P07 P07BUK-ST BUK19SI tomatoes 2019 greenhouse conventional agricultural 9 INSI19051, INSI19052, INSI19053, INSI19054, INSI19055, INSI19056, INSI19057, INSI19058, INSI19059 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P08 P08BUK-SW BUK19SI weeds 2019 greenhouse conventional agricultural 4 INSI19060, INSI19061, INSI19063, INSI19064 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P09 P09KOP-AT KOP19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19066, INSI19067, INSI19068, INSI19069, INSI19070 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P10 P10KOP-ST KOP19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19071, INSI19072, INSI19073, INSI19074, INSI19075 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P11 P11KOP-SW KOP19SI weeds 2019 greenhouse conventional agricultural 4 INSI19077, INSI19078, INSI19080, INSI19082 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P12 P12PAR-AT PAR19SI tomatoes 2019 greenhouse conventional agricultural 10 INSI19084, INSI19085, INSI19086, INSI19087, INSI19088, INSI19089, INSI19090, INSI19091, INSI19092, INSI19093 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P13 P13PAR-ST PAR19SI tomatoes 2019 greenhouse conventional agricultural 4 INSI19081, INSI19083, INSI19094, INSI19095 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P14 P14PAR-SW PAR19SI weeds 2019 greenhouse conventional agricultural 4 INSI19096, INSI19097, INSI19098, INSI19099 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P15.1 P15.1BOL-AT BOL19SI tomatoes 2019 greenhouse organic agricultural 6 INSI19103, INSI19104, INSI19105, INSI19106, INSI19107, INSI19108 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P15.2 P15.2BOL-AT BOL19SI tomatoes 2019 greenhouse organic agricultural 5 INSI19109, INSI19110, INSI19111, INSI19112, INSI19113 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P16 P16BOL-ST BOL19SI tomatoes 2019 greenhouse organic agricultural 8 INSI19100, INSI19101, INSI19102, INSI19114, INSI19115, INSI19116, INSI19117, INSI19118 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P17 P17BOL-SW BOL19SI weeds 2019 greenhouse organic agricultural 7 INSI19119, INSI19120, INSI19121, INSI19122, INSI19123, INSI19124, INSI19125 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P18 P18POR-ST POR19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19126, INSI19128, INSI19129, INSI19134, INSI19135 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P19 P19POR-AT POR19SI tomatoes 2019 greenhouse conventional agricultural 5 INSI19127, INSI19130, INSI19131, INSI19132, INSI19133 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P20 P20POR-SW POR19SI weeds 2019 greenhouse conventional agricultural 3 INSI19136, INSI19137, INSI19138 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P21 P21KOR-AT KOR19SI tomatoes 2019 open field ecological agricultural 8 INSI19141, INSI19142, INSI19143, INSI19144, INSI19145, INSI19146, INSI19147, INSI19148 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P22 P22KOR-ST KOR19SI tomatoes 2019 open field ecological agricultural 7 INSI19139, INSI19149, INSI19151, INSI19152, INSI19153, INSI19154, INSI19155 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P23 P23KOR-SW KOR19SI weeds 2019 open field ecological agricultural 5 INSI19140, INSI19150, INSI19156, INSI19157, INSI19158 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1013)

P29 P29Pv-PK2 not applicable not applicable not applicable not applicable not applicable not applicable 1 P29Pv-PK2 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

P30 P30Pv-PK1 not applicable not applicable not applicable not applicable not applicable not applicable 1 P30Pv-PK1 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

P31 P31BER20-AT BER20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20016, INSI20017, INSI20018, INSI20019, INSI20020 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P32 P32STR20-AT STR20SI tomatoes 2020 open field conventional rural, agricultural 5 INSI20040, INSI20041, INSI20042, INSI20043, INSI20044 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P33 P33BOL20-AT BOL20SI tomatoes 2020 greenhouse organic rural, agricultural 5 INSI20058, INSI20063, INSI20068, INSI20069, INSI20071 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P34 P34MIR20-AT MIR20SI tomatoes 2020 greenhouse conventional semi-urban 4 INSI20086, INSI20087, INSI20092, INSI20093 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P35 P35KOP20-AT KOP20SI tomatoes 2020 greenhouse conventional semi-urban 4 INSI20103, INSI20104, INSI20105, INSI20107 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P36 P36SKO20-AT SKO20SI tomatoes 2020 open field conventional rural 5 INSI20130, INSI20131, INSI20133, INSI20134, INSI20135 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P37 P37KOR20-AT KOR20SI tomatoes 2020 open field ecological rural, agricultural 5 INSI20147, INSI20152, INSI20157, INSI20158, INSI20159 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P3 P38PLE20-AT PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20175, INSI20176, INSI20185, INSI20186, INSI20187 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P39 P39JUR20-AT JUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20223, INSI20224, INSI20225, INSI20226, INSI20227 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P40 P40TUR20-AT TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20231, INSI20232, INSI20233, INSI20255, INSI20256 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P41.1 P41.1BER20-ST BER19SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20001, INSI20002, INSI20003, INSI20004, INSI20005, INSI20006, INSI20007 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P41.2 P41.2BER20-ST BER19SI tomatoes 2020 greenhouse conventional rural, agricultural 5 INSI20008, INSI20009, INSI20010, INSI20011, INSI20012 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P42 P42BER20-SW BER19SI weeds 2020 greenhouse conventional rural, agricultural 10 INSI20013, INSI20014, INSI20015, INSI20021, INSI20022, INSI20023, INSI20024, INSI20025, INSI20027, INSI20028 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P43.1 P43.1STR20-ST STR20SI tomatoes 2020 open field conventional rural, agricultural 8 INSI20029, INSI20030, INSI20031, INSI20032, INSI20033, INSI20033F, INSI20034, INSI20034F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P43.2 P43.2STR20-ST STR20SI tomatoes 2020 open field conventional rural, agricultural 8 INSI20035, INSI20036, INSI20037, INSI20038, INSI20038F, INSI20039, INSI20039F, INSI20055 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P44 P44STR20-SW STR20SI weeds 2020 open field conventional rural, agricultural 10 INSI20045, INSI20046, INSI20047, INSI20048, INSI20049, INSI20051, INSI20052, INSI20053, INSI20054, INSI20056 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P45 P45BOL20-ST BOL20SI tomatoes 2020 greenhouse organic rural, agricultural 8 INSI20057, INSI20059, INSI20060, INSI20061, INSI20062, INSI20064, INSI20066, INSI20067 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P46 P46BOL20-SW BOL20SI weeds 2020 greenhouse organic rural, agricultural 11 INSI20070, INSI20072, INSI20073, INSI20074, INSI20075, INSI20076, INSI20077, INSI20078, INSI20080, INSI20081, INSI20082 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P47 P47MIR20-ST MIR20SI tomatoes 2020 greenhouse conventional semi-urban 9 INSI20083, INSI20084, INSI20084F, INSI20085, INSI20088, INSI20088F, INSI20089, INSI20090, INSI20091 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P48 P48MIR20-SW MIR20SI weeds 2020 greenhouse conventional semi-urban 7 INSI20094, INSI20095, INSI20096, INSI20097, INSI20098, INSI20099, INSI20100 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P49 P49KOP20-ST KOP20SI tomatoes 2020 greenhouse conventional semi-urban 8 INSI20101, INSI20106, INSI20106F, INSI20108, INSI20116, INSI20117, INSI20118, INSI20119 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P50.1 P50.1KOP20-SW KOP20SI weeds 2020 greenhouse conventional semi-urban 6 INSI20102, INSI20109, INSI20110, INSI20111, INSI20112, INSI20113 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P50.2 P50.2KOP20-SW KOP20SI weeds 2020 greenhouse conventional semi-urban 5 INSI20114, INSI20115, INSI20120, INSI20121, INSI20122 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P51.1 P51.1SKO20-ST SKO20SI tomatoes 2020 open field conventional rural 5 INSI20123, INSI20124, INSI20124F, INSI20125, INSI20125F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P51.2 P51.2SKO20-ST SKO20SI tomatoes 2020 open field conventional rural 6 INSI20126, INSI20126F, INSI20127, INSI20128, INSI20129, INSI20132 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P52 P52SKO20-SW SKO20SI weeds 2020 open field conventional rural 10 INSI20136, INSI20137, INSI20138, INSI20139, INSI20140, INSI20141, INSI20142, INSI20143, INSI20144, INSI20145 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P53.1 P53.1KOR20-ST KOR20SI tomatoes 2020 open field ecological rural, agricultural 7 INSI20146, INSI20146F, INSI20148, INSI20149, INSI20150, INSI20151, INSI20153F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P53.2 P53.2KOR20-ST KOR20SI tomatoes 2020 open field ecological rural, agricultural 7 INSI20154, INSI20154F, INSI20155, INSI20155F, INSI20156, INSI20156F, INSI20166 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P54 P54KOR20-SW KOR20SI weeds 2020 open field ecological rural, agricultural 9 INSI20160, INSI20161, INSI20162, INSI20163, INSI20164, INSI20165, INSI20167, INSI20168, INSI20169 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P55.1 P55.1PLE20-ST PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20170, INSI20170F, INSI20171, INSI20172, INSI20173, INSI20174, INSI20174F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P55.2 P55.2PLE20-ST PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 6 INSI20177, INSI20177F, INSI20178, INSI20179, INSI20180, INSI20180F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P55.3 P55.3PLE20-ST PLE20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20181, INSI20181F, INSI20183, INSI20183F, INSI20184F, INSI20200, INSI20200F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P56 P56PLE20-SW PLE20SI bean 2020 greenhouse conventional rural, agricultural 10 INSI20188, INSI20189, INSI20191, INSI20192, INSI20193, INSI20194, INSI20195, INSI20196, INSI20197, INSI20199 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P57.1 P57.1JUR20-ST JUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 8 INSI20201, INSI20201F, INSI20202, INSI20203, INSI20204, INSI20205, INSI20207, INSI20207F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P57.2 P57.2JUR20-ST JUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20208, INSI20209, INSI20210, INSI20210F, INSI20211, INSI20211F, INSI20221F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P58.1 P58.1JUR20-SW JUR20SI weeds 2020 greenhouse conventional rural, agricultural 6 INSI20206, INSI20212, INSI20213, INSI20214, INSI20215, INSI20216 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P58.2 P58.2JUR20-SW JUR20SI weeds 2020 greenhouse conventional rural, agricultural 5 INSI20217, INSI20218, INSI20219, INSI20220, INSI20222 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P59.1 P59.1TUR20-ST TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 9 INSI20228, INSI20229, INSI20230, INSI20234, INSI20234F, INSI20235, INSI20235F, INSI20236, INSI20236F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P59.2 P59.2TUR20-ST TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 8 INSI20237, INSI20237F, INSI20238, INSI20238F, INSI20239, INSI20239F, INSI20240, INSI20240F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P59.3 P59.3TUR20-ST TUR20SI tomatoes 2020 greenhouse conventional rural, agricultural 7 INSI20241, INSI20241F, INSI20242, INSI20242F, INSI20243, INSI20246, INSI20246F Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P60 P60TUR20-SW TUR20SI weeds 2020 greenhouse conventional rural, agricultural 10 INSI20244, INSI20245, INSI20247, INSI20248, INSI20249, INSI20250, INSI20251, INSI20252, INSI20253, INSI20254 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) ZymoResearch RNA Clean and Concentrator (catalog no. R1014)

P61 P61Pv-PK1 not applicable not applicable not applicable not applicable not applicable not applicable 1 P61Pv-PK1 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

P62 P62Pv-PK2 not applicable not applicable not applicable not applicable not applicable not applicable 1 P62Pv-PK2 Qiagen Rneasy Plant Mini Kit (catalog no. 74904) not applicable

Supplementary Table 2. (continued columns). 
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Supplementary Table 3. Sequence read archive (SRA) metadata of the sequencing 
experiments, read count and other associated information. Genome mapping was done on 
viral RefSeq version from July 2020. 
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PRJNA772045 SAMN22357975 SRP342893 SRR16552271 P1.1BER19-ST

PRJNA772045 SAMN22357976 SRP342893 SRR16552270 P1.2BER19-ST

PRJNA772045 SAMN22357977 SRP342893 SRR16552235 P02BER19-AT

PRJNA772045 SAMN22357978 SRP342893 SRR16552224 P3.1BER19-SW

PRJNA772045 SAMN22357979 SRP342893 SRR16552261 P3.2BER19-SW

PRJNA772045 SAMN22357980 SRP342893 SRR16552250 P04NGO19-AT

PRJNA772045 SAMN22357981 SRP342893 SRR16552286 P05NGO19-ST

PRJNA772045 SAMN22357982 SRP342893 SRR16552275 P06NGO19-SW

PRJNA772045 SAMN22357983 SRP342893 SRR16552273 P07BUK19-ST

PRJNA772045 SAMN22357984 SRP342893 SRR16552272 P08BUK19-SW

PRJNA772045 SAMN22357985 SRP342893 SRR16552269 P09KOP19-AT

PRJNA772045 SAMN22357986 SRP342893 SRR16552244 P10KOP19-ST

PRJNA772045 SAMN22357987 SRP342893 SRR16552243 P11KOP19-SW

PRJNA772045 SAMN22357988 SRP342893 SRR16552242 P12PAR19-AT

PRJNA772045 SAMN22357989 SRP342893 SRR16552241 P13PAR19-ST

PRJNA772045 SAMN22357990 SRP342893 SRR16552240 P14PAR19-SW

PRJNA772045 SAMN22357991 SRP342893 SRR16552239 P15.1BOL19-AT

PRJNA772045 SAMN22357992 SRP342893 SRR16552238 P15.2BOL19-AT

PRJNA772045 SAMN22357993 SRP342893 SRR16552237 P16BOL19-ST

PRJNA772045 SAMN22357994 SRP342893 SRR16552236 P17BOL19-SW

PRJNA772045 SAMN22357995 SRP342893 SRR16552234 P18POR19-ST

PRJNA772045 SAMN22357996 SRP342893 SRR16552233 P19POR19-AT

PRJNA772045 SAMN22357997 SRP342893 SRR16552232 P20POR19-SW

PRJNA772045 SAMN22357998 SRP342893 SRR16552231 P21KOR19-AT

PRJNA772045 SAMN22357999 SRP342893 SRR16552230 P22KOR19-ST

PRJNA772045 SAMN22358000 SRP342893 SRR16552229 P23KOR19-SW

PRJNA772045 SAMN22358001 SRP342893 SRR16552228 P29Pv19-PK2

PRJNA772045 SAMN22358002 SRP342893 SRR16552227 P30Pv19-PK1

PRJNA772045 SAMN22358003 SRP342893 SRR16552226 P31BER20-AT

PRJNA772045 SAMN22358004 SRP342893 SRR16552225 P41.1BER20-ST

PRJNA772045 SAMN22358005 SRP342893 SRR16552223 P41.2BER20-ST

PRJNA772045 SAMN22358006 SRP342893 SRR16552222 P42BER20-SW

PRJNA772045 SAMN22358007 SRP342893 SRR16552221 P32STR20-AT

PRJNA772045 SAMN22358008 SRP342893 SRR16552268 P43.1STR20-ST

PRJNA772045 SAMN22358009 SRP342893 SRR16552267 P43.2STR20-ST

PRJNA772045 SAMN22358010 SRP342893 SRR16552266 P44STR20-SW

PRJNA772045 SAMN22358011 SRP342893 SRR16552265 P33BOL20-AT

PRJNA772045 SAMN22358012 SRP342893 SRR16552264 P45BOL20-ST

PRJNA772045 SAMN22358013 SRP342893 SRR16552263 P46BOL20-SW

PRJNA772045 SAMN22358014 SRP342893 SRR16552262 P34MIR20-AT

PRJNA772045 SAMN22358015 SRP342893 SRR16552260 P47MIR20-ST

PRJNA772045 SAMN22358016 SRP342893 SRR16552259 P48MIR20-SW

PRJNA772045 SAMN22358017 SRP342893 SRR16552258 P35KOP20-AT

PRJNA772045 SAMN22358018 SRP342893 SRR16552257 P49KOP20-ST

PRJNA772045 SAMN22358019 SRP342893 SRR16552256 P50.1KOP20-SW

PRJNA772045 SAMN22358020 SRP342893 SRR16552255 P50.2KOP20-SW

PRJNA772045 SAMN22358021 SRP342893 SRR16552254 P36SKO20-AT

PRJNA772045 SAMN22358022 SRP342893 SRR16552253 P51.1SKO20-ST

PRJNA772045 SAMN22358023 SRP342893 SRR16552252 P51.2SKO20-ST

PRJNA772045 SAMN22358024 SRP342893 SRR16552251 P52SKO20-SW

PRJNA772045 SAMN22358025 SRP342893 SRR16552249 P37KOR20-AT

PRJNA772045 SAMN22358026 SRP342893 SRR16552248 P53.1KOR20-ST

PRJNA772045 SAMN22358027 SRP342893 SRR16552247 P53.2KOR20-ST

PRJNA772045 SAMN22358028 SRP342893 SRR16552246 P54KOR20-SW

PRJNA772045 SAMN22358029 SRP342893 SRR16552245 P38PLE20-AT

PRJNA772045 SAMN22358030 SRP342893 SRR16552291 P55.1PLE20-ST

PRJNA772045 SAMN22358031 SRP342893 SRR16552290 P55.2PLE20-ST

PRJNA772045 SAMN22358032 SRP342893 SRR16552289 P55.3PLE20-ST

PRJNA772045 SAMN22358033 SRP342893 SRR16552288 P56PLE20-SW

PRJNA772045 SAMN22358034 SRP342893 SRR16552287 P39JUR20-AT

PRJNA772045 SAMN22358035 SRP342893 SRR16552285 P57.1JUR20-ST

PRJNA772045 SAMN22358036 SRP342893 SRR16552284 P57.2JUR20-ST

PRJNA772045 SAMN22358037 SRP342893 SRR16552283 P58.1JUR20-SW

PRJNA772045 SAMN22358038 SRP342893 SRR16552282 P58.2JUR20-SW

PRJNA772045 SAMN22358039 SRP342893 SRR16552281 P40TUR20-AT

PRJNA772045 SAMN22358040 SRP342893 SRR16552280 P59.1TUR20-ST

PRJNA772045 SAMN22358041 SRP342893 SRR16552279 P59.2TUR20-ST

PRJNA772045 SAMN22358042 SRP342893 SRR16552278 P59.3TUR20-ST

PRJNA772045 SAMN22358043 SRP342893 SRR16552277 P60TUR20-SW

PRJNA772045 SAMN22358044 SRP342893 SRR16552276 P61Pv-PK1

PRJNA772045 SAMN22358045 SRP342893 SRR16552274 P62Pv-PK2
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Bioproject 

accession

Biosample 

accession
Title

PRJNA772045 SAMN22357975 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Bericevo, Slovenia collected in 2019, 1st of 2 pools

PRJNA772045 SAMN22357976 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Bericevo, Slovenia collected in 2019, 2nd of 2 pools

PRJNA772045 SAMN22357977 Sequencing of pooled rRNA-depleted total RNA extracts of asymptomatic tomato plants from Bericevo, Slovenia collected in 2019

PRJNA772045 SAMN22357978 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Bericevo, Slovenia collected in 2019, 1st of 2 pools

PRJNA772045 SAMN22357979 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Bericevo, Slovenia collected in 2019, 2nd of 2 pools

PRJNA772045 SAMN22357980 Sequencing of pooled rRNA-depleted total RNA extracts of asymptomatic tomato plants from Nova Gorica, Slovenia collected in 2019

PRJNA772045 SAMN22357981 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Nova Gorica, Slovenia collected in 2019

PRJNA772045 SAMN22357982 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Nova Gorica, Slovenia collected in 2019

PRJNA772045 SAMN22357983 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Miren-Kostanjevica, Slovenia (Farm 1) collected in 2019

PRJNA772045 SAMN22357984 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Miren-Kostanjevica, Slovenia (Farm 1) collected in 2019

PRJNA772045 SAMN22357985 Sequencing of pooled rRNA-depleted total RNA extracts of asymptomatic tomato plants from Koper, Slovenia (Farm 1) collected in 2019

PRJNA772045 SAMN22357986 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Koper, Slovenia (Farm 1) collected in 2019

PRJNA772045 SAMN22357987 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Koper, Slovenia (Farm 1) collected in 2019

PRJNA772045 SAMN22357988 Sequencing of pooled rRNA-depleted total RNA extracts of asymptomatic tomato plants from Koper, Slovenia (Farm 2) collected in 2019

PRJNA772045 SAMN22357989 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Koper, Slovenia (Farm 2) collected in 2019

PRJNA772045 SAMN22357990 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Koper, Slovenia (Farm 2) collected in 2019

PRJNA772045 SAMN22357991 Sequencing of pooled rRNA depleted total RNA extracts of asymptomatic tomato plants from Piran, Slovenia (Farm 1) collected in 2019, 1st of 2 pools

PRJNA772045 SAMN22357992 Sequencing of pooled rRNA-depleted total RNA extracts of asymptomatic tomato plants from Piran, Slovenia (Farm 1) collected in 2019, 2nd of 2 pools

PRJNA772045 SAMN22357993 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Piran, Slovenia (Farm 1) collected in 2019

PRJNA772045 SAMN22357994 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Piran, Slovenia (Farm 1) collected in 2019

PRJNA772045 SAMN22357995 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Piran, Slovenia (Farm 2) collected in 2019

PRJNA772045 SAMN22357996 Sequencing of pooled rRNA-depleted total RNA extracts of asymptomatic tomato plants from Piran, Slovenia (Farm 2) collected in 2019

PRJNA772045 SAMN22357997 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Piran, Slovenia (Farm 2) collected in 2019

PRJNA772045 SAMN22357998 Sequencing of pooled rRNA-depleted total RNA extracts of asymptomatic tomato plants from Koper, Slovenia (Farm 4) collected in 2019

PRJNA772045 SAMN22357999 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Koper, Slovenia (Farm 4) collected in 2019

PRJNA772045 SAMN22358000 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants  from Koper, Slovenia (Farm 4) collected in 2019

PRJNA772045 SAMN22358001 Sequencing of rRNA-depleted total RNA extracts of Phaseolus vulgaris containing alphendornaviruses used as positive control for HTS, used with 2019 samples, 1st of 2 pools

PRJNA772045 SAMN22358002 Sequencing of rRNA-depleted total RNA extracts of Phaseolus vulgaris containing alphendornaviruses used as positive control for HTS, used with 2019 samples, 2nd of 2 pools

PRJNA772045 SAMN22358003 Sequencing of pooled rRNA-depleted total RNA extracts of asymptomatic tomato plants from Bericevo, Slovenia collected in 2020

PRJNA772045 SAMN22358004 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Bericevo, Slovenia collected in 2020, 1st of 2 pools

PRJNA772045 SAMN22358005 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Bericevo, Slovenia collected in 2020, 2nd of 2 pools

PRJNA772045 SAMN22358006 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Bericevo, Slovenia collected in 2020

PRJNA772045 SAMN22358007 Sequencing of pooled rRNA-depleted total RNA extracts of asymptomatic tomato plants from Piran, Slovenia (Farm 3) collected in 2020

PRJNA772045 SAMN22358008 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Piran, Slovenia (Farm 3) collected in 2020, 1st of 2 pools

PRJNA772045 SAMN22358009 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Piran, Slovenia (Farm 3) collected in 2020, 2nd of 2 pools

PRJNA772045 SAMN22358010 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Piran, Slovenia (Farm 3) collected in 2020

PRJNA772045 SAMN22358011 Sequencing of pooled rRNA-depleted total RNA extracts of asymptomatic tomato plants from Piran, Slovenia (Farm 1) collected in 2020

PRJNA772045 SAMN22358012 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Piran, Slovenia (Farm 1) collected in 2020

PRJNA772045 SAMN22358013 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Piran, Slovenia (Farm 1) collected in 2020

PRJNA772045 SAMN22358014 Sequencing of pooled rRNA-depleted total RNA extracts of asymptomatic tomato plants from Miren-Kostanjevica, Slovenia collected in 2020

PRJNA772045 SAMN22358015 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Miren-Kostanjevica, Slovenia collected in 2020

PRJNA772045 SAMN22358016 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Miren-Kostanjevica, Slovenia collected in 2020

PRJNA772045 SAMN22358017 Sequencing of pooled rRNA-depleted total RNA extracts of asymptomatic tomato plants from Koper, Slovenia (Farm 1) collected in 2020

PRJNA772045 SAMN22358018 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Koper, Slovenia (Farm 1) collected in 2020

PRJNA772045 SAMN22358019 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Koper, Slovenia (Farm 1) collected in 2020, 1st of 2 pools

PRJNA772045 SAMN22358020 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Koper, Slovenia (Farm 1) collected in 2020, 2nd of 2 pools

PRJNA772045 SAMN22358021 Sequencing of pooled rRNA-depleted total RNA extracts of asymptomatic tomato plants from Koper, Slovenia (Farm 3) collected in 2020

PRJNA772045 SAMN22358022 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Koper, Slovenia (Farm 3) collected in 2020, 1st of 2 pools

PRJNA772045 SAMN22358023 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Koper, Slovenia (Farm 3) collected in 2020, 2nd of 2 pools

PRJNA772045 SAMN22358024 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Koper, Slovenia (Farm 3) collected in 2020

PRJNA772045 SAMN22358025 Sequencing of pooled rRNA-depleted total RNA extracts of asymptomatic tomato plants from Koper, Slovenia (Farm 4) collected in 2020

PRJNA772045 SAMN22358026 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Koper, Slovenia (Farm 4) collected in 2020, 1st of 2 pools

PRJNA772045 SAMN22358027 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Koper, Slovenia (Farm 4) collected in 2020, 2nd of 2 pools

PRJNA772045 SAMN22358028 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Koper, Slovenia (Farm 4) collected in 2020

PRJNA772045 SAMN22358029 Sequencing of pooled rRNA-depleted total RNA extracts of asymptomatic tomato plants from Novo Mesto, Slovenia (Farm 2) collected in 2020

PRJNA772045 SAMN22358030 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Novo Mesto, Slovenia (Farm 2) collected in 2020, 1st of 3 pools

PRJNA772045 SAMN22358031 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Novo Mesto, Slovenia (Farm 2) collected in 2020, 2nd of 3 pools

PRJNA772045 SAMN22358032 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Novo Mesto, Slovenia (Farm 2) collected in 2020, 3rd of 3 pools

PRJNA772045 SAMN22358033 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Novo Mesto, Slovenia (Farm 2) collected in 2020

PRJNA772045 SAMN22358034 Sequencing of pooled rRNA-depleted total RNA extracts of asymptomatic tomato plants from Novo Mesto, Slovenia (Farm 1) collected in 2020

PRJNA772045 SAMN22358035 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Novo Mesto, Slovenia (Farm 1) collected in 2020, 1st of 2 pools

PRJNA772045 SAMN22358036 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Novo Mesto, Slovenia (Farm 1) collected in 2020, 2nd of 2 pools

PRJNA772045 SAMN22358037 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Novo Mesto, Slovenia (Farm 1) collected in 2020, 1st of 2 pools

PRJNA772045 SAMN22358038 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Novo Mesto, Slovenia (Farm 1) collected in 2020, 2nd of 2 pools

PRJNA772045 SAMN22358039 Sequencing of pooled rRNA-depleted total RNA extracts of asymptomatic tomato plants from Novo Mesto, Slovenia (Farm 3) collected in 2020

PRJNA772045 SAMN22358040 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Novo Mesto, Slovenia (Farm 3) collected in 2020, 1st of 3 pools

PRJNA772045 SAMN22358041 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Novo Mesto, Slovenia (Farm 3) collected in 2020, 2nd of 3 pools

PRJNA772045 SAMN22358042 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) tomato plants from Novo Mesto, Slovenia (Farm 3) collected in 2020, 3rd of 3 pools

PRJNA772045 SAMN22358043 Sequencing of pooled rRNA-depleted total RNA extracts of symptomatic (virus disease-like) weed plants from Novo Mesto, Slovenia (Farm 3) collected in 2020

PRJNA772045 SAMN22358044 Sequencing of rRNA-depleted total RNA extracts of Phaseolus vulgaris containing alphendornaviruses used as positive control for HTS, used with 2020 samples, 1st of 2 pools

PRJNA772045 SAMN22358045 Sequencing of rRNA-depleted total RNA extracts of Phaseolus vulgaris containing alphendornaviruses used as positive control for HTS, used with 2020 samples, 2nd of 2 pools
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Bioproject 

accession

Biosample 

accession

Library 

strategy

Library 

source

Library 

selection

Library 

layout
Platform

Instrument 

model
Sequencing mode

Sequencing 

lane

PRJNA772045 SAMN22357975 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22357976 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22357977 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22357978 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22357979 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22357980 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22357981 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22357982 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22357983 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22357984 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22357985 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22357986 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22357987 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22357988 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22357989 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22357990 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22357991 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22357992 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22357993 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22357994 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22357995 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22357996 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22357997 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22357998 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22357999 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358000 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358001 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358002 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358003 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358004 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358005 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358006 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358007 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358008 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358009 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358010 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358011 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358012 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358013 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358014 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358015 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358016 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358017 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358018 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358019 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358020 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358021 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358022 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358023 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358024 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358025 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358026 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358027 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358028 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358029 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358030 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358031 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358032 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358033 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358034 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358035 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358036 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358037 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358038 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358039 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358040 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358041 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358042 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2

PRJNA772045 SAMN22358043 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358044 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 1

PRJNA772045 SAMN22358045 RNA-Seq metagenomic cDNA paired Illumina HiSeq 2500 151bp PE reads (rapid run) 2
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Bioproject 

accession

Biosample 

accession
Design description

PRJNA772045 SAMN22357975 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357976 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357977 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357978 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357979 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357980 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357981 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357982 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357983 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357984 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357985 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357986 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357987 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357988 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357989 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357990 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357991 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357992 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357993 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357994 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357995 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357996 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357997 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357998 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22357999 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358000 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358001 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358002 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358003 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358004 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358005 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358006 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358007 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358008 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358009 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358010 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358011 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358012 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358013 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358014 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358015 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358016 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358017 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358018 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358019 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358020 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358021 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358022 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358023 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358024 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358025 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358026 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358027 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358028 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358029 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358030 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358031 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358032 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358033 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358034 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358035 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358036 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358037 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358038 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358039 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358040 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358041 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358042 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358043 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358044 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)

PRJNA772045 SAMN22358045 sequencing of pooled ribosomal-RNA depleted total RNA from plant samples, libraries prepared using TruSeq Stranded Total RNA LT Sample Prep Kit (Plant) (Illumina) (catalog no. 20020610)
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Bioproject 

accession

Biosample 

accession

Reads file 

type
Reference fasta file

Reference 

assembly
File name 1 File name 2

PRJNA772045 SAMN22357975 fastq not applicable, performed de novo assembly unaligned P1-1BER-ST_1.fastq.gz P1-1BER-ST_2.fastq.gz

PRJNA772045 SAMN22357976 fastq not applicable, performed de novo assembly unaligned P1-2BER-ST_1.fastq.gz P1-2BER-ST_2.fastq.gz

PRJNA772045 SAMN22357977 fastq not applicable, performed de novo assembly unaligned P02BER-AT_1.fastq.gz P02BER-AT_2.fastq.gz

PRJNA772045 SAMN22357978 fastq not applicable, performed de novo assembly unaligned P3-1BER-SW_1.fastq.gz P3-1BER-SW_2.fastq.gz

PRJNA772045 SAMN22357979 fastq not applicable, performed de novo assembly unaligned P3-2BER-SW_1.fastq.gz P3-2BER-SW_2.fastq.gz

PRJNA772045 SAMN22357980 fastq not applicable, performed de novo assembly unaligned P04NGO-AT_1.fastq.gz P04NGO-AT_2.fastq.gz

PRJNA772045 SAMN22357981 fastq not applicable, performed de novo assembly unaligned P05NGO-ST_1.fastq.gz P05NGO-ST_2.fastq.gz

PRJNA772045 SAMN22357982 fastq not applicable, performed de novo assembly unaligned P06NGO-SW_1.fastq.gz P06NGO-SW_2.fastq.gz

PRJNA772045 SAMN22357983 fastq not applicable, performed de novo assembly unaligned P07BUK-ST_1.fastq.gz P07BUK-ST_2.fastq.gz

PRJNA772045 SAMN22357984 fastq not applicable, performed de novo assembly unaligned P08BUK-SW_1.fastq.gz P08BUK-SW_2.fastq.gz

PRJNA772045 SAMN22357985 fastq not applicable, performed de novo assembly unaligned P09KOP-AT_1.fastq.gz P09KOP-AT_2.fastq.gz

PRJNA772045 SAMN22357986 fastq not applicable, performed de novo assembly unaligned P10KOP-ST_1.fastq.gz P10KOP-ST_2.fastq.gz

PRJNA772045 SAMN22357987 fastq not applicable, performed de novo assembly unaligned P11KOP-SW_1.fastq.gz P11KOP-SW_2.fastq.gz

PRJNA772045 SAMN22357988 fastq not applicable, performed de novo assembly unaligned P12PAR-AT_1.fastq.gz P12PAR-AT_2.fastq.gz

PRJNA772045 SAMN22357989 fastq not applicable, performed de novo assembly unaligned P13PAR-ST_1.fastq.gz P13PAR-ST_2.fastq.gz

PRJNA772045 SAMN22357990 fastq not applicable, performed de novo assembly unaligned P14PAR-SW_1.fastq.gz P14PAR-SW_2.fastq.gz

PRJNA772045 SAMN22357991 fastq not applicable, performed de novo assembly unaligned P15-1BOL-AT_1.fastq.gz P15-1BOL-AT_2.fastq.gz

PRJNA772045 SAMN22357992 fastq not applicable, performed de novo assembly unaligned P15-2BOL-AT_1.fastq.gz P15-2BOL-AT_2.fastq.gz

PRJNA772045 SAMN22357993 fastq not applicable, performed de novo assembly unaligned P16BOL-ST_1.fastq.gz P16BOL-ST_2.fastq.gz

PRJNA772045 SAMN22357994 fastq not applicable, performed de novo assembly unaligned P17BOL-SW_1.fastq.gz P17BOL-SW_2.fastq.gz

PRJNA772045 SAMN22357995 fastq not applicable, performed de novo assembly unaligned P18POR-ST_1.fastq.gz P18POR-ST_2.fastq.gz

PRJNA772045 SAMN22357996 fastq not applicable, performed de novo assembly unaligned P19POR-AT_1.fastq.gz P19POR-AT_2.fastq.gz

PRJNA772045 SAMN22357997 fastq not applicable, performed de novo assembly unaligned P20POR-SW_1.fastq.gz P20POR-SW_2.fastq.gz

PRJNA772045 SAMN22357998 fastq not applicable, performed de novo assembly unaligned P21KOR-AT_1.fastq.gz P21KOR-AT_2.fastq.gz

PRJNA772045 SAMN22357999 fastq not applicable, performed de novo assembly unaligned P22KOR-ST_1.fastq.gz P22KOR-ST_2.fastq.gz

PRJNA772045 SAMN22358000 fastq not applicable, performed de novo assembly unaligned P23KOR-SW_1.fastq.gz P23KOR-SW_2.fastq.gz

PRJNA772045 SAMN22358001 fastq not applicable, performed de novo assembly unaligned P29Pv-PK2_1.fastq.gz P29Pv-PK2_2.fastq.gz

PRJNA772045 SAMN22358002 fastq not applicable, performed de novo assembly unaligned P30Pv-PK1_1.fastq.gz P30Pv-PK1_2.fastq.gz

PRJNA772045 SAMN22358003 fastq not applicable, performed de novo assembly unaligned P31BER20-AT_1.fastq.gz P31BER20-AT_2.fastq.gz

PRJNA772045 SAMN22358004 fastq not applicable, performed de novo assembly unaligned P41_1BER20-ST_1.fastq.gz P41_1BER20-ST_2.fastq.gz

PRJNA772045 SAMN22358005 fastq not applicable, performed de novo assembly unaligned P41_2BER20-ST_1.fastq.gz P41_2BER20-ST_2.fastq.gz

PRJNA772045 SAMN22358006 fastq not applicable, performed de novo assembly unaligned P42BER20-SW_1.fastq.gz P42BER20-SW_2.fastq.gz

PRJNA772045 SAMN22358007 fastq not applicable, performed de novo assembly unaligned P32STR20-AT_1.fastq.gz P32STR20-AT_2.fastq.gz

PRJNA772045 SAMN22358008 fastq not applicable, performed de novo assembly unaligned P43_1STR20-ST_1.fastq.gz P43_1STR20-ST_2.fastq.gz

PRJNA772045 SAMN22358009 fastq not applicable, performed de novo assembly unaligned P43_2STR20-ST_1.fastq.gz P43_2STR20-ST_2.fastq.gz

PRJNA772045 SAMN22358010 fastq not applicable, performed de novo assembly unaligned P44STR20-SW_1.fastq.gz P44STR20-SW_2.fastq.gz

PRJNA772045 SAMN22358011 fastq not applicable, performed de novo assembly unaligned P33BOL20-AT_1.fastq.gz P33BOL20-AT_2.fastq.gz

PRJNA772045 SAMN22358012 fastq not applicable, performed de novo assembly unaligned P45BOL20-ST_1.fastq.gz P45BOL20-ST_2.fastq.gz

PRJNA772045 SAMN22358013 fastq not applicable, performed de novo assembly unaligned P46BOL20-SW_1.fastq.gz P46BOL20-SW_2.fastq.gz

PRJNA772045 SAMN22358014 fastq not applicable, performed de novo assembly unaligned P34MIR20-AT_1.fastq.gz P34MIR20-AT_2.fastq.gz

PRJNA772045 SAMN22358015 fastq not applicable, performed de novo assembly unaligned P47MIR20-ST_1.fastq.gz P47MIR20-ST_2.fastq.gz

PRJNA772045 SAMN22358016 fastq not applicable, performed de novo assembly unaligned P48MIR20-SW_1.fastq.gz P48MIR20-SW_2.fastq.gz

PRJNA772045 SAMN22358017 fastq not applicable, performed de novo assembly unaligned P35KOP20-AT_1.fastq.gz P35KOP20-AT_2.fastq.gz

PRJNA772045 SAMN22358018 fastq not applicable, performed de novo assembly unaligned P49KOP20-ST_1.fastq.gz P49KOP20-ST_2.fastq.gz

PRJNA772045 SAMN22358019 fastq not applicable, performed de novo assembly unaligned P50_1KOP20-SW_1.fastq.gz P50_1KOP20-SW_2.fastq.gz

PRJNA772045 SAMN22358020 fastq not applicable, performed de novo assembly unaligned P50_2KOP20-SW_1.fastq.gz P50_2KOP20-SW_2.fastq.gz

PRJNA772045 SAMN22358021 fastq not applicable, performed de novo assembly unaligned P36SKO20-AT_1.fastq.gz P36SKO20-AT_2.fastq.gz

PRJNA772045 SAMN22358022 fastq not applicable, performed de novo assembly unaligned P51_1SKO20-ST_1.fastq.gz P51_1SKO20-ST_2.fastq.gz

PRJNA772045 SAMN22358023 fastq not applicable, performed de novo assembly unaligned P51_2SKO20-ST_1.fastq.gz P51_2SKO20-ST_2.fastq.gz

PRJNA772045 SAMN22358024 fastq not applicable, performed de novo assembly unaligned P52SKO20-SW_1.fastq.gz P52SKO20-SW_2.fastq.gz

PRJNA772045 SAMN22358025 fastq not applicable, performed de novo assembly unaligned P37KOR20-AT_1.fastq.gz P37KOR20-AT_2.fastq.gz

PRJNA772045 SAMN22358026 fastq not applicable, performed de novo assembly unaligned P53_1KOR20-ST_1.fastq.gz P53_1KOR20-ST_2.fastq.gz

PRJNA772045 SAMN22358027 fastq not applicable, performed de novo assembly unaligned P53_2KOR20-ST_1.fastq.gz P53_2KOR20-ST_2.fastq.gz

PRJNA772045 SAMN22358028 fastq not applicable, performed de novo assembly unaligned P54KOR20-SW_1.fastq.gz P54KOR20-SW_2.fastq.gz

PRJNA772045 SAMN22358029 fastq not applicable, performed de novo assembly unaligned P38PLE20-AT_1.fastq.gz P38PLE20-AT_2.fastq.gz

PRJNA772045 SAMN22358030 fastq not applicable, performed de novo assembly unaligned P55_1PLE20-ST_1.fastq.gz P55_1PLE20-ST_2.fastq.gz

PRJNA772045 SAMN22358031 fastq not applicable, performed de novo assembly unaligned P55_2PLE20-ST_1.fastq.gz P55_2PLE20-ST_2.fastq.gz

PRJNA772045 SAMN22358032 fastq not applicable, performed de novo assembly unaligned P55_3PLE20-ST_1.fastq.gz P55_3PLE20-ST_2.fastq.gz

PRJNA772045 SAMN22358033 fastq not applicable, performed de novo assembly unaligned P56PLE20-SW_1.fastq.gz P56PLE20-SW_2.fastq.gz

PRJNA772045 SAMN22358034 fastq not applicable, performed de novo assembly unaligned P39JUR20-AT_1.fastq.gz P39JUR20-AT_2.fastq.gz

PRJNA772045 SAMN22358035 fastq not applicable, performed de novo assembly unaligned P57_1JUR20-ST_1.fastq.gz P57_1JUR20-ST_2.fastq.gz

PRJNA772045 SAMN22358036 fastq not applicable, performed de novo assembly unaligned P57_2JUR20-ST_1.fastq.gz P57_2JUR20-ST_2.fastq.gz

PRJNA772045 SAMN22358037 fastq not applicable, performed de novo assembly unaligned P58_1JUR20-SW_1.fastq.gz P58_1JUR20-SW_2.fastq.gz

PRJNA772045 SAMN22358038 fastq not applicable, performed de novo assembly unaligned P58_2JUR20-SW_1.fastq.gz P58_2JUR20-SW_2.fastq.gz

PRJNA772045 SAMN22358039 fastq not applicable, performed de novo assembly unaligned P40TUR20-AT_1.fastq.gz P40TUR20-AT_2.fastq.gz

PRJNA772045 SAMN22358040 fastq not applicable, performed de novo assembly unaligned P59_1TUR20-ST_1.fastq.gz P59_1TUR20-ST_2.fastq.gz

PRJNA772045 SAMN22358041 fastq not applicable, performed de novo assembly unaligned P59_2TUR20-ST_1.fastq.gz P59_2TUR20-ST_2.fastq.gz

PRJNA772045 SAMN22358042 fastq not applicable, performed de novo assembly unaligned P59_3TUR20-ST_1.fastq.gz P59_3TUR20-ST_2.fastq.gz

PRJNA772045 SAMN22358043 fastq not applicable, performed de novo assembly unaligned P60TUR20-SW_1.fastq.gz P60TUR20-SW_2.fastq.gz

PRJNA772045 SAMN22358044 fastq not applicable, performed de novo assembly unaligned P61Pv-PK1_1.fastq.gz P61Pv-PK1_2.fastq.gz

PRJNA772045 SAMN22358045 fastq not applicable, performed de novo assembly unaligned P62Pv-PK2_1.fastq.gz P62Pv-PK2_2.fastq.gz
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Supplementary Table 3. (continued columns). 

 

  

Bioproject 

accession

Biosample 

accession

Total 

bases
Raw read count

GC 

(%)

AT 

(%)

Q20 

(%)

Read count 

after trimming 

and quality 

filtering

Percent of 

raw reads 

discarded

Number of quality 

controlled trimmed 

reads maped to viral 

RefSeq

Percent of of quality 

controlled trimmed 

reads maped to viral 

RefSeq

PRJNA772045 SAMN22357975 3.04E+09 20,102,250       42.59 57.41 98.78 15,977,126     20.52% 15,190,113               95.07%

PRJNA772045 SAMN22357976 2.94E+09 19,464,840       42.30 57.70 98.94 15,212,226     21.85% 14,871,276               97.76%

PRJNA772045 SAMN22357977 3.72E+08 2,464,402         46.87 53.13 98.97 2,105,618       14.56% 88,243                      4.19%

PRJNA772045 SAMN22357978 1.87E+09 12,381,000       44.65 55.35 99.17 9,900,018       20.04% 1,665,639                 16.82%

PRJNA772045 SAMN22357979 1.69E+09 11,159,762       43.85 56.15 99.22 8,690,108       22.13% 1,463,922                 16.85%

PRJNA772045 SAMN22357980 1.38E+09 9,119,326         45.57 54.43 99.27 7,633,846       16.29% 413,643                    5.42%

PRJNA772045 SAMN22357981 2.27E+09 15,007,272       45.35 54.65 98.77 9,562,864       36.28% 735,952                    7.70%

PRJNA772045 SAMN22357982 1.63E+09 10,780,132       45.06 54.94 99.32 8,391,776       22.16% 1,479,569                 17.63%

PRJNA772045 SAMN22357983 2.68E+09 17,725,416       45.33 54.67 98.53 11,930,282     32.69% 1,306,853                 10.95%

PRJNA772045 SAMN22357984 1.66E+09 11,025,476       43.72 56.28 99.30 8,382,226       23.97% 1,854,829                 22.13%

PRJNA772045 SAMN22357985 1.30E+09 8,613,896         44.77 55.23 99.22 6,887,490       20.04% 946,461                    13.74%

PRJNA772045 SAMN22357986 2.45E+09 16,252,934       46.40 53.60 98.63 10,534,437     35.18% 957,098                    9.09%

PRJNA772045 SAMN22357987 1.46E+09 9,680,920         46.72 53.28 98.99 6,008,882       37.93% 235,268                    3.92%

PRJNA772045 SAMN22357988 1.28E+09 8,450,008         45.32 54.68 99.21 6,805,972       19.46% 459,399                    6.75%

PRJNA772045 SAMN22357989 2.55E+09 16,889,714       46.36 53.64 98.53 12,495,608     26.02% 638,755                    5.11%

PRJNA772045 SAMN22357990 1.54E+09 10,230,502       46.17 53.83 98.82 6,281,082       38.60% 839,391                    13.36%

PRJNA772045 SAMN22357991 1.75E+09 11,620,952       44.98 55.02 99.25 10,129,310     12.84% 812,775                    8.02%

PRJNA772045 SAMN22357992 1.46E+09 9,644,616         45.03 54.97 99.25 8,130,829       15.70% 661,456                    8.14%

PRJNA772045 SAMN22357993 3.22E+09 21,346,990       53.86 46.14 98.73 19,029,420     10.86% 38,813                      0.20%

PRJNA772045 SAMN22357994 1.87E+09 12,362,218       46.72 53.28 99.13 9,230,820       25.33% 2,616,894                 28.35%

PRJNA772045 SAMN22357995 2.18E+09 14,457,408       45.51 54.49 98.94 11,849,598     18.04% 720,097                    6.08%

PRJNA772045 SAMN22357996 1.56E+09 10,325,900       45.22 54.78 99.23 6,743,412       34.69% 862,219                    12.79%

PRJNA772045 SAMN22357997 1.72E+09 11,402,876       44.92 55.08 99.15 8,804,048       22.79% 2,109,755                 23.96%

PRJNA772045 SAMN22357998 1.29E+09 8,575,304         45.68 54.32 99.03 5,762,644       32.80% 539,687                    9.37%

PRJNA772045 SAMN22357999 3.15E+09 20,858,416       45.32 54.68 98.71 15,532,178     25.54% 1,343,190                 8.65%

PRJNA772045 SAMN22358000 1.63E+09 10,799,652       43.75 56.25 99.21 8,802,666       18.49% 1,065,551                 12.10%

PRJNA772045 SAMN22358001 2.82E+09 18,705,362       44.45 55.55 98.76 13,173,086     29.58% – –

PRJNA772045 SAMN22358002 1.69E+09 11,206,262       43.14 56.86 99.17 8,937,238       20.25% – –

PRJNA772045 SAMN22358003 2.22E+09 14,710,016       52.72 47.28 98.35 11,591,060     21.20% 2,614                       0.02%

PRJNA772045 SAMN22358004 2.06E+09 15,512,122       43.25 56.75 98.67 13,482,850     13.08% 10,650,072               78.99%

PRJNA772045 SAMN22358005 2.38E+09 15,198,860       43.73 56.27 98.66 12,605,232     17.06% 12,233,889               97.05%

PRJNA772045 SAMN22358006 1.96E+09 12,903,738       44.14 55.86 98.53 9,330,024       27.70% 2,264,788                 24.27%

PRJNA772045 SAMN22358007 1.90E+09 13,627,148       44.55 55.45 98.56 10,654,336     21.82% 688,577                    6.46%

PRJNA772045 SAMN22358008 2.12E+09 15,368,822       44.32 55.68 98.60 12,247,590     20.31% 1,518,641                 12.40%

PRJNA772045 SAMN22358009 2.04E+09 14,400,494       48.17 51.83 98.56 10,199,050     29.18% 2,157,818                 21.16%

PRJNA772045 SAMN22358010 2.22E+09 13,915,426       45.01 54.99 98.52 9,208,088       33.83% 5,624,799                 61.09%

PRJNA772045 SAMN22358011 2.02E+09 15,757,392       45.81 54.19 98.52 10,643,628     32.45% 7,214                       0.07%

PRJNA772045 SAMN22358012 1.95E+09 16,431,398       45.77 54.23 97.93 11,343,340     30.97% 14,280                      0.13%

PRJNA772045 SAMN22358013 2.34E+09 15,250,878       45.97 54.03 98.84 11,057,510     27.50% 842,507                    7.62%

PRJNA772045 SAMN22358014 2.30E+09 13,004,858       42.02 57.98 99.03 8,521,224       34.48% 8,487                       0.10%

PRJNA772045 SAMN22358015 1.95E+09 16,085,054       43.32 56.68 98.70 11,166,850     30.58% 542,742                    4.86%

PRJNA772045 SAMN22358016 2.32E+09 13,027,650       44.42 55.58 98.73 10,032,414     22.99% 582,197                    5.80%

PRJNA772045 SAMN22358017 2.17E+09 12,585,524       43.67 56.33 98.68 8,683,570       31.00% 6,588                       0.08%

PRJNA772045 SAMN22358018 2.10E+09 16,674,042       46.14 53.86 98.50 12,472,146     25.20% 10,826                      0.09%

PRJNA772045 SAMN22358019 2.48E+09 14,483,294       43.87 56.13 98.76 11,986,114     17.24% 891,977                    7.44%

PRJNA772045 SAMN22358020 2.30E+09 12,677,400       45.21 54.79 98.56 11,228,498     11.43% 1,089,349                 9.70%

PRJNA772045 SAMN22358021 2.43E+09 14,026,498       43.54 56.46 98.72 10,809,798     22.93% 2,388,235                 22.09%

PRJNA772045 SAMN22358022 1.97E+09 16,989,660       43.70 56.30 98.55 13,648,750     19.66% 5,099,363                 37.36%

PRJNA772045 SAMN22358023 2.52E+09 14,808,998       43.64 56.36 98.77 13,009,292     12.15% 5,759,297                 44.27%

PRJNA772045 SAMN22358024 2.19E+09 13,300,190       42.13 57.87 98.70 10,782,856     18.93% 1,147,132                 10.64%

PRJNA772045 SAMN22358025 1.91E+09 13,514,762       42.56 57.44 98.54 11,681,046     13.57% 1,888,233                 16.16%

PRJNA772045 SAMN22358026 2.57E+09 14,444,148       44.95 55.05 98.63 12,026,412     16.74% 4,184,115                 34.79%

PRJNA772045 SAMN22358027 2.24E+09 12,656,150       45.03 54.97 98.91 10,184,462     19.53% 2,323,947                 22.82%

PRJNA772045 SAMN22358028 2.01E+09 14,453,848       43.07 56.93 98.36 11,300,292     21.82% 773,240                    6.84%

PRJNA772045 SAMN22358029 2.18E+09 14,670,230       44.88 55.12 98.96 13,060,682     10.97% 4,761,511                 36.46%

PRJNA772045 SAMN22358030 1.91E+09 8,036,376         44.97 55.03 98.82 5,987,696       25.49% 4,786,888                 79.95%

PRJNA772045 SAMN22358031 2.18E+09 14,514,018       43.64 56.36 98.62 11,308,760     22.08% 1,040,705                 9.20%

PRJNA772045 SAMN22358032 1.21E+09 14,373,190       47.06 52.94 98.83 10,696,138     25.58% 3,353,345                 31.35%

PRJNA772045 SAMN22358033 2.19E+09 12,265,628       44.04 55.96 98.82 8,915,664       27.31% 578,927                    6.49%

PRJNA772045 SAMN22358034 2.17E+09 13,409,018       43.40 56.60 98.58 10,613,368     20.85% 25,952                      0.24%

PRJNA772045 SAMN22358035 1.85E+09 13,259,254       44.13 55.87 98.32 10,291,950     22.38% 9,045,568                 87.89%

PRJNA772045 SAMN22358036 2.00E+09 16,262,482       41.84 58.16 98.69 13,544,006     16.72% 12,595,303               93.00%

PRJNA772045 SAMN22358037 2.46E+09 13,097,708       41.79 58.21 98.86 8,550,548       34.72% 898,743                    10.51%

PRJNA772045 SAMN22358038 1.98E+09 12,735,572       44.44 55.56 98.54 8,875,980       30.31% 550,638                    6.20%

PRJNA772045 SAMN22358039 1.92E+09 12,894,422       43.65 56.35 98.37 9,177,962       28.82% 14,550                      0.16%

PRJNA772045 SAMN22358040 1.95E+09 12,930,854       43.44 56.56 98.80 10,895,156     15.74% 2,556,525                 23.46%

PRJNA772045 SAMN22358041 2.04E+09 13,477,350       43.66 56.34 98.89 11,528,892     14.46% 1,405,336                 12.19%

PRJNA772045 SAMN22358042 2.49E+09 16,493,456       43.58 56.42 98.90 13,843,698     16.07% 2,360,297                 17.05%

PRJNA772045 SAMN22358043 1.99E+09 13,205,156       42.87 57.13 98.31 9,668,272       26.78% 1,215,215                 12.57%

PRJNA772045 SAMN22358044 2.19E+09 14,535,248       42.83 57.17 98.69 12,181,720     16.19% – –

PRJNA772045 SAMN22358045 1.69E+09 11,163,702       42.44 57.56 98.85 8,624,394       22.75% – –
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Supplementary Table 4. List summarizing all viruses detected in the composite samples.  
 
Note: Only viruses with (near) complete or partial genomes, less than 20 kb were 
considered, because known plant viruses do not have genomes larger than 20 kb. Virus 
identification is based on percent genome / nucleotide similarity to known species and 
applicable demarcation criteria set by ICTV, as of 31st October 2021. Virus taxa and 
species names are based on the ICTV Master Species List (MSL) #36. In the table matrix, 
HTS-based detections are marked as  A  - detection with full genome,  B  - detection with 
partial genome, or  C  - probable sequencing cross-talk, contamination or low titer detection 
with a very small fraction of reads mapped to reference genome (<0.00001%). 
 
(see next page) 
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Sampling location ID →

Number of plants in the composite sample → 6 6 10 6 7 5 3 5 9 4 5 5 4 10 4 4 6 5 8 7 5 5 3 8 7 5 5 7 5 10 5 8 8 10 5 8 11 4 9 7 4 8 6 5

Number of viruses detected (<20 kb genome only) → 3 4 2 5 4 3 3 4 9 4 1 6 8 11 5 1 1 1 3 10 8 3 10 3 5 5 1 4 3 2 3 5 6 3 2 3 9 2 3 5 3 2 13 9

Order Family Genus Virus name (or tentative name for new species)

SRA accession 

number →
___________________________________________

Unique virus 
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Bunyavirales Tospoviridae Orthotospovirus tomato spotted wilt orthotospovirus TSWV C

Bunyavirales Tospoviridae Orthotospovirus Mercurialis orthotospovirus 1 MerV1 A A A A

Bunyavirales unclassified unclassified tomato associated bunya-like virus 1 TaBLV1 A

Bunyavirales Fimoviridae Emaravirus Artemesia fimovirus 1 ArtV1 A

Durnavirales Amalgaviridae Amalgavirus southern tomato virus STV B B A A B A B A B B B A A A A C A A B A A A A

Durnavirales Partitiviridae Deltapartitivirus plant associated deltapartitivirus 1 PaDPV1 A

Durnavirales Partitiviridae Deltapartitivirus plant associated deltapartitivirus 2 PaDPV2 B A

Durnavirales Partitiviridae Deltapartitivirus plant associated deltapartitivirus 3 PaDPV3

Durnavirales Partitiviridae Deltapartitivirus plant associated deltapartitivirus 4 PaDPV4

Durnavirales Partitiviridae Deltapartitivirus plant associated deltapartitivirus 5 PaDPV5 A A

Durnavirales Partitiviridae Deltapartitivirus plant associated deltapartitivirus 6 PaDPV6

Durnavirales Partitiviridae Gammapartitivirus Eysiphe necator associated partitivirus 2 EnaPV2 A

Geplafuvirales Geminiviridae unclassified Calystegia geminivirus 1, partial genome CGV1 C B

Ghabrivirales Totiviridae unclassified Erysiphales associated totivirus 24 EaTV24 A

Ghabrivirales Totiviridae unclassified Koper totivirus 1 KTV1 A

Ghabrivirales Totiviridae unclassified Koper totivirus 2 KTV2 A

Ghabrivirales Totiviridae unclassified Koper totivirus 3 KTV3 A

Martellivirales Bromoviridae Cucumovirus cucumber mosaic virus CMV A A C

Martellivirales Bromoviridae Cucumovirus peanut stunt virus PSV A

Martellivirales Bromoviridae Cucumovirus tomato aspermy virus TAV

Martellivirales Bromoviridae Ilarvirus Solanum nigrum ilarvirus 1 SnIV1 C C B

Martellivirales Bromoviridae Ilarvirus tomato ilarvirus 1 TIV1 A

Martellivirales Bromoviridae Ilarvirus Prunus virus I PrVI A

Martellivirales Closteroviridae Closterovirus beet yellows virus BYV

Martellivirales Closteroviridae Closterovirus plant associated closterovirus 1 PaClV1 A

Martellivirales Closteroviridae Closterovirus plant associated closterovirus 2 PaClV2 A

Martellivirales Closteroviridae Crinivirus plant associated crinivirus 1 PaCrV1 A

Martellivirales Endornaviridae Alphaendornavirus tomato associated alphaendornavirus 1 TaAEV1 A

Martellivirales Endornaviridae Alphaendornavirus plant associated alphaendornavirus 1 PaAEV1 A

Martellivirales Kitaviridae Blunervirus tomato fruit blotch virus ToFBV A A

Martellivirales Virgaviridae Tobamovirus tomato mosaic virus ToMV A A A A A C B B A C A A A C C C C

Martellivirales unclassified unclassified plant associated tobamo-like virus 1 PaTLV1 A C C C C C

Martellivirales Virgaviridae Tobamovirus Plantago tobamovirus 1 PTV1 C A

Mononegavirales Lispivirdae unclassified Leveillula taurica associated rhabdo-like virus 1 LtaRLV1 C C A B C C C C C

Mononegavirales Rhabdoviridae Alphanucleorhabdovirus eggplant mottled dwarf virus EMDV A

Mononegavirales Rhabdoviridae Alphanucleorhabdovirus Physostegia chlorotic mottle virus PhCMoV A

Mononegavirales Rhabdoviridae Betanucleorhabdovirus tomato betanucleorhabdovirus 1 TBRV1 A

Mononegavirales Rhabdoviridae Cytorhabdovirus Pastinaca cytorhabdovirus 1 PaCRV1 A

Mononegavirales Rhabdoviridae Betanucleorhabdovirus tomato betanucleorhabdovirus 2 TBRV2 A A

Mononegavirales Rhabdoviridae Betanucleorhabdovirus Picris betanucleorhabdovirus 1 PBRV1 A

Mononegavirales Rhabdoviridae Cytorhabdovirus Cirsium cytorhabdovirus 1 CCRV1

Mononegavirales Rhabdoviridae Betanucleorhabdovirus Taraxacum betanucleorhabdovirus 1 TBRV1

Mononegavirales Rhabdoviridae Cytorhabdovirus Picris cytorhabdovirus 1 PiCRV1 A

Mononegavirales Rhabdoviridae Cytorhabdovirus Taraxacum cytorhabdovirus 1 TCRV1

Mononegavirales Rhabdoviridae Alphanucleorhabdovirus tomato alphanucleorhabdovirus 1 TARV1 A

Ortervirales Caulimoviridae Caulimovirus plant associated caulimovirus 1 PaCaV1  A

Ortervirales Caulimoviridae Soymovirus plant associated soymovirus 1 PaSoV1  C C A

Patatavirales Potyviridae Potyvirus potato virus Y PVY A A A A A A A A

Patatavirales Potyviridae Potyvirus carrot thin leaf virus CTLV A A

Patatavirales Potyviridae Potyvirus lettuce mosaic virus LMV A

Patatavirales Potyviridae Potyvirus Henbane mosaic virus HMV

Patatavirales Potyviridae Potyvirus watermelon mosaic virus WMV A

Patatavirales Potyviridae Macluravirus broad-leafed dock virus A BLDVA

Patatavirales Potyviridae Potyvirus Plantago potyvirus 1 PlaPV1 A

Patatavirales Potyviridae Potyvirus Rumex potyvirus 1 RumPV1

Patatavirales Potyviridae Macluravirus Mentha macluravirus 1 MenMV1

Patatavirales Potyviridae Macluravirus broad-leafed dock virus A, divergent strain BLDVA-divergent

Picornavirales Dicistroviridae unclassified Novo Mesto dicistrovirus 1 NMDV1

Picornavirales Dicistroviridae unclassified Novo Mesto dicistrovirus 2 NMDV2

Picornavirales Dicistroviridae unclassified Ljubljana dicistrovirus 1 LDV1 C A C C

Picornavirales Iflaviridae Iflavirus tomato matilda virus TMaV B B B C C B B A A A A B C A A C

Picornavirales Iflaviridae Iflavirus La Jolla virus LJV A

Picornavirales Iflaviridae unclassified Novo Mesto iflavirus 1 NMIV1

Picornavirales Picornaviridae unclassified Aphis glycines virus 1 AGV1 C A C

Picornavirales Picornaviridae unclassified Hubei picorna-like virus 36 HuPiLV36

Picornavirales Secoviridae Fabavirus broad bean wilt virus 1 BBWV1 A A A

Picornavirales Secoviridae Waikavirus plant associated waikavirus 1 PaWV1 A

Picornavirales Secoviridae Waikavirus plant associated waikavirus 2 PaWV2

Picornavirales Secoviridae Sequivirus plant associated sequivirus 1 PaSV1

Picornavirales Secoviridae Sequivirus plant associated sequivirus 2 PaSV2

Picornavirales Secoviridae Sequivirus plant associated sequivirus 3 PaSV3

Serpentovirales Aspiviridae Ophiovirus Ranunculus white mottle ophiovirus RWMV A A A A

Sobelivirales Solemoviridae Polerovirus Hubei polero-like virus 2 HuPLV2 A A

Sobelivirales Solemoviridae Polerovirus barley virus G BVG A

Sobelivirales Solemoviridae Polerovirus plant associated polerovirus 1 PaPoV1 A A

Sobelivirales Solemoviridae Polerovirus plant associated polerovirus 2 PaPoV2 A

Sobelivirales Solemoviridae Polerovirus plant associated polerovirus 3 PaPoV3 A

Tolivirales Tombusviridae Alphanecrovirus olive latent virus 1 OLV1 B B B B B A B B C C C B A

Tolivirales Tombusviridae Alphanecrovirus olive mild mosaic virus, partial genome OMMV B B

Tolivirales Tombusviridae Alphanecrovirus tobacco necrosis virus A TNVA B B A B

Tolivirales Tombusviridae Alphanecrovirus tomato bushy stunt virus TBSV A A C

Tolivirales Tombusviridae Luteovirus soybean dwarf virus SbDV A

Tolivirales Tombusviridae Umbravirus Pastinaca umbravirus 1 PasUV1 A

Tolivirales Tombusviridae Umbravirus Picris umbravirus 1 PicUV1 A A

Tolivirales Tombusviridae Aureusvirus Convolvulus aureusvirus 1 ConAV1 A

Tolivirales Tombusviridae Pelarspovirus Calystegia pelarspovirus 1 CalPV1 A

Tolivirales Tombusviridae Alphacarmovirus Cichorium alphacarmovirus 1 CicAV1 A A

Tymovirales Alphaflexiviridae Potexvirus white clover mosaic virus, near complete WCMV

Tymovirales Alphaflexiviridae Potexvirus Pastinaca potexvirus 1 PasPV1 A

Tymovirales Betaflexiviridae Carlavirus potato virus M PVM A

Tymovirales Betaflexiviridae Carlavirus potato virus S PVS A A

Tymovirales Betaflexiviridae Vitivirus tomato vitivirus 1 TomV1

unclassified unclassified Albetovirus tomato albetovirus 1 TomAV1 C C A C

unclassified unclassified unclassified Taraxacum viroid-like circular RNA 1 TVCR1

unclassified unclassified unclassified plant associated viroid-like circular RNA 1 PaVCR1 A

unclassified unclassified unclassified plant associated viroid-like circular RNA 2 PaVCR2 A

unclassified unclassified unclassified plant associated viroid-like circular RNA 3 PaVCR3 A

unclassified unclassified unclassified plant associated viroid-like circular RNA 4 PaVCR4

unclassified unclassified satellite RNAs plant tombusvirus-like associated RNA 1 PTaR1 A

unclassified unclassified satellite RNAs plant tombusvirus-like associated RNA 2 PTaR2 A

unclassified unclassified satellite RNAs plant tombusvirus-like associated RNA 3 PTaR3

unclassified unclassified satellite RNAs Cymbidium ringspot virus satellite RNA CymRSV-satRNA A

unclassified unclassified satellite RNAs tomato bushy stunt virus satellite RNA C TBSV-satRNA-C A

unclassified unclassified satellite RNAs tomato bushy stunt virus satellite B10 TBSV-satRNA-B10 B

unclassified unclassified satellite RNAs tomato bushy stunt virus satellite RNA L TBSV-satRNA-L B

Realm Riboviria unclassified unclassified Erysiphe necator ourmia-like virus 82 EnOLV82 B A

Realm Riboviria unclassified unclassified plant associated botourmia-like virus 1 PaBLV1 C A

Realm Riboviria unclassified unclassified plant associated botourmia-like virus 2 PaBLV2 A

Realm Riboviria unclassified unclassified Plasmopara viticola lesion associated monoambiguivirus 1 PvLAMV1 A

Realm Riboviria unclassified unclassified Leveillula taurica associated noda-like virus 1 LtaNLV1 B B A A A A A

Realm Riboviria unclassified unclassified Koper noda-like virus 1 KNLV1 A A

Realm Riboviria unclassified unclassified Koper noda-like virus 2 KNLV2 A

Realm Riboviria unclassified unclassified Koper noda-like virus 3 KNLV3 A

Realm Riboviria unclassified unclassified Koper noda-like virus 4 KNLV4 A

Realm Riboviria unclassified unclassified Koper picorna-like virus 1 KPLV1 A

Realm Riboviria unclassified unclassified Novo Mesto picornavirus 1 NMPV1

Realm Riboviria unclassified unclassified tomato associated partiti-like virus 1 TaPLV1 B A

Realm Riboviria unclassified unclassified tomato associated tombus-like virus 1 TaTLV1 C C C A A

Realm Riboviria unclassified unclassified Erysiphe necator associated ambiguivirus 2 EnaAV2 A C C B A C C C C C C B

Realm Riboviria unclassified unclassified plant associated tombus-like virus 1 PaTLV1 A

Realm Riboviria unclassified unclassified plant associated tombus-like virus 2 PaTLV2 C C A

Realm Riboviria unclassified unclassified Sanxia tombus-like virus 7 STLV7 A

Realm Riboviria unclassified unclassified Erysiphe necator associated ssRNA virus 9 EnaSRV9 C A A C C A

Realm Riboviria unclassified unclassified plant associated virga-like virus 1 PaVLV1 C C A B A C C B

Realm Riboviria unclassified unclassified plant associated virga-like virus 2 PaVLV2 A A

Realm Riboviria unclassified unclassified tomato associated virga-like virus 1 TaVLV1 A

BUK19 KOP19 PAR19 POR19 MIR20BER19 BOL19NGO19 KOR19 BER20 STR20 BOL20 KOP20
Note: Virus names in yellow highlight are novel species, in red font are 
probable insect or fungal viral species, in green font are virus-like associated 
RNAs, satellite RNAs, putative viroids and viruses under Realm Riboviria; in 
blue font are viruses with unconfirmed weed host(s).
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Supplementary Table 4. (continued columns). 

 

  

Sampling location ID → Total

Number of plants in the composite sample → 5 5 6 10 5 7 7 9 5 7 6 7 10 5 8 7 6 5 5 9 8 7 10 436 plant samples

Number of viruses detected (<20 kb genome only) → 4 6 7 5 5 5 5 12 4 3 6 4 6 3 2 3 5 5 4 5 4 4 7 314 virus genomes (all isolates, full or partial)

Order Family Genus Virus name (or tentative name for new species)

SRA accession 

number →
___________________________________________

Unique virus 
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77 Number 

of 

isolates 
(full or partial 

genome)

Bunyavirales Tospoviridae Orthotospovirus tomato spotted wilt orthotospovirus TSWV A A A A A A 6

Bunyavirales Tospoviridae Orthotospovirus Mercurialis orthotospovirus 1 MerV1 4

Bunyavirales unclassified unclassified tomato associated bunya-like virus 1 TaBLV1 1

Bunyavirales Fimoviridae Emaravirus Artemesia fimovirus 1 ArtV1 1

Durnavirales Amalgaviridae Amalgavirus southern tomato virus STV A A A A A A A A B A A A 34

Durnavirales Partitiviridae Deltapartitivirus plant associated deltapartitivirus 1 PaDPV1 1

Durnavirales Partitiviridae Deltapartitivirus plant associated deltapartitivirus 2 PaDPV2 2

Durnavirales Partitiviridae Deltapartitivirus plant associated deltapartitivirus 3 PaDPV3 A 1

Durnavirales Partitiviridae Deltapartitivirus plant associated deltapartitivirus 4 PaDPV4 A 1

Durnavirales Partitiviridae Deltapartitivirus plant associated deltapartitivirus 5 PaDPV5 2

Durnavirales Partitiviridae Deltapartitivirus plant associated deltapartitivirus 6 PaDPV6 A 1

Durnavirales Partitiviridae Gammapartitivirus Eysiphe necator associated partitivirus 2 EnaPV2 1

Geplafuvirales Geminiviridae unclassified Calystegia geminivirus 1, partial genome CGV1 1

Ghabrivirales Totiviridae unclassified Erysiphales associated totivirus 24 EaTV24 1

Ghabrivirales Totiviridae unclassified Koper totivirus 1 KTV1 1

Ghabrivirales Totiviridae unclassified Koper totivirus 2 KTV2 1

Ghabrivirales Totiviridae unclassified Koper totivirus 3 KTV3 1

Martellivirales Bromoviridae Cucumovirus cucumber mosaic virus CMV A A A A A A C A 9

Martellivirales Bromoviridae Cucumovirus peanut stunt virus PSV 1

Martellivirales Bromoviridae Cucumovirus tomato aspermy virus TAV A 1

Martellivirales Bromoviridae Ilarvirus Solanum nigrum ilarvirus 1 SnIV1 A 2

Martellivirales Bromoviridae Ilarvirus tomato ilarvirus 1 TIV1 1

Martellivirales Bromoviridae Ilarvirus Prunus virus I PrVI 1

Martellivirales Closteroviridae Closterovirus beet yellows virus BYV A 1

Martellivirales Closteroviridae Closterovirus plant associated closterovirus 1 PaClV1 1

Martellivirales Closteroviridae Closterovirus plant associated closterovirus 2 PaClV2 1

Martellivirales Closteroviridae Crinivirus plant associated crinivirus 1 PaCrV1 1

Martellivirales Endornaviridae Alphaendornavirus tomato associated alphaendornavirus 1 TaAEV1 1

Martellivirales Endornaviridae Alphaendornavirus plant associated alphaendornavirus 1 PaAEV1 A 2

Martellivirales Kitaviridae Blunervirus tomato fruit blotch virus ToFBV 2

Martellivirales Virgaviridae Tobamovirus tomato mosaic virus ToMV A A A A A A B A A 20

Martellivirales unclassified unclassified plant associated tobamo-like virus 1 PaTLV1 A A A 4

Martellivirales Virgaviridae Tobamovirus Plantago tobamovirus 1 PTV1 1

Mononegavirales Lispivirdae unclassified Leveillula taurica associated rhabdo-like virus 1 LtaRLV1 C C 2

Mononegavirales Rhabdoviridae Alphanucleorhabdovirus eggplant mottled dwarf virus EMDV 1

Mononegavirales Rhabdoviridae Alphanucleorhabdovirus Physostegia chlorotic mottle virus PhCMoV A A A 4

Mononegavirales Rhabdoviridae Betanucleorhabdovirus tomato betanucleorhabdovirus 1 TBRV1 1

Mononegavirales Rhabdoviridae Cytorhabdovirus Pastinaca cytorhabdovirus 1 PaCRV1 1

Mononegavirales Rhabdoviridae Betanucleorhabdovirus tomato betanucleorhabdovirus 2 TBRV2 A A A 5

Mononegavirales Rhabdoviridae Betanucleorhabdovirus Picris betanucleorhabdovirus 1 PBRV1 A 2

Mononegavirales Rhabdoviridae Cytorhabdovirus Cirsium cytorhabdovirus 1 CCRV1 A 1

Mononegavirales Rhabdoviridae Betanucleorhabdovirus Taraxacum betanucleorhabdovirus 1 TBRV1 A A 2

Mononegavirales Rhabdoviridae Cytorhabdovirus Picris cytorhabdovirus 1 PiCRV1 1

Mononegavirales Rhabdoviridae Cytorhabdovirus Taraxacum cytorhabdovirus 1 TCRV1 A 1

Mononegavirales Rhabdoviridae Alphanucleorhabdovirus tomato alphanucleorhabdovirus 1 TARV1 1

Ortervirales Caulimoviridae Caulimovirus plant associated caulimovirus 1 PaCaV1 1

Ortervirales Caulimoviridae Soymovirus plant associated soymovirus 1 PaSoV1 1

Patatavirales Potyviridae Potyvirus potato virus Y PVY A A A A A A A A A A A A A A A 23

Patatavirales Potyviridae Potyvirus carrot thin leaf virus CTLV A 3

Patatavirales Potyviridae Potyvirus lettuce mosaic virus LMV A 2

Patatavirales Potyviridae Potyvirus Henbane mosaic virus HMV A 1

Patatavirales Potyviridae Potyvirus watermelon mosaic virus WMV 1

Patatavirales Potyviridae Macluravirus broad-leafed dock virus A BLDVA A 1

Patatavirales Potyviridae Potyvirus Plantago potyvirus 1 PlaPV1 1

Patatavirales Potyviridae Potyvirus Rumex potyvirus 1 RumPV1 A 1

Patatavirales Potyviridae Macluravirus Mentha macluravirus 1 MenMV1 A 1

Patatavirales Potyviridae Macluravirus broad-leafed dock virus A, divergent strain BLDVA-divergent C A 1

Picornavirales Dicistroviridae unclassified Novo Mesto dicistrovirus 1 NMDV1 A 1

Picornavirales Dicistroviridae unclassified Novo Mesto dicistrovirus 2 NMDV2 A 1

Picornavirales Dicistroviridae unclassified Ljubljana dicistrovirus 1 LDV1 C 1

Picornavirales Iflaviridae Iflavirus tomato matilda virus TMaV C 12

Picornavirales Iflaviridae Iflavirus La Jolla virus LJV C 1

Picornavirales Iflaviridae unclassified Novo Mesto iflavirus 1 NMIV1 A 1

Picornavirales Picornaviridae unclassified Aphis glycines virus 1 AGV1 A 2

Picornavirales Picornaviridae unclassified Hubei picorna-like virus 36 HuPiLV36 A A 2

Picornavirales Secoviridae Fabavirus broad bean wilt virus 1 BBWV1 3

Picornavirales Secoviridae Waikavirus plant associated waikavirus 1 PaWV1 1

Picornavirales Secoviridae Waikavirus plant associated waikavirus 2 PaWV2 A 1

Picornavirales Secoviridae Sequivirus plant associated sequivirus 1 PaSV1 A 1

Picornavirales Secoviridae Sequivirus plant associated sequivirus 2 PaSV2 A 1

Picornavirales Secoviridae Sequivirus plant associated sequivirus 3 PaSV3 A 1

Serpentovirales Aspiviridae Ophiovirus Ranunculus white mottle ophiovirus RWMV A 5

Sobelivirales Solemoviridae Polerovirus Hubei polero-like virus 2 HuPLV2 2

Sobelivirales Solemoviridae Polerovirus barley virus G BVG 1

Sobelivirales Solemoviridae Polerovirus plant associated polerovirus 1 PaPoV1 2

Sobelivirales Solemoviridae Polerovirus plant associated polerovirus 2 PaPoV2 1

Sobelivirales Solemoviridae Polerovirus plant associated polerovirus 3 PaPoV3 1

Tolivirales Tombusviridae Alphanecrovirus olive latent virus 1 OLV1 B 11

Tolivirales Tombusviridae Alphanecrovirus olive mild mosaic virus, partial genome OMMV 2

Tolivirales Tombusviridae Alphanecrovirus tobacco necrosis virus A TNVA 4

Tolivirales Tombusviridae Alphanecrovirus tomato bushy stunt virus TBSV 2

Tolivirales Tombusviridae Luteovirus soybean dwarf virus SbDV 1

Tolivirales Tombusviridae Umbravirus Pastinaca umbravirus 1 PasUV1 A 2

Tolivirales Tombusviridae Umbravirus Picris umbravirus 1 PicUV1 2

Tolivirales Tombusviridae Aureusvirus Convolvulus aureusvirus 1 ConAV1 1

Tolivirales Tombusviridae Pelarspovirus Calystegia pelarspovirus 1 CalPV1 A 2

Tolivirales Tombusviridae Alphacarmovirus Cichorium alphacarmovirus 1 CicAV1 A 3

Tymovirales Alphaflexiviridae Potexvirus white clover mosaic virus, near complete WCMV A 1

Tymovirales Alphaflexiviridae Potexvirus Pastinaca potexvirus 1 PasPV1 1

Tymovirales Betaflexiviridae Carlavirus potato virus M PVM A A A A 5

Tymovirales Betaflexiviridae Carlavirus potato virus S PVS A 3

Tymovirales Betaflexiviridae Vitivirus tomato vitivirus 1 TomV1 A A 2

unclassified unclassified Albetovirus tomato albetovirus 1 TomAV1 1

unclassified unclassified unclassified Taraxacum viroid-like circular RNA 1 TVCR1 A 1

unclassified unclassified unclassified plant associated viroid-like circular RNA 1 PaVCR1 1

unclassified unclassified unclassified plant associated viroid-like circular RNA 2 PaVCR2 A A 3

unclassified unclassified unclassified plant associated viroid-like circular RNA 3 PaVCR3 1

unclassified unclassified unclassified plant associated viroid-like circular RNA 4 PaVCR4 A 1

unclassified unclassified satellite RNAs plant tombusvirus-like associated RNA 1 PTaR1 A 2

unclassified unclassified satellite RNAs plant tombusvirus-like associated RNA 2 PTaR2 A 2

unclassified unclassified satellite RNAs plant tombusvirus-like associated RNA 3 PTaR3 A 1

unclassified unclassified satellite RNAs Cymbidium ringspot virus satellite RNA CymRSV-satRNA C C 1

unclassified unclassified satellite RNAs tomato bushy stunt virus satellite RNA C TBSV-satRNA-C 1

unclassified unclassified satellite RNAs tomato bushy stunt virus satellite B10 TBSV-satRNA-B10 1

unclassified unclassified satellite RNAs tomato bushy stunt virus satellite RNA L TBSV-satRNA-L 1

Realm Riboviria unclassified unclassified Erysiphe necator ourmia-like virus 82 EnOLV82 2

Realm Riboviria unclassified unclassified plant associated botourmia-like virus 1 PaBLV1 1

Realm Riboviria unclassified unclassified plant associated botourmia-like virus 2 PaBLV2 1

Realm Riboviria unclassified unclassified Plasmopara viticola lesion associated monoambiguivirus 1 PvLAMV1 1

Realm Riboviria unclassified unclassified Leveillula taurica associated noda-like virus 1 LtaNLV1 7

Realm Riboviria unclassified unclassified Koper noda-like virus 1 KNLV1 2

Realm Riboviria unclassified unclassified Koper noda-like virus 2 KNLV2 1

Realm Riboviria unclassified unclassified Koper noda-like virus 3 KNLV3 1

Realm Riboviria unclassified unclassified Koper noda-like virus 4 KNLV4 1

Realm Riboviria unclassified unclassified Koper picorna-like virus 1 KPLV1 1

Realm Riboviria unclassified unclassified Novo Mesto picornavirus 1 NMPV1 A 1

Realm Riboviria unclassified unclassified tomato associated partiti-like virus 1 TaPLV1 A A 4

Realm Riboviria unclassified unclassified tomato associated tombus-like virus 1 TaTLV1 A 3

Realm Riboviria unclassified unclassified Erysiphe necator associated ambiguivirus 2 EnaAV2 B B B C C 7

Realm Riboviria unclassified unclassified plant associated tombus-like virus 1 PaTLV1 1

Realm Riboviria unclassified unclassified plant associated tombus-like virus 2 PaTLV2 1

Realm Riboviria unclassified unclassified Sanxia tombus-like virus 7 STLV7 1

Realm Riboviria unclassified unclassified Erysiphe necator associated ssRNA virus 9 EnaSRV9 3

Realm Riboviria unclassified unclassified plant associated virga-like virus 1 PaVLV1 4

Realm Riboviria unclassified unclassified plant associated virga-like virus 2 PaVLV2 2

Realm Riboviria unclassified unclassified tomato associated virga-like virus 1 TaVLV1 1

GenBank Accession Numbers 

( NOTE: Only isolates with full genomes, marked here with "A", were submitted in GenBank.

  Multiple GenBank accession numbers are listed successively → )

PLE20 JUR20 TUR20SKO20 KOR20
Note: Virus names in yellow highlight are novel species, in red font are 
probable insect or fungal viral species, in green font are virus-like associated 
RNAs, satellite RNAs, putative viroids and viruses under Realm Riboviria; in 
blue font are viruses with unconfirmed weed host(s).
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Supplementary Table 5. List of analyses done in the reconstruction and identification 
of individual virus genomes. Only (near) complete or partial genomes, less than 20 kb, and 
with average mapping depth greater than 1.0 are listed. 
 
Notes: 1Virus identification is based on percent genome or nucleotide sequence similarity 
to known species and other applicable demarcation criteria set by ICTV, as of 31st October 
2021. Virus and taxa and recognized species names and naming rules, are based on the 
information at the ICTV website (www.talk.ictvonline.org/) and Master Species List 
(MSL) #36. 2All BLAST analyses were done using the nucleotide (nt) database version 
released on December 2020. Best hits have E-value less than 0.0001. 3Genome mapping was 
done on viral RefSeq version from July 2020. 4Mapping (95% nucleotide similarity and 
coverage was set) and assembly were done on CLC Genomics Workbench version 20.0, and 
assembly was also done using metaSPAdes (SPAdes version 3.14). 5trimmed and quality-
screened reads from the sequencing library. 6final consensus genome length / best hit 
genome length (in no. of nucleotides). 
 
(see next page) 
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GenBank 

accession no.

Percent 

identity

GenBank 

accession no.

Percent 

identity

GenBank 

accession no.

Genome 

covered
6

Percent 

identity

SRR16552271  /  P1.1BER19-ST

SRR16552271  /  P1.1BER19-STpotato virus Y PVY KX184817 99.69 - - 0.7087% 1745.64 KX184817 9709/9719 100.00 OL472145 full genome assembled

SRR16552271  /  P1.1BER19-STtomato mosaic virus ToMV MN267904 99.00 - - 93.7180% 351439.67 MN267904 6384/6383 99.00 OL472089 full genome assembled

SRR16552271  /  P1.1BER19-STsouthern tomato virus STV MN095716 96.00 - - 0.0003% 2.45 MN095716 - 96.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552270  /  P1.2BER19-ST

SRR16552270  /  P1.2BER19-STpotato virus Y PVY JF927761 99.80 - - 0.5200% 1209.20 JF927761 - 98.00 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552270  /  P1.2BER19-STtomato mosaic virus ToMV MN267904 99.42 - - 96.4897% 8246.41 MN267904 9684/9701 99.00 OL472090 full genome assembled

SRR16552270  /  P1.2BER19-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV KY706238 96.00 - - 0.6600% 1132.91 KY706238 13318/13319 99.00 MW366749 full genome assembled

SRR16552270  /  P1.2BER19-STtomato betanucleorhabdovirus 1 TBRV1 KM823531 66.80 - - 0.0106% 17.83 KM823531 13577/13188 66.80 OL472119 new species, full genome assembled

SRR16552235  /  P02BER19-AT

SRR16552235  /  P02BER19-ATtomato mosaic virus ToMV MN267904 99.40 - - 0.8000% 398.36 MN267904 6364/6383 99.40 OL472088 full genome assembled

SRR16552235  /  P02BER19-ATsouthern tomato virus STV MN216389 100.00 - - 0.0069% 6.41 MN216389 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552224  /  P3.1BER19-SW

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA1 CMV D00356 99.00 - - 0.1006% 441.58 D00356 3558/3557 98.70 OL472030 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA2 CMV AJ517801 99.00 - - 0.1017% 490.83 AJ517801 3052/3050 98.70 OL472048 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA3 CMV AJ517802 99.00 - - 0.2896% 1935.45 AJ517802 2216/2216 99.20 OL472039 full genome assembled

SRR16552224  /  P3.1BER19-SWtomato mosaic virus ToMV MN267904 97.74 - - 0.0141% 32.92 MN267904 6341/6383 99.40 OL472091 full genome assembled

SRR16552224  /  P3.1BER19-SWHubei polero-like virus 2 HuPLV2 KX882844 98.00 - - 0.4138% 1009.61 KX882844 6083/6083 99.10 OL472220 full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated alphaendornavirus 1 PaAEV1 MH182675 65.60 - - 0.0179% 18.35 MH182675 14445/14728 65.60 OL472077 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA1 PaDPV1 - - NC_038846 76.10 0.0091% 79.00 NC_038846 1555/1575 76.10 OL472010 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2a PaDPV1 - - MK731958 70.31 0.0076% 72.76 MK731958 1544/1583 70.31 OL472011 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2b PaDPV1 - - MK731957 64.88 0.0033% 32.11 MK731957 1510/1517 64.88 OL472012 new species, full genome assembled

SRR16552261  /  P3.2BER19-SW

SRR16552261  /  P3.2BER19-SWtomato mosaic virus ToMV MN267904 99.30 - - 0.0190% 38.68 MN267904 6383/6383 99.40 OL472092 full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated closterovirus 1 PaClV1 - - LC480248 65.80 0.0296% 29.22 LC480248 13177/15597 65.80 OL472072 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated waikavirus 1 PaWV1 - - NC_040586 67.00 0.0247% 29.23 NC_040586 11022/12313 67.04 OL472169 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWLjubljana dicistrovirus 1 LDV1 - - MH459180 67.00 0.0776% 114.32 MH459180 8841/8293 67.00 OL472194 new species, full genome assembled

SRR16552250  /  P04NGO19-AT

SRR16552250  /  P04NGO19-ATsouthern tomato virus STV MF422618 100.00 - - 0.0500% 180.61 MF422618 3414/3437 100.00 OL471986 full genome assembled

SRR16552250  /  P04NGO19-ATolive latent virus 1 OLV1 MK376952 98.00 - - 0.0022% 7.64 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.2140% 201.00 NC_043389 7622/4018 91.24 OL472207 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472208 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472209 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472210 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-ST

SRR16552286  /  P05NGO19-STsouthern tomato virus STV MF422618 100.00 - - 0.1073% 434.84 MF422618 3414/3437 100.00 OL471987 full genome assembled

SRR16552286  /  P05NGO19-STolive latent virus 1 OLV1 MK376952 97.70 - - 0.0040% 15.20 MK376952 3277/3699 98.00 - partial genome obtained (was not deposited)

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.1969% 231.00 NC_043389 7622/4018 91.24 OL472211 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472212 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472213 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472214 first full sequence of genome segment assembled

SRR16552275  /  P06NGO19-SW

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 88.30 1.7688% 3820.85 MN216350 5820/5771 88.27 OL472172 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 88.70 2.1729% 7952.26 MN216379 3435/3303 88.68 OL472173 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 97.90 0.0042% 16.34 MN627469 3198/3222 97.90 OL472267 full genome assembled

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR1 not applicable - not applicable - 0.0024% 55.03 not applicable 556/ - - OL472257 viroid-like circular RNA (putative new viroid species)

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR2 not applicable - not applicable - 0.0026% 65.88 not applicable 491/ - - OL472258 viroid-like circular RNA (putative new viroid species)

SRR16552273  /  P07BUK19-ST

SRR16552273  /  P07BUK19-STsouthern tomato virus STV KT85253 99.70 - - 0.0046% 23.56 KT85253 3364/3437 99.60 - partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus TBSV M21958 94.00 - - 0.0075% 2748.00 M21958 4755/4776 94.00 OL472233 full genome assembled

SRR16552273  /  P07BUK19-STLeveillula taurica-associated rhabdo-like virus LtaRLV1 MN609860 99.80 - - 0.0196% 24.94 MN609860 13978/14003 99.80 OL472123 full genome assembled

SRR16552273  /  P07BUK19-STolive latent virus 1 OLV1 MK376952 97.00 - - 0.0032% 15.26 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA L TBSV-satRNA-L FJ666076 90.70 - - 0.0001% 3.14 FJ666076 483/615 91.10 OL472255 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA B10 TBSV-satRNA-B10 AF022788 94.10 - - 0.0014% 41.41 AF022788 590/612 94.10 OL472254 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA C TBSV-satRNA-C AF022787 82.20 - - 0.0008% 16.96 AF022787 884/822 81.30 OL472253 new species, best hit covers only 55%  of the genome

SRR16552273  /  P07BUK19-STCymbidium ringspot virus satellite RNA CymRSV-satRNA D00720 94.81 - - 0.0008% 25.30 D00720 607/618 94.80 OL472252 full genome assembled

SRR16552272  /  P08BUK19-SW

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 82.60 1.3066% 2809.68 MN216350 5836/5771 82.63 OL472170 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 71.60 6.5586% 23566.87 MN216379 3386/3303 71.57 OL472171 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWHubei polero-like virus 2 HuPLV2 - - KX882844 97.40 0.5413% 1117.07 KX882844 6083/6083 97.40 OL472221 full genome assembled

SRR16552272  /  P08BUK19-SWPlantago potyvirus 1 PlaPV1 - - AF543212 73.60 0.9120% 1199.42 AF543212 9528/9797 73.60 OL472140 new species, full genome assembled

SRR16552269  /  P09KOP19-AT

SRR16552269  /  P09KOP19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0004% 1.82 MK376952 - 97.00 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-ST

SRR16552244  /  P10KOP19-STolive latent virus 1 OLV1 MK376952 95.78 - - 0.0037% 15.37 MK376952 - 95.66 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtobacco necrosis virus A TNVA KX906928 92.98 - - 0.0037% 15.84 KX906928 - 89.35 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STolive mild mosaic virus OMMV KX906929 92.63 - - 0.0043% 18.14 KX906929 - 94.10 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato mosaic virus ToMV MN267904 97.45 - - 0.0023% 5.45 MN267904 - 97.45 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato matilda virus TMaV MK517476 99.27 - - 0.0065% 11.81 MK517476 - 99.24 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.3633% 470.00 NC_043389 7622/4018 91.24 OL472199 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472200 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472201 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472202 first full sequence of genome segment assembled

SRR16552243  /  P11KOP19-SW

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.44 3.7889% 3780.22 JN560178 9024/8877 72.44 OL471967 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.77 2.6906% 4620.18 JN560177 5232/4786 70.77 OL471968 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.94 3.8029% 11629.66 AY686718 2887/2734 65.94 OL471969 new species, full genome assembled

SRR16552243  /  P11KOP19-SWplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0105% 15.00 NC_032449 6434/6969 35.06 OL472105 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0106% 14.29 MN627473 3489/3506 89.97 OL472271 full genome assembled, possibly a divergent strain

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0196% 48.65 MN035426 3586/3685 71.65 OL472274 new species, partial genome obtained 

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.2176% 538.75 QED42936 3627/ - 31.15 OL472275 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA1 EnaPV2 - - MN605492 99.54 0.0592% 175.42 MN605492 1723/1735 99.54 OL472008 full genome assembled

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA2 EnaPV2 - - MN605493 99.93 MN605493 1534/1557 99.93 OL472009 full genome assembled

SRR16552243  /  P11KOP19-SWPlasmopara viticola lesion associated monoambiguivirus 1 PvLAMV1 - - MN556995 96.59 0.2726% 396.98 MN556995 6159/6099 96.59 OL472280 full genome assembled

SRR16552243  /  P11KOP19-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.13 0.0336% 94.01 MW648508 3150/3115 67.13 OL472281 new species, best hit covers only 37%  of genome

SRR16552242  /  P12PAR19-AT

SRR16552242  /  P12PAR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0439% 129.88 MK948595 3436/3437 99.70 OL471989 full genome assembled

SRR16552242  /  P12PAR19-ATtobacco necrosis virus A TNVA KX906928 97.10 - - 0.0448% 124.06 KX906928 3684/3684 97.10 OL472227 full genome assembled

SRR16552242  /  P12PAR19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0229% 63.43 MK376952 3646/3669 96.20 OL472228 full genome assembled

SRR16552242  /  P12PAR19-ATolive mild mosaic virus OMMV KY769774 91.00 - - 0.0093% 25.35 KY769774 - 91.00 - partial genome obtained (was not deposited)

SRR16552242  /  P12PAR19-ATtomato albetovirus 1 TomAV1 - - L06057 74.01 0.0024% 19.35 L06057 1261/1239 74.01 OL472251 new species, full genome assembled

SRR16552242  /  P12PAR19-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.57 0.0303% 89.37 MN609858 3430/3314 69.57 OL472264 new species, full genome assembled

SRR16552241  /  P13PAR19-ST

SRR16552241  /  P13PAR19-STtomato mosaic virus ToMV MN267904 92.70 - - 0.0004% 1.31 MN267904 - 92.70 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0030% 6.50 MK517476 - 99.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 90.27 0.0071% 41.60 MN627469 3198/3222 90.27 OL472266 full genome assembled

SRR16552241  /  P13PAR19-STErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0093% 50.93 MN627473 3372/3506 89.97 OL472270 full genome assembled, possibly a divergent strain

SRR16552241  /  P13PAR19-STplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0079% 41.67 MN035426 3572/3685 71.65 OL472273 new species, has virga-like domains

SRR16552240  /  P14PAR19-SW

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 0.0306% 31.81 JN560178 9055/8877 72.47 OL471967 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 0.0712% 142.00 JN560177 4714/4786 70.61 OL471968 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 0.0636% 174.38 AY686718 3407/2734 65.93 OL471969 new species, full genome assembled

SRR16552239  /  P15.1BOL19-AT

SRR16552239  /  P15.1BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0145% 64.21 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552238  /  P15.2BOL19-AT

SRR16552238  /  P15.2BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0222% 78.51 MF422618 3413/3437 99.00 OL471983 full genome assembled

SRR16552237  /  P16BOL19-ST

SRR16552237  /  P16BOL19-STSouthern tomato virus STV MF422618 99.50 - - 0.0007% 5.51 MF422618 - 99.50 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0006% 2.04 MK517476 - 99.00 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA1 ToFBV MT434819 98.10 - - 0.0028% 13.74 MT434819 5767/5778 98.10 OL472087 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA2 ToFBV MT434820 98.80 - - 0.0010% 7.97 MT434820 3542/3610 98.80 OL472080 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA3 ToFBV MT434821 94.50 - - 0.0020% 20.08 MT434821 2756/2761 94.50 OL472081 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA4 ToFBV MT434822 95.60 - - 0.0009% 13.54 MT434822 1886/1900 95.60 OL472082 full genome assembled

SRR16552236  /  P17BOL19-SW

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.50 0.0088% 13.47 JN560178 8979/8877 72.50 OL471973 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 71.92 0.0289% 79.32 JN560177 4758/4786 71.92 OL471974 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.75 0.0236% 89.29 AY686718 3463/2734 65.75 OL471975 new species, full genome assembled

SRR16552236  /  P17BOL19-SWPlantago tobamovirus 1 PTV1 - - GQ401365 86.22 18.5267% 174.38 GQ401365 6295/6311 86.22 OL472109 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 1 PaPoV1 - - KT868949 76.87 0.1962% 448.83 KT868949 6025/6017 76.87 OL472217 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 2 PaPoV2 - - KR706247 73.27 0.0640% 155.67 KR706247 5669/5643 73.27 OL472218 new species, full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA1 ToFBV MT434819 98.15 - - 0.1904% 450.19 MT434819 5811/5811 98.15 OL472083 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA2 ToFBV MT434820 98.72 - - 0.0574% 217.18 MT434820 3629/3643 98.72 OL472084 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA3 ToFBV MT434821 99.37 - - 0.3069% 1470.54 MT434821 2872/2872 99.37 OL472085 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA4 ToFBV MT434822 99.64 - - 0.1122% 790.85 MT434822 1945/1946 99.64 OL472086 full genome assembled

SRR16552236  /  P17BOL19-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 73.24 48.4527% 167483.71 HQ677625 3933/3933 73.24 OL472224 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.10 0.0109% 50.22 MW546937 1512/1583 76.10 OL472019 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 65.92 MW546938 1471/1459 65.92 OL472020 new species, full genome assembled

SRR16552234  /  P18POR19-ST

SRR16552234  /  P18POR19-STSouthern tomato virus STV MK610257 98.00 - - 0.0103% 52.88 MK610257 - 98.00 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STolive latent virus 1 OLV1 DQ083996 95.60 - - 0.0019% 9.03 DQ083996 - 95.69 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STtomato matilda virus TMaV MK517476 99.70 - - 0.8361% 1718.93 MK517476 8653/8653 99.71 OL472166 full genome assembled

SRR16552234  /  P18POR19-STAphis glycines virus 1 AGV1 - - KM015260 97.33 0.1987% 393.70 KM015260 8983/8680 97.33 OL472190 full genome assembled

SRR16552234  /  P18POR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.64 0.1349% 533.68 MN609862 4483/4289 99.64 OL472283 2 sequences (MN609862-63) map to the assembled contig

SRR16552234  /  P18POR19-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 73.90 0.0017% 51.66 MZ443622 1500/1506 73.90 OL472291 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.72 0.0100% 20.06 MN609858 3427/3314 69.72 OL472265 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated virga-like virus 1 TaVLV1 - - no good hit - 0.1377% 459.02 no good hit 5277/ - - OL472265 new species, full genome assembled

SRR16552233  /  P19POR19-AT

SRR16552233  /  P19POR19-ATSouthern tomato virus STV MK610257 100.00 - - 0.0019% 5.47 MK610257 - 100.00 - partial genome obtained (was not deposited)

SRR16552233  /  P19POR19-ATtomato matilda virus TMaV MK517476 99.68 - - 0.0774% 90.03 MK517476 8656/8653 99.68 OL472167 full genome assembled

SRR16552233  /  P19POR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.36 0.0665% 148.27 MN609862 4483/4289 99.36 OL472284 2 sequences (MN609862-63) map to the assembled contig

SRR16552232  /  P20POR19-SW

SRR16552232  /  P20POR19-SWcarrot thin leaf virus CTLV - - MH170889 91.73 7.4399% 10282.14 MH170889 9534/9490 91.73 OL472133 full genome assembled

SRR16552232  /  P20POR19-SWbarley virus G BVG - - KT962089 97.99 0.3173% 748.49 KT962089 5584/5620 97.99 OL472215 full genome assembled

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 98.68 - - 0.0012% 4.73 MN216370 - 98.68 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 95.31 - - 0.0007% 3.16 MN216373 - 95.31 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.20 - - 0.0016% 9.05 MN216376 - 98.20 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWplant associated polerovirus 3 PaPoV3 - - GU327735 76.13 1.5439% 3345.45 GU327735 6009/5803 76.13 OL472219 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca potexvirus 1 PasPV1 - - LC460456 67.27 0.5653% 1262.61 LC460456 5896/5964 67.27 OL472238 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca cytorhabdovirus 1 PaCRV1 - - MH898500 67.04 0.0249% 25.05 MH898500 13072/14419 67.04 OL472112 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca umbravirus 1 PasUV1 - - LC434065 77.80 0.2817% 849.71 LC434065 4368/4193 77.80 OL472236 new species, full genome assembled

SRR16552232  /  P20POR19-SWPicris umbravirus 1 PicUV1 - - KT946712 80.00 1.8046% 5437.68 KT946712 4357/4196 80.00 OL472232 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.74 0.2362% 1049.28 MF136436 2962/1867 77.74 OL472298 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 82.05 0.0049% 25.46 KX883211 2524/5082 82.05 OL472297 new species, full genome assembled

SRR16552231  /  P21KOR19-AT

SRR16552231  /  P21KOR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0184% 95.18 MK948595 3408/3437 99.60 OL471984 full genome assembled

SRR16552231  /  P21KOR19-ATtomato matilda virus TMaV MK517476 99.70 - - 0.0440% 43.74 MK517476 8657/8653 99.70 OL472168 full genome assembled

SRR16552231  /  P21KOR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.39 0.0157% 29.93 MN609862 4430/4289 99.39 OL472285 2 sequences (MN609862-63) map to the assembled contig

SRR16552230  /  P22KOR19-ST

SRR16552230  /  P22KOR19-STSouthern tomato virus STV MK948595 99.60 - - 0.0193% 129.97 MK948595 3412/3437 99.60 OL471990 full genome assembled

SRR16552230  /  P22KOR19-STtomato mosaic virus ToMV MN267904 99.37 - - 0.0096% 35.20 MN267904 6383/6383 99.37 OL472101 full genome assembled

SRR16552230  /  P22KOR19-STtomato matilda virus TMaV MK517476 99.73 - - 0.0193% 99.25 MK517476 8562/8653 99.73 OL472177 full genome assembled

SRR16552230  /  P22KOR19-STolive latent virus 1 OLV1 MK376952 100.00 - - 0.0009% 6.54 MK376952 - 100.00 - partial genome obtained (was not deposited)

SRR16552230  /  P22KOR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0058% 29.93 MN609862 4483/4289 99.38 OL472286 2 sequences (MN609862-63) map to the assembled contig

SRR16552229  /  P23KOR19-SW

SRR16552229  /  P23KOR19-SWcarrot thin leaf virus CTLV MH170889 92.00 - - 1.2444% 1303.84 MH170889 9471/9490 91.00 OL472134 full genome assembled

SRR16552229  /  P23KOR19-SWKoper picorna-like virus 1 KPLV1 - - MN714669 73.59 0.0038% 9.81 MN714669 5151/9979 73.59 OL472294 new species, full genome assembled

SRR16552229  /  P23KOR19-SWKoper totivirus 3 KTV3 - - MK279493 62.51 0.0055% 14.63 MK279493 4988/5174 62.51 OL472029 new species, full genome assembled

SRR16552229  /  P23KOR19-SWplant associated botourmia-like virus 1 PaBLV1 - - MN532659 73.49 0.0063% 36.22 MN532659 2300/2339 73.49 OL472278 new species, full genome assembled

SRR16552228  /  P29Pv19-PK2  /  internal control

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1532% 214.50 MK948542 13901/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5200% 685.33 MF281671 14417/14780 98.91 - partial genome obtained, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0217% 27.58 NC_040558 8831/15205 88.05 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1  /  internal control

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1448% 214.50 MK948542 13900/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4340% 392.52 MF281671 14168/14780 99.59 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0185% 16.33 NC_040558 7633/15205 87.83 - partial genome obtained, not deposited (internal control)

SRR16552226  /  P31BER20-AT

SRR16552226  /  P31BER20-ATSouthern tomato virus STV MF422618 99.70 - - 0.0017% 8.48 MF422618 3438/3438 99.70 - full genome assembled (was not deposited)

SRR16552221  /  P32STR20-AT

SRR16552221  /  P32STR20-ATpotato virus Y PVY AB185833 96.08 - - 5.6002% 9230.31 AB185833 9688/9698 99.47 OL472161 full genome assembled

SRR16552221  /  P32STR20-ATpotato virus S PVS MH937416 98.74 - - 1.3352% 2515.60 MH937416 8477/8485 98.74 OL472247 full genome assembled

SRR16552221  /  P32STR20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 0.0064% 7.67 MF543022 13414/14432 67.02 OL472129 new species, full genome assembled

SRR16552265  /  P33BOL20-AT

SRR16552265  /  P33BOL20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MH323437 67.40 0.2493% 295.17 MH323437 13436/13546 70.05 OL472116 new species, full genome assembled

SRR16552265  /  P33BOL20-ATSouthern tomato virus STV MK948545 100.00 - - 0.0032% 14.75 MK948545 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-AT

SRR16552262  /  P34MIR20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0042% 11.41 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 1 TIV1 - - NC_039075 69.57 0.0441% 212.82 NC_039075 3392/3378 69.57 OL472057 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 2 TIV1 - - KY695013 74.03 0.0839% 481.15 KY695013 2866/2931 74.03 OL472058 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 3 TIV1 - - KY695014 67.27 0.1392% 1048.57 KY695014 2181/2296 67.27 OL472059 new species, full genome assembled

SRR16552258  /  P35KOP20-AT

SRR16552258  /  P35KOP20-ATSouthern tomato virus STV MK610257 99.97 - - 0.0110% 41.24 MK610257 3414/3414 99.97 OL471998 full genome assembled

SRR16552258  /  P35KOP20-ATolive latent virus 1 OLV1 MK376952 96.32 - - 0.0027% 9.49 MK376952 - 96.34 - full genome assembled (was not deposited, possible recombinant)

SRR16552258  /  P35KOP20-ATErysiphe necator ourmia-like virus 82 EnOLV82 MN611610 96.15 - - 0.0009% 4.90 MN611610 2627/2859 93.19 OL472300 full genome assembled

SRR16552254  /  P36SKO20-AT

SRR16552254  /  P36SKO20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0134% 62.18 MF422618 - 100.00 - full genome assembled

SRR16552254  /  P36SKO20-ATpotato virus Y PVY AB185833 97.77 - - 14.7054% 24495.49 AB185833 9698/9698 99.49 OL472158 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA1 CMV D00356 100.00 - - 2.6547% 12692.24 D00356 3357/3357 98.90 OL472036 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA2 CMV KC019300 96.98 - - 5.0193% 12010.42 KC019300 3048/3049 96.81 OL472054 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA3 CMV AJ517802 99.14 - - 2.6547% 36466.12 AJ517802 2215/2216 99.17 OL472045 full genome assembled

SRR16552254  /  P36SKO20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.82 1.7041% 2040.29 MF543022 13453/14432 67.82 OL472120 new species, full genome assembled

SRR16552249  /  P37KOR20-AT

SRR16552249  /  P37KOR20-ATpotato virus Y PVY AB185833 97.06 - - 5.6244% 10169.76 AB185833 9698/9698 99.44 OL472151 full genome assembled

SRR16552249  /  P37KOR20-ATpotato virus M PVM JX678982 97.02 - - 1.8675% 3843.19 JX678982 8523/8523 97.02 OL472242 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA1 CMV HE962478 94.62 - - 1.9706% 10237.36 HE962478 3359/3358 94.02 OL472032 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA2 CMV MG021461 96.28 - - 1.7648% 10088.19 MG021461 3055/3050 96.58 OL472050 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA3 CMV AJ517802 98.87 - - 3.8745% 30600.28 AJ517802 2216/2216 99.07 OL472041 full genome assembled

SRR16552249  /  P37KOR20-ATplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0045% 11.98 NC_032449 6552/6969 35.06 OL472106 new species, has virga-like domains (RdRP,CP), full genome

SRR16552249  /  P37KOR20-ATtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 8.32 MZ443622 1494/1506 71.17 OL472292 new species, best hit has only 41%  genome covered

SRR16552245  /  P38PLE20-AT

SRR16552245  /  P38PLE20-ATpotato virus Y PVY MN216361 98.18 - - 41.6262% 85069.36 MN216361 9609/9609 99.85 OL472154 full genome assembled

SRR16552245  /  P38PLE20-ATSouthern tomato virus STV MK948545 99.82 - - 0.0210% 119.29 MK948545 3436/3436 99.82 OL472006 full genome assembled

SRR16552245  /  P38PLE20-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 70.00 0.0030% 16.98 MN609858 3430/3314 70.00 OL472263 new species, full genome assembled

SRR16552245  /  P38PLE20-ATErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 95.89 0.0008% 4.99 MN627469 - 95.89 - low read coverage, partial genome obtained (was not deposited)

SRR16552287  /  P39JUR20-AT

SRR16552287  /  P39JUR20-ATtomato mosaic virus ToMV MN267904 99.50 - - 0.0807% 201.46 MN267904 6383/6386 99.50 OL472096 full genome assembled

SRR16552287  /  P39JUR20-ATpotato virus Y PVY - - KX184847 99.79 0.0444% 72.91 KX184847 9719/9719 99.79 OL472148 full genome assembled

SRR16552287  /  P39JUR20-ATHubei picorna-like virus 36 HuPiLV36 KX883970 99.06 - - 0.0171% 27.34 KX883970 9977/9856 99.06 OL472187 full genome assembled

SRR16552281  /  P40TUR20-AT

SRR16552281  /  P40TUR20-ATtomato mosaic virus ToMV MN267904 97.75 - - 0.0026% 5.70 MN267904 - 97.75 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATolive latent virus 1 OLV1 MK376952 96.91 - - 0.0006% 1.65 MK376952 - 96.91 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATSouthern tomato virus STV MK610257 100.00 - - 0.0008% 3.12 MK610257 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552225  /  P41.1BER20-ST

SRR16552225  /  P41.1BER20-STpotato virus Y PVY JF927755 97.68 - - 4.2245% 8824.20 JF927755 9689/9697 99.30 OL472146 full genome assembled

SRR16552225  /  P41.1BER20-STtomato mosaic virus ToMV MN267904 99.50 - - 0.0035% 10.98 MN267904  6383/6383 99.40 OL472093 full genome assembled

SRR16552225  /  P41.1BER20-STSouthern tomato virus STV KT438549 99.50 - - 0.0092% 53.70 KT438549 3411/3463 99.36 OL471992 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA1 CMV D00356 99.11 - - 29.3895% 177136.45 D00356 3357/3360 99.11 OL472031 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA2 CMV D00355 99.08 - - 20.9980% 139195.19 D00355 3045/3048 99.08 OL472049 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.64 - - 24.1833% 220717.27 AJ517802 2215/2216 99.64 OL472040 full genome assembled

SRR16552223  /  P41.2BER20-ST

SRR16552223  /  P41.2BER20-STpotato virus Y PVY AB185833 96.16 - - 0.5191% 1012.95 AB185833 9687/9698 99.01 OL472147 full genome assembled

SRR16552223  /  P41.2BER20-STpotato virus M PVM JX678982 96.83 - - 0.4948% 1098.02 JX678982 8507/8523 96.83 OL472246 full genome assembled

SRR16552223  /  P41.2BER20-STtomato mosaic virus ToMV MN267904 99.44 - - 31.4357% 177136.45 MN267904  6383/6383 99.40 OL472094 full genome assembled

SRR16552222  /  P42BER20-SW

SRR16552222  /  P42BER20-SWtomato mosaic virus ToMV MN267904 99.44 - - 19.2552% 21122.12 MN267904  6381/6383 99.44 OL472095 full genome assembled

SRR16552222  /  P42BER20-SWplant associated tombus-like virus 2 PaTLV2 - - MT317175 76.36 0.0099% 41.43 MT317175 3297/3360 76.36 OL472269 new species, full genome assembled

SRR16552268  /  P43.1STR20-ST

SRR16552268  /  P43.1STR20-STSouthern tomato virus STV MK610257 100.00 - - 0.0099% 52.82 MK610257 3413/3414 100.00 OL471996 full genome assembled

SRR16552268  /  P43.1STR20-STpotato virus Y PVY KY847961 99.68 - - 12.6303% 24095.87 KY847961 9628/9630 99.68 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato bushy stunt virus TBSV M21958 94.97 - - 0.0094% 36.06 M21958 4778/4776 95.61 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato alphanucleorhabdovirus 1 TARV1 - - KC905081 75.20 7.0251% 9626.99 KC905081 13406/13154 75.20 OL472234 new species, full genome assembled

SRR16552268  /  P43.1STR20-STtomato matilda virus TMaV MK517476 99.75 - - 0.0054% 11.54 MK517476 8653/8653 99.79 OL472174 full genome assembled

SRR16552267  /  P43.2STR20-ST

SRR16552267  /  P43.2STR20-STSouthern tomato virus STV KT852573 99.82 - - 0.0160% 70.06 KT852573 3438/3438 99.82 OL472004 full genome assembled

SRR16552267  /  P43.2STR20-STeggplant mottle dwarf virus EMDV LN680656 94.63 - - 14.9232% 17362.84 LN680656 13097/13100 94.63 OL472111 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus Y PVY JF927760 99.27 - - 6.2712% 9857.20 JF927760 9690/9697 99.45 OL472163 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus S PVS MH937416 98.62 - - 0.3527% 633.50 MH937416 8485/8485 98.62 OL472249 full genome assembled

SRR16552267  /  P43.2STR20-STtomato matilda virus TMaV MK517476 99.78 - - 0.0158% 27.81 MK517476 8653/8653 99.78 OL472178 full genome assembled

SRR16552267  /  P43.2STR20-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0057% 19.47 MN609862 4483/4289 99.38 OL472287 2 sequences (MN609862-63) map to the assembled contig

SRR16552266  /  P44STR20-SW

SRR16552266  /  P44STR20-SWwatermelon mosaic virus WMV MN914158 99.49 - - 14.5047% 119818.52 MN914158 10040/10040 99.47 OL472139 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA1 PSV LC380687 97.52 - - 14.1287% 57575.88 LC380687 3347/3354 97.10 OL472066 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA2 PSV LC380688 97.35 - - 10.4424% 48511.80 LC380688 2940/2943 97.15 OL472067 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA3 PSV LC380680 97.35 - - 22.2985% 139685.41 LC380680 2185/2185 98.81 OL472068 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA1 BBWV1 MN216350 90.78 - - 0.0275% 65.29 MN216350 5766/5771 91.68 OL472175 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA2 BBWV1 MN216379 88.91 - - 0.0227% 92.84 MN216379 3341/3303 88.67 OL472176 full genome assembled

SRR16552264  /  P45BOL20-ST

SRR16552264  /  P45BOL20-STSouthern tomato virus STV MF422618 100.00 - - 0.0275% 134.33 MF422618 3415/3438 100.00 OL472007 full genome assembled

SRR16552264  /  P45BOL20-STtomato associated alphaendornavirus 1 TaAEV1 - - MH094752 75.83 0.0108% 15.64 MH094752 11692/11683 75.83 OL472079 new species, full genome assembled

SRR16552264  /  P45BOL20-STErysiphales associated totivirus 24 EaTV24 MN628271 99.74 - - 0.0047% 14.76 MN628271 5400/5400 99.76 OL472028 full genome assembled

SRR16552263  /  P46BOL20-SW

SRR16552263  /  P46BOL20-SWplant associated polerovirus 1 PaPoV1 - - KT868949 74.87 0.0042% 11.41 KT868949 6025/6017 74.35 OL472216 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris umbravirus 1 PicUV1 - - KT946712 79.97 0.0904% 337.69 KT946712 4411/4196 79.97 OL472231 new species, full genome assembled

SRR16552263  /  P46BOL20-SWConvolvulus aureusvirus 1 ConAV1 - - MG967280 76.28 0.0299% 73.22 MG967280 4448/4512 76.28 OL472230 new species, full genome assembled

SRR16552263  /  P46BOL20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.27 34.2071% 143655.86 HQ677625 3866/3965 71.27 OL472222 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA1 PrVI - - MW579753 97.49 0.0258% 1213.06 MW579753 3444/3470 97.49 OL472063 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA2 PrVI - - MW579754 97.95 0.0416% 156.76 MW579754 2947/2876 97.95 OL472064 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA3 PrVI - - MW579755 95.11 0.0299% 436.64 MW579755 2222/2249 95.11 OL472065 full genome assembled

SRR16552263  /  P46BOL20-SWPicris betanucleorhabdovirus 1 PBRV1 - - BK014301 67.93 0.0112% 12.02 BK014301 15193/13719 67.93 OL472130 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, L segment PiCRV1 - - MT952336 72.33 0.0434% 110.00 MT952336 6548/ - 72.33 OL472127 new species, putatively  bisegmented, best hit covered only  2%  of genome

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, N segment PiCRV1 - - CP048848 80.00 0.0345% 156.95 CP048848 3622/ - 80.00 OL472128 new species, putatively  bisegmented, best hit covered only  1%  of genome

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA1 PaCrV1 - - MW892835 70.88 0.0228% 58.11 MW892835 7823/8637 70.88 OL472073 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA2 PaCrV1 - - KT069221 73.99 0.0516% 120.07 KT069221 7876/8210 73.99 OL472074 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.03 0.0100% 52.35 MW546937 1499/1583 76.03 OL472021 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 66.34 MW546938 1503/1459 66.34 OL472022 new species, full genome assembled

SRR16552260  /  P47MIR20-ST

SRR16552260  /  P47MIR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0135% 64.14 MF422618 3438/3438 100.00 OL471999 full genome assembled

SRR16552260  /  P47MIR20-STpotato virus Y PVY KX184817 99.55 - - 5.7688% 9848.89 KX184817 - 99.55 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment L TaBLV1 - - ATP79731 30.13 0.0144% 18.79 ATP79731 7864/8911 30.13 OL471976 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment M TaBLV1 - - QNT38480 23.86 QNT38480 4910/4955 23.86 OL471977 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552259  /  P48MIR20-SW

SRR16552259  /  P48MIR20-SWSoybean dwarf virus SbDV JN674402 94.55 - - 0.0661% 168.46 JN674402 5860/5862 94.57 OL472235 full genome assembled

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA1 ArtV1 - - BBM96177 45.01 0.0361% 42.98 BBM96177 7249/ 7291 45.01 OL471978 new species, BLASTx hits to RNA1 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA2 ArtV1 - - BBM96178 32.52 BBM96178 2057/2092 32.52 OL471979 new species, BLASTx hits to RNA2 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA3 ArtV1 - - BBM96179 39.56 BBM96179 1088/1080 39.56 OL471980 new species, BLASTx hits to RNA3 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA4 ArtV1 - - BBM96181 45.38 BBM96181 1325/1294 45.38 OL471981 new species, BLASTx hits to RNA4 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA5 ArtV1 - - BBM96182 36.31 BBM96182 902/1066 36.31 OL471982 new species, BLASTx hits to RNA5 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWplant associated closterovirus 2 PaClV2 - - MH460557 67.04 0.7318% 663.59 MH460557 16522/17313 67.43 OL472075 new species, full genome assembled

SRR16552259  /  P48MIR20-SWSanxia tombus-like virus 7 STLV7 KX883177 90.40 - - 0.0029% 9.43 KX883177 4558/4557 90.57 OL472301 full genome assembled

SRR16552259  /  P48MIR20-SWErysiphe necator ourmia-like virus 82 EnOLV82 MN611610                93.19 - - 0.0004% 3.37 MN611610                - 93.19 - partial genome obtained (was not deposited)

SRR16552257  /  P49KOP20-ST

SRR16552257  /  P49KOP20-STolive latent virus 1 OLV1 MK376952 96.95 - - 0.0167% 85.19 MK376952 3669/3669 96.95 OL472229 full genome assembled

SRR16552257  /  P49KOP20-STtobacco necrosis virus A TNVA KX906928 96.68 - - 0.0097% 49.67 KX906928 3686/3686 90.43 - full genome but probable recombinant (was not deposited)

SRR16552256  /  P50.1KOP20-SW

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 90.90 0.0065% 9.58 NC_043389 7677/4018 90.90 OL472203 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA2 RWMV - - AF355430 88.21 AF355430 1839/263 88.97 OL472204 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.63 AY542957 1476/1063 91.88 OL472205 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 71.10 KY769704 1315/1315 71.10 OL472206 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 9.9625% 10050.06 JN560178 9055/8877 72.47 OL471964 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 JN560177 4714/4786 70.61 OL471965 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 AY686718 3407/2734 65.93 OL471966 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWLa Jolla virus LJV - - KP714073 98.69 0.0153% 26.75 KP714073 10253/9722 98.69 OL472185 full genome assembled

SRR16552256  /  P50.1KOP20-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.93 0.0012% 6.24 MN627473 3456/3506 89.93 OL472272 full genome assembled, possibly a divergent strain

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.24 0.0091% 51.98 MW648508 3147/3147 67.24 OL472282 new species, only 37%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 2 KNLV2 - - MT482496 69.61 0.0019% 10.31 MT482496 3195/3195 69.61 OL472288 new species, only 16%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 3 KNLV3 - - MK533155 64.75 0.0039% 20.17 MK533155 3482/3482 64.75 OL472289 new species, only 65%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 4 KNLV4 - - KX883237 68.24 0.0037% 19.02 KX883237 3459/3459 68.24 OL472290 new species, only 4%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWplant associated tombus-like virus 1 PaTLV1 - - MT317175 76.36 0.0017% 8.97 MT317175 3297/3360 76.36 OL472268 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.0012% 6.09 QED42936 3561/ - 31.15 OL472276 new species, has virga-like domains, BLASTx hit is shown

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA1 PaDPV2 - - MH898486 66.77 0.0288% 171.96 MH898486 1566/1590 66.77 OL472013 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA2 PaDPV2 - - MT159330 64.10 MT159330 1443/1410 64.10 OL472014 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SW

SRR16552256  /  P50.2KOP20-SWlettuce mosaic virus LMV - - KJ161185 92.65 2.3264% 3899.38 KJ161185 10065/10065 92.65 OL472136 full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 1 KTV1 - - MN428836 69.00 0.0171% 48.51 MN428836 5240/4999 69.00 OL472026 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 2 KTV2 - - KX882939 70.49 0.0145% 51.05 KX882939 4794/4958 70.49 OL472027 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated caulimovirus 1 PaCaV1 - - MH898523 68.12 2.2229% 3882.70 MH898523 9644/8026 68.12 OL472131 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated soymovirus 1 PaSoV1 - - X15828 68.91 0.4420% 779.22 X15828 9571/8178 68.91 OL472132 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 68.89 0.0741% 305.57 MH231181 3952/3867 68.89 OL472225 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated botourmia-like virus 2 PaBLV2 - - MN611580 70.17 0.0026% 17.47 MN611580 2227/2257 70.17 OL472279 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia geminivirus 1, partial genome CGV1 - - AF224760 73.85 0.0003% 4.47 AF224760 1208/2632 73.85 OL472025 new species, partial DNA-A (rep-encoding) genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0025% 73.29 not applicable 580/ - - OL472259 viroid-like circular RNA (putative new viroid species)

SRR16552253  /  P51.1SKO20-ST

SRR16552253  /  P51.1SKO20-STSouthern tomato virus STV MF422618 100.00 - - 0.0107% 63.04 MF422618 3438/3438 100.00 OL472001 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus Y PVY MN216357 99.05 - - 2.3761% 5040.00 MN216357 9525/9649 99.80 OL472159 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus S PVS MH937416 98.62 - - 1.7858% 4306.63 MH937416 8485/8485 98.62 OL472248 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA1 CMV D00356 99.40 - - 8.5781% 52083.05 D00356 3357/3357 98.89 OL472037 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA2 CMV HE793684 99.14 - - 4.2257% 28138.61 HE793684 3048/3050 98.85 OL472055 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.60 - - 22.0708% 204713.16 AJ517802 2203/2216 98.46 OL472046 full genome assembled

SRR16552253  /  P51.1SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 70.28 2.7331% 7418.50 MT454065 7501/7565 70.28 OL472239 new species, full genome assembled

SRR16552253  /  P51.1SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.14 0.0107% 523.78 MF543022 13423/14432 67.14 OL472114 new species, full genome assembled

SRR16552252  /  P51.2SKO20-ST

SRR16552252  /  P51.2SKO20-STSouthern tomato virus STV MF422618 99.97 - - 0.0209% 118.46 MF422618 3438/3438 100.00 OL471993 full genome assembled

SRR16552252  /  P51.2SKO20-STpotato virus Y PVY AB185833 96.78 - - 6.9756% 14070.72 AB185833 9699/9698 96.78 OL472160 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA1 TAV LC380669 99.59 - - 12.2690% 70227.26 LC380669 3412/3414 99.41 OL472069 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA2 TAV KF432414 98.39 - - 8.5030% 53640.10 KF432414 3070/3096 99.29 OL472070 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA3 TAV AJ277268 98.91 - - 11.6600% 95556.45 AJ277268 2385/2386 99.03 OL472071 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA1 CMV D00356 98.33 - - 2.5361% 14681.51 D00356 3357/3357 96.65 OL472038 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA2 CMV KC019300 95.22 - - 1.8205% 11652.00 KC019300 3007/3049 96.85 OL472056 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 96.91 - - 3.8116% 33588.51 AJ517802 2201/2216 99.18 OL472047 full genome assembled

SRR16552252  /  P51.2SKO20-STHenbane mosaic virus HMV MH779472 99.06 - - 0.7538% 1456.09 MH779472 10155/10127 99.06 OL472138 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 72.79 0.7931% 2027.14 NC_043088 7501/7565 72.79 OL472241 new species, full genome assembled

SRR16552252  /  P51.2SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 1.0702% 1555.31 MF543022 13453/14432 67.02 OL472113 new species, full genome assembled

SRR16552251  /  P52SKO20-SW

SRR16552251  /  P52SKO20-SWpotato virus Y PVY AJ890347 97.97 - - 2.3643% 3946.54 AJ890347 9677/9701 99.18 OL472165 full genome assembled

SRR16552251  /  P52SKO20-SWlettuce mosaic virus LMV - - KJ161185 85.25 1.1995% 1924.08 KJ161185 10079/10065 85.25 OL472137 full genome assembled, divergent strain

SRR16552251  /  P52SKO20-SWPicris betanucleorhabdovirus 1 PBRV1 - - OU015520 67.04 0.0573% 61.09 OU015520 15193/13719 67.04 OL472117 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA1 PaDPV3 - - NC_040483 68.35 0.0060% 30.08 NC_040483 1581/1569 68.35 OL472015 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA2 PaDPV3 - - MT159292 73.20 MT159292 1602/1418 73.20 OL472016 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA1 PaDPV4 - - MW546937 75.79 0.0014% 7.59 MW546937 1499/1583 75.79 OL472017 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA2 PaDPV4 - - MW546938 67.49 MW546938 1468/1459 67.49 OL472018 new species, full genome assembled

SRR16552248  /  P53.1KOR20-ST

SRR16552248  /  P53.1KOR20-STpotato virus Y PVY AB185833 97.59 - - 4.6472% 8651.54 AB185833 9698/9698 99.38 OL472152 full genome assembled

SRR16552248  /  P53.1KOR20-STpotato virus M PVM JX678982 97.19 - - 0.0082% 17.46 JX678982 8523/8523 97.19 OL472243 full genome assembled

SRR16552248  /  P53.1KOR20-STtomato mosaic virus ToMV MN267904 99.42 - - 0.0243% 68.07 MN267904 6383/6383 99.42 OL472102 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA1 CMV HE793684 99.08 - - 7.3644% 39461.92 HE793684 3359/3360 98.54 OL472033 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA2 CMV HF572915 98.49 - - 5.8783% 34691.12 HF572915 3046/3046 97.93 OL472051 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.51 - - 15.8069% 129494.19 AJ517802 2201/2216 98.51 OL472042 full genome assembled

SRR16552248  /  P53.1KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0050% 13.68 NC_032449 6552/6969 35.06 OL472107 new species, has virga-like domains (RdRP, CP), full genome

SRR16552247  /  P53.2KOR20-ST

SRR16552247  /  P53.2KOR20-STpotato virus Y PVY AB185833 96.11 - - 3.8621% 6080.61 AB185833 9698/9698 99.46 OL472153 full genome assembled

SRR16552247  /  P53.2KOR20-STpotato virus M PVM JX678982 97.19 - - 5.1725% 9268.55 JX678982 8523/8523 97.19 OL472245 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA1 CMV D00356 91.35 - - 4.0621% 18381.11 D00356 3358/3357 92.10 OL472034 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA2 CMV D00355 91.53 - - 1.7048% 8470.45 D00355 3048/3050 94.71 OL472052 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 89.03 - - 3.4026% 23276.95 AJ517802 2211/2216 91.70 OL472043 full genome assembled

SRR16552247  /  P53.2KOR20-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 7.38 MZ443622 1496/1506 71.17 OL472293 new species, best hit has only 41%  genome covered

SRR16552247  /  P53.2KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0067% 15.56 NC_032449 6552/6969 35.06 OL472108 new species, has virga-like domains (RdRP, CP), full genome

SRR16552246  /  P54KOR20-SW

SRR16552246  /  P54KOR20-SWbeet yellows virus BYV AF190581 97.72 - - 3.1094% 3407.77 AF190581 15469/15468 97.72 OL472076 full genome assembled

SRR16552246  /  P54KOR20-SWcarrot thin leaf virus CTLV MH170889 91.46 - - 0.3981% 710.56 MH170889 9490/9490 91.46 OL472135 full genome assembled

SRR16552246  /  P54KOR20-SWPastinaca umbravirus 1 PasUV1 - - LC434065 78.33 0.0147% 57.04 LC434065 4354/4193 78.33 OL472237 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 69.49 0.5793% 2452.04 MH231181 4006/3867 69.49 OL472226 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated waikavirus 2 PaWV2 - - KT238881 69.00 0.1458% 213.32 KT238881 11512/11649 69.00 OL472179 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated sequivirus 1 PaSV1 - - NC_038320 68.27 0.1177% 100.09 NC_038320 9988/9905 68.27 OL472180 new species, full genome assembled

SRR16552246  /  P54KOR20-SWMentha macluravirus 1 MenMV1 - - KP405232 67.44 3.0165% 6199.99 KP405232 8250/~8287 67.44 OL472141 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCirsium cytorhabdovirus 1 CCRV1 - - KY075646 69.04 0.0139% 22.26 KY075646 12216/13389 69.04 OL472122 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated viroid-like circular RNA 4 PaVCR4 not applicable - not applicable - 0.0175% 1081.50 not applicable 274/ - - OL472260 viroid-like circular RNA (putative new viroid species)

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.44 0.0180% 103.15 MF136436 2903/1867 77.44 OL472296 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 79.07 0.0031% 20.58 KX883211 2505/5082 79.07 OL472295 new species, only 3%  of genome covered by best hit

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 3 PTaR3 - - MF136436 72.04 0.0173% 116.79 MF136436 2515/1867 72.04 OL472299 new species, full genome assembled

SRR16552291  /  P55.1PLE20-ST

SRR16552291  /  P55.1PLE20-STpotato virus Y PVY MN216361 98.98 - - 0.9470% 2012.44 MN216361 9609/9609 99.82 OL472155 full genome assembled

SRR16552291  /  P55.1PLE20-STSouthern tomato virus STV MK948545 99.82 - - 0.0024% 14.32 MK948545 3436/3436 99.82 OL471997 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA1 CMV D00356 99.37 - - 9.6260% 58233.96 D00356 3361/3357 98.63 OL472035 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA2 CMV AJ517801 99.15 - - 7.6703% 51002.24 AJ517801 3055/3052 98.95 OL472053 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.19 - - 18.7449% 172075.53 AJ517802 2217/2216 99.19 OL472044 full genome assembled

SRR16552290  /  P55.2PLE20-ST

SRR16552290  /  P55.2PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0441% 215.41 KT852573 3438/3438 99.97 OL472005 full genome assembled

SRR16552290  /  P55.2PLE20-STpotato virus Y PVY DQ008213 99.62 - - 5.4331% 9517.27 DQ008213 9666/9666 99.63 OL472156 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 0.5646% 1074.24 KP008130 8913/8914 97.98 OL471946 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.47 - - 0.5083% 1805.31 KU179608 4766/4767 98.38 OL471947 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.01 - - 0.4960% 2864.77 DQ376178 2929/2927 99.62 OL471948 full genome assembled

SRR16552290  /  P55.2PLE20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - MK948541 99.00 23.1530% 29434.37 MK948541 13303/13320 96.35 OL472115 full genome assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 91.24 3.0891% 4266.95 NC_043389 7622/4018 91.24 OL472195 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA2 RWMV - - AF335430 88.00 AF335430 1787/263 88.17 OL472196 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.33 AY542957 1486/1063 92.33 OL472197 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 70.85 KY769704 1324/1381 71.85 OL472198 first full sequence of genome segment assembled

SRR16552289  /  P55.3PLE20-ST

SRR16552289  /  P55.3PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0940% 434.68 KT852573 3437/3438 99.97 OL471994 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus Y PVY MN216361 98.05 - - 17.1494% 28313.32 MN216361 9666/9666 98.93 OL472157 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus M PVM EU604672 93.55 - - 2.6925% 5039.69 EU604672 8523/8523 93.55 OL472244 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 6.4013% 11486.88 KP008130 8913/8914 97.98 OL471949 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.39 - - 4.1578% 13938.59 KU179608 4766/4767 96.39 OL471950 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.04 - - 4.1320% 22488.38 DQ376178 2927/2927 99.62 OL471951 full genome assembled

SRR16552288  /  P56PLE20-SW

SRR16552288  /  P56PLE20-SWAphis glycines virus 1 AGV1 - - KM015260 97.30 0.0076% 11.31 KM015260 8986/8680 98.97 OL472191 full genome assembled

SRR16552288  /  P56PLE20-SWRumex potyvirus 1 RumPV1 - - MK778804 71.15 3.9703% 5105.66 MK778804 10368/10068 71.15 OL472144 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.0557% 53.93 OU015520 13736/14421 66.38 OL472118 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum cytorhabdovirus 1 TCRV1 - - KM817650 65.25 0.0125% 12.09 KM817650 13781/13490 65.25 OL472125 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 2 PaSV2 - - MT559284 76.28 0.4589% 614.67 MT559284 9940/9795 76.28 OL472182 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 3 PaSV3 - - MT559283 75.59 0.4012% 523.38 MT559283 10227/9786 75.59 OL472184 new species, full genome assembled

SRR16552285  /  P57.1JUR20-ST

SRR16552285  /  P57.1JUR20-STpotato virus Y PVY MN216361 98.26 - - 0.2516% 402.50 MN216361 9609/9609 99.63 OL472149 full genome assembled

SRR16552285  /  P57.1JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 85.9657% 206944.04 MN267904 6383/6386 99.50 OL472097 full genome assembled

SRR16552284  /  P57.2JUR20-ST

SRR16552284  /  P57.2JUR20-STSouthern tomato virus STV LC487710 99.88 - - 0.0212% 124.39 LC487710 3438/3438 99.88 OL471995 full genome assembled

SRR16552284  /  P57.2JUR20-STpotato virus Y PVY JF927751 99.50 - - 0.6062% 1270.24 JF927751 9697/9697 99.45 OL472150 full genome assembled

SRR16552284  /  P57.2JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 90.9592% 289236.20 MN267904 6381/6386 99.50 OL472098 full genome assembled

SRR16552283  /  P58.1JUR20-SW

SRR16552283  /  P58.1JUR20-SWtomato mosaic virus ToMV MN267904 99.50 - - 1.6374% 3263.75 MN267904 6370/6383 99.50 OL472099 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 96.60 - - 5.7116% 20573.99 MN216370 3521/3445 96.60 OL472060 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 96.73 - - 1.6923% 7551.14 MN216373 2842/2757 96.73 OL472061 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.02 - - 8.9289% 49833.09 MN216376 2277/2242 98.02 OL472062 full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA1 PaDPV6 - - KX525268 83.90 0.1732% 707.56 KX525268 1593/1586 83.90 OL472023 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA2 PaDPV6 - - KY923704 72.36 KY923704 1512/1525 72.36 OL472024 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWNovo Mesto dicistrovirus 1 NMDV1 - - KX884398 67.63 0.0585% 74.11 KX884398 10055/9785 67.63 OL472188 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0135% 352.00 not applicable 580/ - - OL472262 viroid-like circular RNA (putative new viroid species)

SRR16552282  /  P58.2JUR20-SW

SRR16552282  /  P58.2JUR20-SWtomato mosaic virus ToMV MN267904 99.01 - - 0.0045% 9.28 MN267904 6345/6383 99.01 OL472100 full genome assembled

SRR16552282  /  P58.2JUR20-SWPlant associated alphaendornavirus 1 PaAEV1 - - LC500285 65.45 0.0983% 77.77 LC500285 14528/14878 65.45 OL472078 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.22 0.0038% 13.00 HQ677625 3895/3956 71.22 OL472223 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWNovo Mesto dicistrovirus 2 NMDV2 - - MT745591 80.82 0.0422% 43.76 MT745591 8897/8446 80.82 OL472189 new species, but only 45%  genome covered by best hit

SRR16552282  /  P58.2JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0016% 43.45 not applicable 580/ - - OL472261 viroid-like circular RNA (putative new viroid species)

SRR16552280  /  P59.1TUR20-ST

SRR16552280  /  P59.1TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1741% 824.26 MF422618 3438/3438 100.00 OL472003 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato mosaic virus ToMV MN267904 99.48 - - 0.0120% 30.62 MN267904 6345/6383 99.01 OL472103 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.99 - - 9.3851% 17240.41 KP008130 8913/8914 97.99 OL471952 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.07 - - 7.7732% 26697.40 KU179608 4766/4767 98.32 OL471953 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 6.1946% 34624.29 DQ376178 2926/2927 99.56 OL471954 full genome assembled

SRR16552280  /  P59.1TUR20-STHubei picorna-like virus 36 HuPiLV36 - - KX883970 99.22 0.1305% 214.72 KX883970 9951/9856 99.22 OL472186 full genome assembled

SRR16552280  /  P59.1TUR20-STNovo Mesto picornavirus 1 NMPV1 - - MH614316 71.28 0.0210% 33.59 MH614316 10189/- 71.28 OL472193 new species, but best hit covers only 10%  of the genome

SRR16552279  /  P59.2TUR20-ST

SRR16552279  /  P59.2TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1646% 824.26 MF422618 3438/3438 100.00 OL472000 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato mosaic virus ToMV MN267904 99.43 - - 0.0067% 18.05 MN267904 6383/6383 99.43 OL472104 full genome assembled

SRR16552279  /  P59.2TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.42 41.9384% 54539.21 KX636164 13313/13320 96.49 OL472124 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment L TSWV D10066 100.00 - - 2.7554% 5355.46 D10066 8813/8897 97.99 OL471955 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.27 - - 3.0355% 11030.08 KU179608 4766/4767 98.41 OL471956 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.91 - - 2.2612% 13373.55 DQ376178 2925/2927 99.52 OL471957 full genome assembled

SRR16552278  /  P59.3TUR20-ST

SRR16552278  /  P59.3TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0598% 359.49 MF422618 3438/3438 100.00 OL472002 full genome assembled

SRR16552278  /  P59.3TUR20-STpotato virus Y PVY - - AB185833 98.47 9.2900% 19495.54 AB185833 9726/9698 98.47 OL472164 full genome assembled, NTN strain

SRR16552278  /  P59.3TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.48 43.8871% 68474.03 KX636164 13313/13320 96.49 OL472110 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.9117% 4459.18 KP008130 8913/8914 97.98 OL471958 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.16 - - 1.5082% 6575.65 KU179608 4766/4767 98.41 OL471959 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.87 - - 1.4441% 10244.53 DQ376178 2926/2627 99.49 OL471960 full genome assembled

SRR16552277  /  P60TUR20-SW

SRR16552277  /  P60TUR20-SWwhite clover mosaic virus WCMV MN399741 96.37 - - 0.0049% 12.27 MN399741 5774/5774 96.39 OL472250 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.3634% 2204.07 KP008130 8913/8914 97.99 OL471961 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment M TSWV KU179608 96.37 - - 0.7429% 2235.94 KU179608 4766/4767 98.41 OL471962 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 1.5398% 7540.49 DQ376178 2925/2927 99.52 OL471963 full genome assembled

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A BLDVA - - NC_038560 91.00 0.0601% 105.72 NC_038560 8170/8174 91.00 OL472142 full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum viroid-like circular RNA 1 TVCR1 not applicable - not applicable - 0.0027% 86.14 not applicable 447/ - - OL472256 viroid-like circular RNA (putative new viroid species)

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A, divergent isolate BLDVA-divergent - - NC_038560 75.69 0.1074% 170.71 NC_038560 9047/8174 75.69 OL472143 divergent isolate, full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.1728% 180.41 OU015520 13680/14424 66.38 OL472121 new species, full genome assembled

SRR16552277  /  P60TUR20-SWNovo Mesto iflavirus 1 NMIV1 - - MK729664 76.74 0.0150% 24.55 MK729664 8849/8868 76.74 OL472192 new species, full genome assembled

SRR16552276  /  P61Pv-PK1  /  internal control

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1956% 254.20 MK948542 13903/13981 99.68 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5667% 698.89 MF281671 14240/14780 99.50 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0237% 28.43 NC_040558 7881/15205 88.90 - full genome assembled

SRR16552274  /  P62Pv-PK2  /  internal control

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1683% 154.27 MK948542 13901/13981 99.61 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4657% 405.61 MF281671 14224/14780 99.58 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0187% 15.83 NC_040558 7707/15205 88.41 - full genome assembled

cucumber mosaic virus, RNA1-3 CMV - - - - 0.0009% - - - - - possible sequencing crosstalk
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SRR16552271  /  P1.1BER19-ST

SRR16552271  /  P1.1BER19-STpotato virus Y PVY KX184817 99.69 - - 0.7087% 1745.64 KX184817 9709/9719 100.00 OL472145 full genome assembled

SRR16552271  /  P1.1BER19-STtomato mosaic virus ToMV MN267904 99.00 - - 93.7180% 351439.67 MN267904 6384/6383 99.00 OL472089 full genome assembled

SRR16552271  /  P1.1BER19-STsouthern tomato virus STV MN095716 96.00 - - 0.0003% 2.45 MN095716 - 96.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552270  /  P1.2BER19-ST

SRR16552270  /  P1.2BER19-STpotato virus Y PVY JF927761 99.80 - - 0.5200% 1209.20 JF927761 - 98.00 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552270  /  P1.2BER19-STtomato mosaic virus ToMV MN267904 99.42 - - 96.4897% 8246.41 MN267904 9684/9701 99.00 OL472090 full genome assembled

SRR16552270  /  P1.2BER19-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV KY706238 96.00 - - 0.6600% 1132.91 KY706238 13318/13319 99.00 MW366749 full genome assembled

SRR16552270  /  P1.2BER19-STtomato betanucleorhabdovirus 1 TBRV1 KM823531 66.80 - - 0.0106% 17.83 KM823531 13577/13188 66.80 OL472119 new species, full genome assembled

SRR16552235  /  P02BER19-AT

SRR16552235  /  P02BER19-ATtomato mosaic virus ToMV MN267904 99.40 - - 0.8000% 398.36 MN267904 6364/6383 99.40 OL472088 full genome assembled

SRR16552235  /  P02BER19-ATsouthern tomato virus STV MN216389 100.00 - - 0.0069% 6.41 MN216389 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552224  /  P3.1BER19-SW

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA1 CMV D00356 99.00 - - 0.1006% 441.58 D00356 3558/3557 98.70 OL472030 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA2 CMV AJ517801 99.00 - - 0.1017% 490.83 AJ517801 3052/3050 98.70 OL472048 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA3 CMV AJ517802 99.00 - - 0.2896% 1935.45 AJ517802 2216/2216 99.20 OL472039 full genome assembled

SRR16552224  /  P3.1BER19-SWtomato mosaic virus ToMV MN267904 97.74 - - 0.0141% 32.92 MN267904 6341/6383 99.40 OL472091 full genome assembled

SRR16552224  /  P3.1BER19-SWHubei polero-like virus 2 HuPLV2 KX882844 98.00 - - 0.4138% 1009.61 KX882844 6083/6083 99.10 OL472220 full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated alphaendornavirus 1 PaAEV1 MH182675 65.60 - - 0.0179% 18.35 MH182675 14445/14728 65.60 OL472077 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA1 PaDPV1 - - NC_038846 76.10 0.0091% 79.00 NC_038846 1555/1575 76.10 OL472010 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2a PaDPV1 - - MK731958 70.31 0.0076% 72.76 MK731958 1544/1583 70.31 OL472011 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2b PaDPV1 - - MK731957 64.88 0.0033% 32.11 MK731957 1510/1517 64.88 OL472012 new species, full genome assembled

SRR16552261  /  P3.2BER19-SW

SRR16552261  /  P3.2BER19-SWtomato mosaic virus ToMV MN267904 99.30 - - 0.0190% 38.68 MN267904 6383/6383 99.40 OL472092 full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated closterovirus 1 PaClV1 - - LC480248 65.80 0.0296% 29.22 LC480248 13177/15597 65.80 OL472072 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated waikavirus 1 PaWV1 - - NC_040586 67.00 0.0247% 29.23 NC_040586 11022/12313 67.04 OL472169 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWLjubljana dicistrovirus 1 LDV1 - - MH459180 67.00 0.0776% 114.32 MH459180 8841/8293 67.00 OL472194 new species, full genome assembled

SRR16552250  /  P04NGO19-AT

SRR16552250  /  P04NGO19-ATsouthern tomato virus STV MF422618 100.00 - - 0.0500% 180.61 MF422618 3414/3437 100.00 OL471986 full genome assembled

SRR16552250  /  P04NGO19-ATolive latent virus 1 OLV1 MK376952 98.00 - - 0.0022% 7.64 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.2140% 201.00 NC_043389 7622/4018 91.24 OL472207 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472208 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472209 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472210 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-ST

SRR16552286  /  P05NGO19-STsouthern tomato virus STV MF422618 100.00 - - 0.1073% 434.84 MF422618 3414/3437 100.00 OL471987 full genome assembled

SRR16552286  /  P05NGO19-STolive latent virus 1 OLV1 MK376952 97.70 - - 0.0040% 15.20 MK376952 3277/3699 98.00 - partial genome obtained (was not deposited)

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.1969% 231.00 NC_043389 7622/4018 91.24 OL472211 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472212 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472213 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472214 first full sequence of genome segment assembled

SRR16552275  /  P06NGO19-SW

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 88.30 1.7688% 3820.85 MN216350 5820/5771 88.27 OL472172 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 88.70 2.1729% 7952.26 MN216379 3435/3303 88.68 OL472173 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 97.90 0.0042% 16.34 MN627469 3198/3222 97.90 OL472267 full genome assembled

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR1 not applicable - not applicable - 0.0024% 55.03 not applicable 556/ - - OL472257 viroid-like circular RNA (putative new viroid species)

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR2 not applicable - not applicable - 0.0026% 65.88 not applicable 491/ - - OL472258 viroid-like circular RNA (putative new viroid species)

SRR16552273  /  P07BUK19-ST

SRR16552273  /  P07BUK19-STsouthern tomato virus STV KT85253 99.70 - - 0.0046% 23.56 KT85253 3364/3437 99.60 - partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus TBSV M21958 94.00 - - 0.0075% 2748.00 M21958 4755/4776 94.00 OL472233 full genome assembled

SRR16552273  /  P07BUK19-STLeveillula taurica-associated rhabdo-like virus LtaRLV1 MN609860 99.80 - - 0.0196% 24.94 MN609860 13978/14003 99.80 OL472123 full genome assembled

SRR16552273  /  P07BUK19-STolive latent virus 1 OLV1 MK376952 97.00 - - 0.0032% 15.26 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA L TBSV-satRNA-L FJ666076 90.70 - - 0.0001% 3.14 FJ666076 483/615 91.10 OL472255 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA B10 TBSV-satRNA-B10 AF022788 94.10 - - 0.0014% 41.41 AF022788 590/612 94.10 OL472254 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA C TBSV-satRNA-C AF022787 82.20 - - 0.0008% 16.96 AF022787 884/822 81.30 OL472253 new species, best hit covers only 55%  of the genome

SRR16552273  /  P07BUK19-STCymbidium ringspot virus satellite RNA CymRSV-satRNA D00720 94.81 - - 0.0008% 25.30 D00720 607/618 94.80 OL472252 full genome assembled

SRR16552272  /  P08BUK19-SW

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 82.60 1.3066% 2809.68 MN216350 5836/5771 82.63 OL472170 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 71.60 6.5586% 23566.87 MN216379 3386/3303 71.57 OL472171 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWHubei polero-like virus 2 HuPLV2 - - KX882844 97.40 0.5413% 1117.07 KX882844 6083/6083 97.40 OL472221 full genome assembled

SRR16552272  /  P08BUK19-SWPlantago potyvirus 1 PlaPV1 - - AF543212 73.60 0.9120% 1199.42 AF543212 9528/9797 73.60 OL472140 new species, full genome assembled

SRR16552269  /  P09KOP19-AT

SRR16552269  /  P09KOP19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0004% 1.82 MK376952 - 97.00 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-ST

SRR16552244  /  P10KOP19-STolive latent virus 1 OLV1 MK376952 95.78 - - 0.0037% 15.37 MK376952 - 95.66 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtobacco necrosis virus A TNVA KX906928 92.98 - - 0.0037% 15.84 KX906928 - 89.35 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STolive mild mosaic virus OMMV KX906929 92.63 - - 0.0043% 18.14 KX906929 - 94.10 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato mosaic virus ToMV MN267904 97.45 - - 0.0023% 5.45 MN267904 - 97.45 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato matilda virus TMaV MK517476 99.27 - - 0.0065% 11.81 MK517476 - 99.24 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.3633% 470.00 NC_043389 7622/4018 91.24 OL472199 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472200 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472201 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472202 first full sequence of genome segment assembled

SRR16552243  /  P11KOP19-SW

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.44 3.7889% 3780.22 JN560178 9024/8877 72.44 OL471967 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.77 2.6906% 4620.18 JN560177 5232/4786 70.77 OL471968 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.94 3.8029% 11629.66 AY686718 2887/2734 65.94 OL471969 new species, full genome assembled

SRR16552243  /  P11KOP19-SWplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0105% 15.00 NC_032449 6434/6969 35.06 OL472105 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0106% 14.29 MN627473 3489/3506 89.97 OL472271 full genome assembled, possibly a divergent strain

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0196% 48.65 MN035426 3586/3685 71.65 OL472274 new species, partial genome obtained 

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.2176% 538.75 QED42936 3627/ - 31.15 OL472275 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA1 EnaPV2 - - MN605492 99.54 0.0592% 175.42 MN605492 1723/1735 99.54 OL472008 full genome assembled

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA2 EnaPV2 - - MN605493 99.93 MN605493 1534/1557 99.93 OL472009 full genome assembled

SRR16552243  /  P11KOP19-SWPlasmopara viticola lesion associated monoambiguivirus 1 PvLAMV1 - - MN556995 96.59 0.2726% 396.98 MN556995 6159/6099 96.59 OL472280 full genome assembled

SRR16552243  /  P11KOP19-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.13 0.0336% 94.01 MW648508 3150/3115 67.13 OL472281 new species, best hit covers only 37%  of genome

SRR16552242  /  P12PAR19-AT

SRR16552242  /  P12PAR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0439% 129.88 MK948595 3436/3437 99.70 OL471989 full genome assembled

SRR16552242  /  P12PAR19-ATtobacco necrosis virus A TNVA KX906928 97.10 - - 0.0448% 124.06 KX906928 3684/3684 97.10 OL472227 full genome assembled

SRR16552242  /  P12PAR19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0229% 63.43 MK376952 3646/3669 96.20 OL472228 full genome assembled

SRR16552242  /  P12PAR19-ATolive mild mosaic virus OMMV KY769774 91.00 - - 0.0093% 25.35 KY769774 - 91.00 - partial genome obtained (was not deposited)

SRR16552242  /  P12PAR19-ATtomato albetovirus 1 TomAV1 - - L06057 74.01 0.0024% 19.35 L06057 1261/1239 74.01 OL472251 new species, full genome assembled

SRR16552242  /  P12PAR19-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.57 0.0303% 89.37 MN609858 3430/3314 69.57 OL472264 new species, full genome assembled

SRR16552241  /  P13PAR19-ST

SRR16552241  /  P13PAR19-STtomato mosaic virus ToMV MN267904 92.70 - - 0.0004% 1.31 MN267904 - 92.70 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0030% 6.50 MK517476 - 99.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 90.27 0.0071% 41.60 MN627469 3198/3222 90.27 OL472266 full genome assembled

SRR16552241  /  P13PAR19-STErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0093% 50.93 MN627473 3372/3506 89.97 OL472270 full genome assembled, possibly a divergent strain

SRR16552241  /  P13PAR19-STplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0079% 41.67 MN035426 3572/3685 71.65 OL472273 new species, has virga-like domains

SRR16552240  /  P14PAR19-SW

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 0.0306% 31.81 JN560178 9055/8877 72.47 OL471967 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 0.0712% 142.00 JN560177 4714/4786 70.61 OL471968 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 0.0636% 174.38 AY686718 3407/2734 65.93 OL471969 new species, full genome assembled

SRR16552239  /  P15.1BOL19-AT

SRR16552239  /  P15.1BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0145% 64.21 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552238  /  P15.2BOL19-AT

SRR16552238  /  P15.2BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0222% 78.51 MF422618 3413/3437 99.00 OL471983 full genome assembled

SRR16552237  /  P16BOL19-ST

SRR16552237  /  P16BOL19-STSouthern tomato virus STV MF422618 99.50 - - 0.0007% 5.51 MF422618 - 99.50 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0006% 2.04 MK517476 - 99.00 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA1 ToFBV MT434819 98.10 - - 0.0028% 13.74 MT434819 5767/5778 98.10 OL472087 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA2 ToFBV MT434820 98.80 - - 0.0010% 7.97 MT434820 3542/3610 98.80 OL472080 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA3 ToFBV MT434821 94.50 - - 0.0020% 20.08 MT434821 2756/2761 94.50 OL472081 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA4 ToFBV MT434822 95.60 - - 0.0009% 13.54 MT434822 1886/1900 95.60 OL472082 full genome assembled

SRR16552236  /  P17BOL19-SW

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.50 0.0088% 13.47 JN560178 8979/8877 72.50 OL471973 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 71.92 0.0289% 79.32 JN560177 4758/4786 71.92 OL471974 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.75 0.0236% 89.29 AY686718 3463/2734 65.75 OL471975 new species, full genome assembled

SRR16552236  /  P17BOL19-SWPlantago tobamovirus 1 PTV1 - - GQ401365 86.22 18.5267% 174.38 GQ401365 6295/6311 86.22 OL472109 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 1 PaPoV1 - - KT868949 76.87 0.1962% 448.83 KT868949 6025/6017 76.87 OL472217 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 2 PaPoV2 - - KR706247 73.27 0.0640% 155.67 KR706247 5669/5643 73.27 OL472218 new species, full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA1 ToFBV MT434819 98.15 - - 0.1904% 450.19 MT434819 5811/5811 98.15 OL472083 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA2 ToFBV MT434820 98.72 - - 0.0574% 217.18 MT434820 3629/3643 98.72 OL472084 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA3 ToFBV MT434821 99.37 - - 0.3069% 1470.54 MT434821 2872/2872 99.37 OL472085 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA4 ToFBV MT434822 99.64 - - 0.1122% 790.85 MT434822 1945/1946 99.64 OL472086 full genome assembled

SRR16552236  /  P17BOL19-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 73.24 48.4527% 167483.71 HQ677625 3933/3933 73.24 OL472224 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.10 0.0109% 50.22 MW546937 1512/1583 76.10 OL472019 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 65.92 MW546938 1471/1459 65.92 OL472020 new species, full genome assembled

SRR16552234  /  P18POR19-ST

SRR16552234  /  P18POR19-STSouthern tomato virus STV MK610257 98.00 - - 0.0103% 52.88 MK610257 - 98.00 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STolive latent virus 1 OLV1 DQ083996 95.60 - - 0.0019% 9.03 DQ083996 - 95.69 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STtomato matilda virus TMaV MK517476 99.70 - - 0.8361% 1718.93 MK517476 8653/8653 99.71 OL472166 full genome assembled

SRR16552234  /  P18POR19-STAphis glycines virus 1 AGV1 - - KM015260 97.33 0.1987% 393.70 KM015260 8983/8680 97.33 OL472190 full genome assembled

SRR16552234  /  P18POR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.64 0.1349% 533.68 MN609862 4483/4289 99.64 OL472283 2 sequences (MN609862-63) map to the assembled contig

SRR16552234  /  P18POR19-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 73.90 0.0017% 51.66 MZ443622 1500/1506 73.90 OL472291 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.72 0.0100% 20.06 MN609858 3427/3314 69.72 OL472265 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated virga-like virus 1 TaVLV1 - - no good hit - 0.1377% 459.02 no good hit 5277/ - - OL472265 new species, full genome assembled

SRR16552233  /  P19POR19-AT

SRR16552233  /  P19POR19-ATSouthern tomato virus STV MK610257 100.00 - - 0.0019% 5.47 MK610257 - 100.00 - partial genome obtained (was not deposited)

SRR16552233  /  P19POR19-ATtomato matilda virus TMaV MK517476 99.68 - - 0.0774% 90.03 MK517476 8656/8653 99.68 OL472167 full genome assembled

SRR16552233  /  P19POR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.36 0.0665% 148.27 MN609862 4483/4289 99.36 OL472284 2 sequences (MN609862-63) map to the assembled contig

SRR16552232  /  P20POR19-SW

SRR16552232  /  P20POR19-SWcarrot thin leaf virus CTLV - - MH170889 91.73 7.4399% 10282.14 MH170889 9534/9490 91.73 OL472133 full genome assembled

SRR16552232  /  P20POR19-SWbarley virus G BVG - - KT962089 97.99 0.3173% 748.49 KT962089 5584/5620 97.99 OL472215 full genome assembled

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 98.68 - - 0.0012% 4.73 MN216370 - 98.68 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 95.31 - - 0.0007% 3.16 MN216373 - 95.31 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.20 - - 0.0016% 9.05 MN216376 - 98.20 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWplant associated polerovirus 3 PaPoV3 - - GU327735 76.13 1.5439% 3345.45 GU327735 6009/5803 76.13 OL472219 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca potexvirus 1 PasPV1 - - LC460456 67.27 0.5653% 1262.61 LC460456 5896/5964 67.27 OL472238 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca cytorhabdovirus 1 PaCRV1 - - MH898500 67.04 0.0249% 25.05 MH898500 13072/14419 67.04 OL472112 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca umbravirus 1 PasUV1 - - LC434065 77.80 0.2817% 849.71 LC434065 4368/4193 77.80 OL472236 new species, full genome assembled

SRR16552232  /  P20POR19-SWPicris umbravirus 1 PicUV1 - - KT946712 80.00 1.8046% 5437.68 KT946712 4357/4196 80.00 OL472232 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.74 0.2362% 1049.28 MF136436 2962/1867 77.74 OL472298 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 82.05 0.0049% 25.46 KX883211 2524/5082 82.05 OL472297 new species, full genome assembled

SRR16552231  /  P21KOR19-AT

SRR16552231  /  P21KOR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0184% 95.18 MK948595 3408/3437 99.60 OL471984 full genome assembled

SRR16552231  /  P21KOR19-ATtomato matilda virus TMaV MK517476 99.70 - - 0.0440% 43.74 MK517476 8657/8653 99.70 OL472168 full genome assembled

SRR16552231  /  P21KOR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.39 0.0157% 29.93 MN609862 4430/4289 99.39 OL472285 2 sequences (MN609862-63) map to the assembled contig

SRR16552230  /  P22KOR19-ST

SRR16552230  /  P22KOR19-STSouthern tomato virus STV MK948595 99.60 - - 0.0193% 129.97 MK948595 3412/3437 99.60 OL471990 full genome assembled

SRR16552230  /  P22KOR19-STtomato mosaic virus ToMV MN267904 99.37 - - 0.0096% 35.20 MN267904 6383/6383 99.37 OL472101 full genome assembled

SRR16552230  /  P22KOR19-STtomato matilda virus TMaV MK517476 99.73 - - 0.0193% 99.25 MK517476 8562/8653 99.73 OL472177 full genome assembled

SRR16552230  /  P22KOR19-STolive latent virus 1 OLV1 MK376952 100.00 - - 0.0009% 6.54 MK376952 - 100.00 - partial genome obtained (was not deposited)

SRR16552230  /  P22KOR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0058% 29.93 MN609862 4483/4289 99.38 OL472286 2 sequences (MN609862-63) map to the assembled contig

SRR16552229  /  P23KOR19-SW

SRR16552229  /  P23KOR19-SWcarrot thin leaf virus CTLV MH170889 92.00 - - 1.2444% 1303.84 MH170889 9471/9490 91.00 OL472134 full genome assembled

SRR16552229  /  P23KOR19-SWKoper picorna-like virus 1 KPLV1 - - MN714669 73.59 0.0038% 9.81 MN714669 5151/9979 73.59 OL472294 new species, full genome assembled

SRR16552229  /  P23KOR19-SWKoper totivirus 3 KTV3 - - MK279493 62.51 0.0055% 14.63 MK279493 4988/5174 62.51 OL472029 new species, full genome assembled

SRR16552229  /  P23KOR19-SWplant associated botourmia-like virus 1 PaBLV1 - - MN532659 73.49 0.0063% 36.22 MN532659 2300/2339 73.49 OL472278 new species, full genome assembled

SRR16552228  /  P29Pv19-PK2  /  internal control

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1532% 214.50 MK948542 13901/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5200% 685.33 MF281671 14417/14780 98.91 - partial genome obtained, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0217% 27.58 NC_040558 8831/15205 88.05 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1  /  internal control

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1448% 214.50 MK948542 13900/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4340% 392.52 MF281671 14168/14780 99.59 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0185% 16.33 NC_040558 7633/15205 87.83 - partial genome obtained, not deposited (internal control)

SRR16552226  /  P31BER20-AT

SRR16552226  /  P31BER20-ATSouthern tomato virus STV MF422618 99.70 - - 0.0017% 8.48 MF422618 3438/3438 99.70 - full genome assembled (was not deposited)

SRR16552221  /  P32STR20-AT

SRR16552221  /  P32STR20-ATpotato virus Y PVY AB185833 96.08 - - 5.6002% 9230.31 AB185833 9688/9698 99.47 OL472161 full genome assembled

SRR16552221  /  P32STR20-ATpotato virus S PVS MH937416 98.74 - - 1.3352% 2515.60 MH937416 8477/8485 98.74 OL472247 full genome assembled

SRR16552221  /  P32STR20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 0.0064% 7.67 MF543022 13414/14432 67.02 OL472129 new species, full genome assembled

SRR16552265  /  P33BOL20-AT

SRR16552265  /  P33BOL20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MH323437 67.40 0.2493% 295.17 MH323437 13436/13546 70.05 OL472116 new species, full genome assembled

SRR16552265  /  P33BOL20-ATSouthern tomato virus STV MK948545 100.00 - - 0.0032% 14.75 MK948545 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-AT

SRR16552262  /  P34MIR20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0042% 11.41 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 1 TIV1 - - NC_039075 69.57 0.0441% 212.82 NC_039075 3392/3378 69.57 OL472057 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 2 TIV1 - - KY695013 74.03 0.0839% 481.15 KY695013 2866/2931 74.03 OL472058 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 3 TIV1 - - KY695014 67.27 0.1392% 1048.57 KY695014 2181/2296 67.27 OL472059 new species, full genome assembled

SRR16552258  /  P35KOP20-AT

SRR16552258  /  P35KOP20-ATSouthern tomato virus STV MK610257 99.97 - - 0.0110% 41.24 MK610257 3414/3414 99.97 OL471998 full genome assembled

SRR16552258  /  P35KOP20-ATolive latent virus 1 OLV1 MK376952 96.32 - - 0.0027% 9.49 MK376952 - 96.34 - full genome assembled (was not deposited, possible recombinant)

SRR16552258  /  P35KOP20-ATErysiphe necator ourmia-like virus 82 EnOLV82 MN611610 96.15 - - 0.0009% 4.90 MN611610 2627/2859 93.19 OL472300 full genome assembled

SRR16552254  /  P36SKO20-AT

SRR16552254  /  P36SKO20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0134% 62.18 MF422618 - 100.00 - full genome assembled

SRR16552254  /  P36SKO20-ATpotato virus Y PVY AB185833 97.77 - - 14.7054% 24495.49 AB185833 9698/9698 99.49 OL472158 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA1 CMV D00356 100.00 - - 2.6547% 12692.24 D00356 3357/3357 98.90 OL472036 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA2 CMV KC019300 96.98 - - 5.0193% 12010.42 KC019300 3048/3049 96.81 OL472054 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA3 CMV AJ517802 99.14 - - 2.6547% 36466.12 AJ517802 2215/2216 99.17 OL472045 full genome assembled

SRR16552254  /  P36SKO20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.82 1.7041% 2040.29 MF543022 13453/14432 67.82 OL472120 new species, full genome assembled

SRR16552249  /  P37KOR20-AT

SRR16552249  /  P37KOR20-ATpotato virus Y PVY AB185833 97.06 - - 5.6244% 10169.76 AB185833 9698/9698 99.44 OL472151 full genome assembled

SRR16552249  /  P37KOR20-ATpotato virus M PVM JX678982 97.02 - - 1.8675% 3843.19 JX678982 8523/8523 97.02 OL472242 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA1 CMV HE962478 94.62 - - 1.9706% 10237.36 HE962478 3359/3358 94.02 OL472032 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA2 CMV MG021461 96.28 - - 1.7648% 10088.19 MG021461 3055/3050 96.58 OL472050 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA3 CMV AJ517802 98.87 - - 3.8745% 30600.28 AJ517802 2216/2216 99.07 OL472041 full genome assembled

SRR16552249  /  P37KOR20-ATplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0045% 11.98 NC_032449 6552/6969 35.06 OL472106 new species, has virga-like domains (RdRP,CP), full genome

SRR16552249  /  P37KOR20-ATtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 8.32 MZ443622 1494/1506 71.17 OL472292 new species, best hit has only 41%  genome covered

SRR16552245  /  P38PLE20-AT

SRR16552245  /  P38PLE20-ATpotato virus Y PVY MN216361 98.18 - - 41.6262% 85069.36 MN216361 9609/9609 99.85 OL472154 full genome assembled

SRR16552245  /  P38PLE20-ATSouthern tomato virus STV MK948545 99.82 - - 0.0210% 119.29 MK948545 3436/3436 99.82 OL472006 full genome assembled

SRR16552245  /  P38PLE20-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 70.00 0.0030% 16.98 MN609858 3430/3314 70.00 OL472263 new species, full genome assembled

SRR16552245  /  P38PLE20-ATErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 95.89 0.0008% 4.99 MN627469 - 95.89 - low read coverage, partial genome obtained (was not deposited)

SRR16552287  /  P39JUR20-AT

SRR16552287  /  P39JUR20-ATtomato mosaic virus ToMV MN267904 99.50 - - 0.0807% 201.46 MN267904 6383/6386 99.50 OL472096 full genome assembled

SRR16552287  /  P39JUR20-ATpotato virus Y PVY - - KX184847 99.79 0.0444% 72.91 KX184847 9719/9719 99.79 OL472148 full genome assembled

SRR16552287  /  P39JUR20-ATHubei picorna-like virus 36 HuPiLV36 KX883970 99.06 - - 0.0171% 27.34 KX883970 9977/9856 99.06 OL472187 full genome assembled

SRR16552281  /  P40TUR20-AT

SRR16552281  /  P40TUR20-ATtomato mosaic virus ToMV MN267904 97.75 - - 0.0026% 5.70 MN267904 - 97.75 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATolive latent virus 1 OLV1 MK376952 96.91 - - 0.0006% 1.65 MK376952 - 96.91 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATSouthern tomato virus STV MK610257 100.00 - - 0.0008% 3.12 MK610257 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552225  /  P41.1BER20-ST

SRR16552225  /  P41.1BER20-STpotato virus Y PVY JF927755 97.68 - - 4.2245% 8824.20 JF927755 9689/9697 99.30 OL472146 full genome assembled

SRR16552225  /  P41.1BER20-STtomato mosaic virus ToMV MN267904 99.50 - - 0.0035% 10.98 MN267904  6383/6383 99.40 OL472093 full genome assembled

SRR16552225  /  P41.1BER20-STSouthern tomato virus STV KT438549 99.50 - - 0.0092% 53.70 KT438549 3411/3463 99.36 OL471992 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA1 CMV D00356 99.11 - - 29.3895% 177136.45 D00356 3357/3360 99.11 OL472031 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA2 CMV D00355 99.08 - - 20.9980% 139195.19 D00355 3045/3048 99.08 OL472049 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.64 - - 24.1833% 220717.27 AJ517802 2215/2216 99.64 OL472040 full genome assembled

SRR16552223  /  P41.2BER20-ST

SRR16552223  /  P41.2BER20-STpotato virus Y PVY AB185833 96.16 - - 0.5191% 1012.95 AB185833 9687/9698 99.01 OL472147 full genome assembled

SRR16552223  /  P41.2BER20-STpotato virus M PVM JX678982 96.83 - - 0.4948% 1098.02 JX678982 8507/8523 96.83 OL472246 full genome assembled

SRR16552223  /  P41.2BER20-STtomato mosaic virus ToMV MN267904 99.44 - - 31.4357% 177136.45 MN267904  6383/6383 99.40 OL472094 full genome assembled

SRR16552222  /  P42BER20-SW

SRR16552222  /  P42BER20-SWtomato mosaic virus ToMV MN267904 99.44 - - 19.2552% 21122.12 MN267904  6381/6383 99.44 OL472095 full genome assembled

SRR16552222  /  P42BER20-SWplant associated tombus-like virus 2 PaTLV2 - - MT317175 76.36 0.0099% 41.43 MT317175 3297/3360 76.36 OL472269 new species, full genome assembled

SRR16552268  /  P43.1STR20-ST

SRR16552268  /  P43.1STR20-STSouthern tomato virus STV MK610257 100.00 - - 0.0099% 52.82 MK610257 3413/3414 100.00 OL471996 full genome assembled

SRR16552268  /  P43.1STR20-STpotato virus Y PVY KY847961 99.68 - - 12.6303% 24095.87 KY847961 9628/9630 99.68 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato bushy stunt virus TBSV M21958 94.97 - - 0.0094% 36.06 M21958 4778/4776 95.61 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato alphanucleorhabdovirus 1 TARV1 - - KC905081 75.20 7.0251% 9626.99 KC905081 13406/13154 75.20 OL472234 new species, full genome assembled

SRR16552268  /  P43.1STR20-STtomato matilda virus TMaV MK517476 99.75 - - 0.0054% 11.54 MK517476 8653/8653 99.79 OL472174 full genome assembled

SRR16552267  /  P43.2STR20-ST

SRR16552267  /  P43.2STR20-STSouthern tomato virus STV KT852573 99.82 - - 0.0160% 70.06 KT852573 3438/3438 99.82 OL472004 full genome assembled

SRR16552267  /  P43.2STR20-STeggplant mottle dwarf virus EMDV LN680656 94.63 - - 14.9232% 17362.84 LN680656 13097/13100 94.63 OL472111 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus Y PVY JF927760 99.27 - - 6.2712% 9857.20 JF927760 9690/9697 99.45 OL472163 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus S PVS MH937416 98.62 - - 0.3527% 633.50 MH937416 8485/8485 98.62 OL472249 full genome assembled

SRR16552267  /  P43.2STR20-STtomato matilda virus TMaV MK517476 99.78 - - 0.0158% 27.81 MK517476 8653/8653 99.78 OL472178 full genome assembled

SRR16552267  /  P43.2STR20-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0057% 19.47 MN609862 4483/4289 99.38 OL472287 2 sequences (MN609862-63) map to the assembled contig

SRR16552266  /  P44STR20-SW

SRR16552266  /  P44STR20-SWwatermelon mosaic virus WMV MN914158 99.49 - - 14.5047% 119818.52 MN914158 10040/10040 99.47 OL472139 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA1 PSV LC380687 97.52 - - 14.1287% 57575.88 LC380687 3347/3354 97.10 OL472066 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA2 PSV LC380688 97.35 - - 10.4424% 48511.80 LC380688 2940/2943 97.15 OL472067 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA3 PSV LC380680 97.35 - - 22.2985% 139685.41 LC380680 2185/2185 98.81 OL472068 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA1 BBWV1 MN216350 90.78 - - 0.0275% 65.29 MN216350 5766/5771 91.68 OL472175 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA2 BBWV1 MN216379 88.91 - - 0.0227% 92.84 MN216379 3341/3303 88.67 OL472176 full genome assembled

SRR16552264  /  P45BOL20-ST

SRR16552264  /  P45BOL20-STSouthern tomato virus STV MF422618 100.00 - - 0.0275% 134.33 MF422618 3415/3438 100.00 OL472007 full genome assembled

SRR16552264  /  P45BOL20-STtomato associated alphaendornavirus 1 TaAEV1 - - MH094752 75.83 0.0108% 15.64 MH094752 11692/11683 75.83 OL472079 new species, full genome assembled

SRR16552264  /  P45BOL20-STErysiphales associated totivirus 24 EaTV24 MN628271 99.74 - - 0.0047% 14.76 MN628271 5400/5400 99.76 OL472028 full genome assembled

SRR16552263  /  P46BOL20-SW

SRR16552263  /  P46BOL20-SWplant associated polerovirus 1 PaPoV1 - - KT868949 74.87 0.0042% 11.41 KT868949 6025/6017 74.35 OL472216 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris umbravirus 1 PicUV1 - - KT946712 79.97 0.0904% 337.69 KT946712 4411/4196 79.97 OL472231 new species, full genome assembled

SRR16552263  /  P46BOL20-SWConvolvulus aureusvirus 1 ConAV1 - - MG967280 76.28 0.0299% 73.22 MG967280 4448/4512 76.28 OL472230 new species, full genome assembled

SRR16552263  /  P46BOL20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.27 34.2071% 143655.86 HQ677625 3866/3965 71.27 OL472222 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA1 PrVI - - MW579753 97.49 0.0258% 1213.06 MW579753 3444/3470 97.49 OL472063 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA2 PrVI - - MW579754 97.95 0.0416% 156.76 MW579754 2947/2876 97.95 OL472064 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA3 PrVI - - MW579755 95.11 0.0299% 436.64 MW579755 2222/2249 95.11 OL472065 full genome assembled

SRR16552263  /  P46BOL20-SWPicris betanucleorhabdovirus 1 PBRV1 - - BK014301 67.93 0.0112% 12.02 BK014301 15193/13719 67.93 OL472130 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, L segment PiCRV1 - - MT952336 72.33 0.0434% 110.00 MT952336 6548/ - 72.33 OL472127 new species, putatively  bisegmented, best hit covered only  2%  of genome

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, N segment PiCRV1 - - CP048848 80.00 0.0345% 156.95 CP048848 3622/ - 80.00 OL472128 new species, putatively  bisegmented, best hit covered only  1%  of genome

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA1 PaCrV1 - - MW892835 70.88 0.0228% 58.11 MW892835 7823/8637 70.88 OL472073 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA2 PaCrV1 - - KT069221 73.99 0.0516% 120.07 KT069221 7876/8210 73.99 OL472074 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.03 0.0100% 52.35 MW546937 1499/1583 76.03 OL472021 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 66.34 MW546938 1503/1459 66.34 OL472022 new species, full genome assembled

SRR16552260  /  P47MIR20-ST

SRR16552260  /  P47MIR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0135% 64.14 MF422618 3438/3438 100.00 OL471999 full genome assembled

SRR16552260  /  P47MIR20-STpotato virus Y PVY KX184817 99.55 - - 5.7688% 9848.89 KX184817 - 99.55 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment L TaBLV1 - - ATP79731 30.13 0.0144% 18.79 ATP79731 7864/8911 30.13 OL471976 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment M TaBLV1 - - QNT38480 23.86 QNT38480 4910/4955 23.86 OL471977 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552259  /  P48MIR20-SW

SRR16552259  /  P48MIR20-SWSoybean dwarf virus SbDV JN674402 94.55 - - 0.0661% 168.46 JN674402 5860/5862 94.57 OL472235 full genome assembled

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA1 ArtV1 - - BBM96177 45.01 0.0361% 42.98 BBM96177 7249/ 7291 45.01 OL471978 new species, BLASTx hits to RNA1 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA2 ArtV1 - - BBM96178 32.52 BBM96178 2057/2092 32.52 OL471979 new species, BLASTx hits to RNA2 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA3 ArtV1 - - BBM96179 39.56 BBM96179 1088/1080 39.56 OL471980 new species, BLASTx hits to RNA3 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA4 ArtV1 - - BBM96181 45.38 BBM96181 1325/1294 45.38 OL471981 new species, BLASTx hits to RNA4 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA5 ArtV1 - - BBM96182 36.31 BBM96182 902/1066 36.31 OL471982 new species, BLASTx hits to RNA5 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWplant associated closterovirus 2 PaClV2 - - MH460557 67.04 0.7318% 663.59 MH460557 16522/17313 67.43 OL472075 new species, full genome assembled

SRR16552259  /  P48MIR20-SWSanxia tombus-like virus 7 STLV7 KX883177 90.40 - - 0.0029% 9.43 KX883177 4558/4557 90.57 OL472301 full genome assembled

SRR16552259  /  P48MIR20-SWErysiphe necator ourmia-like virus 82 EnOLV82 MN611610                93.19 - - 0.0004% 3.37 MN611610                - 93.19 - partial genome obtained (was not deposited)

SRR16552257  /  P49KOP20-ST

SRR16552257  /  P49KOP20-STolive latent virus 1 OLV1 MK376952 96.95 - - 0.0167% 85.19 MK376952 3669/3669 96.95 OL472229 full genome assembled

SRR16552257  /  P49KOP20-STtobacco necrosis virus A TNVA KX906928 96.68 - - 0.0097% 49.67 KX906928 3686/3686 90.43 - full genome but probable recombinant (was not deposited)

SRR16552256  /  P50.1KOP20-SW

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 90.90 0.0065% 9.58 NC_043389 7677/4018 90.90 OL472203 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA2 RWMV - - AF355430 88.21 AF355430 1839/263 88.97 OL472204 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.63 AY542957 1476/1063 91.88 OL472205 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 71.10 KY769704 1315/1315 71.10 OL472206 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 9.9625% 10050.06 JN560178 9055/8877 72.47 OL471964 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 JN560177 4714/4786 70.61 OL471965 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 AY686718 3407/2734 65.93 OL471966 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWLa Jolla virus LJV - - KP714073 98.69 0.0153% 26.75 KP714073 10253/9722 98.69 OL472185 full genome assembled

SRR16552256  /  P50.1KOP20-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.93 0.0012% 6.24 MN627473 3456/3506 89.93 OL472272 full genome assembled, possibly a divergent strain

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.24 0.0091% 51.98 MW648508 3147/3147 67.24 OL472282 new species, only 37%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 2 KNLV2 - - MT482496 69.61 0.0019% 10.31 MT482496 3195/3195 69.61 OL472288 new species, only 16%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 3 KNLV3 - - MK533155 64.75 0.0039% 20.17 MK533155 3482/3482 64.75 OL472289 new species, only 65%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 4 KNLV4 - - KX883237 68.24 0.0037% 19.02 KX883237 3459/3459 68.24 OL472290 new species, only 4%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWplant associated tombus-like virus 1 PaTLV1 - - MT317175 76.36 0.0017% 8.97 MT317175 3297/3360 76.36 OL472268 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.0012% 6.09 QED42936 3561/ - 31.15 OL472276 new species, has virga-like domains, BLASTx hit is shown

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA1 PaDPV2 - - MH898486 66.77 0.0288% 171.96 MH898486 1566/1590 66.77 OL472013 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA2 PaDPV2 - - MT159330 64.10 MT159330 1443/1410 64.10 OL472014 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SW

SRR16552256  /  P50.2KOP20-SWlettuce mosaic virus LMV - - KJ161185 92.65 2.3264% 3899.38 KJ161185 10065/10065 92.65 OL472136 full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 1 KTV1 - - MN428836 69.00 0.0171% 48.51 MN428836 5240/4999 69.00 OL472026 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 2 KTV2 - - KX882939 70.49 0.0145% 51.05 KX882939 4794/4958 70.49 OL472027 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated caulimovirus 1 PaCaV1 - - MH898523 68.12 2.2229% 3882.70 MH898523 9644/8026 68.12 OL472131 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated soymovirus 1 PaSoV1 - - X15828 68.91 0.4420% 779.22 X15828 9571/8178 68.91 OL472132 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 68.89 0.0741% 305.57 MH231181 3952/3867 68.89 OL472225 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated botourmia-like virus 2 PaBLV2 - - MN611580 70.17 0.0026% 17.47 MN611580 2227/2257 70.17 OL472279 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia geminivirus 1, partial genome CGV1 - - AF224760 73.85 0.0003% 4.47 AF224760 1208/2632 73.85 OL472025 new species, partial DNA-A (rep-encoding) genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0025% 73.29 not applicable 580/ - - OL472259 viroid-like circular RNA (putative new viroid species)

SRR16552253  /  P51.1SKO20-ST

SRR16552253  /  P51.1SKO20-STSouthern tomato virus STV MF422618 100.00 - - 0.0107% 63.04 MF422618 3438/3438 100.00 OL472001 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus Y PVY MN216357 99.05 - - 2.3761% 5040.00 MN216357 9525/9649 99.80 OL472159 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus S PVS MH937416 98.62 - - 1.7858% 4306.63 MH937416 8485/8485 98.62 OL472248 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA1 CMV D00356 99.40 - - 8.5781% 52083.05 D00356 3357/3357 98.89 OL472037 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA2 CMV HE793684 99.14 - - 4.2257% 28138.61 HE793684 3048/3050 98.85 OL472055 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.60 - - 22.0708% 204713.16 AJ517802 2203/2216 98.46 OL472046 full genome assembled

SRR16552253  /  P51.1SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 70.28 2.7331% 7418.50 MT454065 7501/7565 70.28 OL472239 new species, full genome assembled

SRR16552253  /  P51.1SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.14 0.0107% 523.78 MF543022 13423/14432 67.14 OL472114 new species, full genome assembled

SRR16552252  /  P51.2SKO20-ST

SRR16552252  /  P51.2SKO20-STSouthern tomato virus STV MF422618 99.97 - - 0.0209% 118.46 MF422618 3438/3438 100.00 OL471993 full genome assembled

SRR16552252  /  P51.2SKO20-STpotato virus Y PVY AB185833 96.78 - - 6.9756% 14070.72 AB185833 9699/9698 96.78 OL472160 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA1 TAV LC380669 99.59 - - 12.2690% 70227.26 LC380669 3412/3414 99.41 OL472069 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA2 TAV KF432414 98.39 - - 8.5030% 53640.10 KF432414 3070/3096 99.29 OL472070 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA3 TAV AJ277268 98.91 - - 11.6600% 95556.45 AJ277268 2385/2386 99.03 OL472071 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA1 CMV D00356 98.33 - - 2.5361% 14681.51 D00356 3357/3357 96.65 OL472038 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA2 CMV KC019300 95.22 - - 1.8205% 11652.00 KC019300 3007/3049 96.85 OL472056 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 96.91 - - 3.8116% 33588.51 AJ517802 2201/2216 99.18 OL472047 full genome assembled

SRR16552252  /  P51.2SKO20-STHenbane mosaic virus HMV MH779472 99.06 - - 0.7538% 1456.09 MH779472 10155/10127 99.06 OL472138 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 72.79 0.7931% 2027.14 NC_043088 7501/7565 72.79 OL472241 new species, full genome assembled

SRR16552252  /  P51.2SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 1.0702% 1555.31 MF543022 13453/14432 67.02 OL472113 new species, full genome assembled

SRR16552251  /  P52SKO20-SW

SRR16552251  /  P52SKO20-SWpotato virus Y PVY AJ890347 97.97 - - 2.3643% 3946.54 AJ890347 9677/9701 99.18 OL472165 full genome assembled

SRR16552251  /  P52SKO20-SWlettuce mosaic virus LMV - - KJ161185 85.25 1.1995% 1924.08 KJ161185 10079/10065 85.25 OL472137 full genome assembled, divergent strain

SRR16552251  /  P52SKO20-SWPicris betanucleorhabdovirus 1 PBRV1 - - OU015520 67.04 0.0573% 61.09 OU015520 15193/13719 67.04 OL472117 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA1 PaDPV3 - - NC_040483 68.35 0.0060% 30.08 NC_040483 1581/1569 68.35 OL472015 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA2 PaDPV3 - - MT159292 73.20 MT159292 1602/1418 73.20 OL472016 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA1 PaDPV4 - - MW546937 75.79 0.0014% 7.59 MW546937 1499/1583 75.79 OL472017 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA2 PaDPV4 - - MW546938 67.49 MW546938 1468/1459 67.49 OL472018 new species, full genome assembled

SRR16552248  /  P53.1KOR20-ST

SRR16552248  /  P53.1KOR20-STpotato virus Y PVY AB185833 97.59 - - 4.6472% 8651.54 AB185833 9698/9698 99.38 OL472152 full genome assembled

SRR16552248  /  P53.1KOR20-STpotato virus M PVM JX678982 97.19 - - 0.0082% 17.46 JX678982 8523/8523 97.19 OL472243 full genome assembled

SRR16552248  /  P53.1KOR20-STtomato mosaic virus ToMV MN267904 99.42 - - 0.0243% 68.07 MN267904 6383/6383 99.42 OL472102 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA1 CMV HE793684 99.08 - - 7.3644% 39461.92 HE793684 3359/3360 98.54 OL472033 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA2 CMV HF572915 98.49 - - 5.8783% 34691.12 HF572915 3046/3046 97.93 OL472051 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.51 - - 15.8069% 129494.19 AJ517802 2201/2216 98.51 OL472042 full genome assembled

SRR16552248  /  P53.1KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0050% 13.68 NC_032449 6552/6969 35.06 OL472107 new species, has virga-like domains (RdRP, CP), full genome

SRR16552247  /  P53.2KOR20-ST

SRR16552247  /  P53.2KOR20-STpotato virus Y PVY AB185833 96.11 - - 3.8621% 6080.61 AB185833 9698/9698 99.46 OL472153 full genome assembled

SRR16552247  /  P53.2KOR20-STpotato virus M PVM JX678982 97.19 - - 5.1725% 9268.55 JX678982 8523/8523 97.19 OL472245 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA1 CMV D00356 91.35 - - 4.0621% 18381.11 D00356 3358/3357 92.10 OL472034 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA2 CMV D00355 91.53 - - 1.7048% 8470.45 D00355 3048/3050 94.71 OL472052 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 89.03 - - 3.4026% 23276.95 AJ517802 2211/2216 91.70 OL472043 full genome assembled

SRR16552247  /  P53.2KOR20-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 7.38 MZ443622 1496/1506 71.17 OL472293 new species, best hit has only 41%  genome covered

SRR16552247  /  P53.2KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0067% 15.56 NC_032449 6552/6969 35.06 OL472108 new species, has virga-like domains (RdRP, CP), full genome

SRR16552246  /  P54KOR20-SW

SRR16552246  /  P54KOR20-SWbeet yellows virus BYV AF190581 97.72 - - 3.1094% 3407.77 AF190581 15469/15468 97.72 OL472076 full genome assembled

SRR16552246  /  P54KOR20-SWcarrot thin leaf virus CTLV MH170889 91.46 - - 0.3981% 710.56 MH170889 9490/9490 91.46 OL472135 full genome assembled

SRR16552246  /  P54KOR20-SWPastinaca umbravirus 1 PasUV1 - - LC434065 78.33 0.0147% 57.04 LC434065 4354/4193 78.33 OL472237 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 69.49 0.5793% 2452.04 MH231181 4006/3867 69.49 OL472226 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated waikavirus 2 PaWV2 - - KT238881 69.00 0.1458% 213.32 KT238881 11512/11649 69.00 OL472179 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated sequivirus 1 PaSV1 - - NC_038320 68.27 0.1177% 100.09 NC_038320 9988/9905 68.27 OL472180 new species, full genome assembled

SRR16552246  /  P54KOR20-SWMentha macluravirus 1 MenMV1 - - KP405232 67.44 3.0165% 6199.99 KP405232 8250/~8287 67.44 OL472141 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCirsium cytorhabdovirus 1 CCRV1 - - KY075646 69.04 0.0139% 22.26 KY075646 12216/13389 69.04 OL472122 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated viroid-like circular RNA 4 PaVCR4 not applicable - not applicable - 0.0175% 1081.50 not applicable 274/ - - OL472260 viroid-like circular RNA (putative new viroid species)

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.44 0.0180% 103.15 MF136436 2903/1867 77.44 OL472296 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 79.07 0.0031% 20.58 KX883211 2505/5082 79.07 OL472295 new species, only 3%  of genome covered by best hit

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 3 PTaR3 - - MF136436 72.04 0.0173% 116.79 MF136436 2515/1867 72.04 OL472299 new species, full genome assembled

SRR16552291  /  P55.1PLE20-ST

SRR16552291  /  P55.1PLE20-STpotato virus Y PVY MN216361 98.98 - - 0.9470% 2012.44 MN216361 9609/9609 99.82 OL472155 full genome assembled

SRR16552291  /  P55.1PLE20-STSouthern tomato virus STV MK948545 99.82 - - 0.0024% 14.32 MK948545 3436/3436 99.82 OL471997 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA1 CMV D00356 99.37 - - 9.6260% 58233.96 D00356 3361/3357 98.63 OL472035 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA2 CMV AJ517801 99.15 - - 7.6703% 51002.24 AJ517801 3055/3052 98.95 OL472053 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.19 - - 18.7449% 172075.53 AJ517802 2217/2216 99.19 OL472044 full genome assembled

SRR16552290  /  P55.2PLE20-ST

SRR16552290  /  P55.2PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0441% 215.41 KT852573 3438/3438 99.97 OL472005 full genome assembled

SRR16552290  /  P55.2PLE20-STpotato virus Y PVY DQ008213 99.62 - - 5.4331% 9517.27 DQ008213 9666/9666 99.63 OL472156 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 0.5646% 1074.24 KP008130 8913/8914 97.98 OL471946 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.47 - - 0.5083% 1805.31 KU179608 4766/4767 98.38 OL471947 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.01 - - 0.4960% 2864.77 DQ376178 2929/2927 99.62 OL471948 full genome assembled

SRR16552290  /  P55.2PLE20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - MK948541 99.00 23.1530% 29434.37 MK948541 13303/13320 96.35 OL472115 full genome assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 91.24 3.0891% 4266.95 NC_043389 7622/4018 91.24 OL472195 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA2 RWMV - - AF335430 88.00 AF335430 1787/263 88.17 OL472196 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.33 AY542957 1486/1063 92.33 OL472197 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 70.85 KY769704 1324/1381 71.85 OL472198 first full sequence of genome segment assembled

SRR16552289  /  P55.3PLE20-ST

SRR16552289  /  P55.3PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0940% 434.68 KT852573 3437/3438 99.97 OL471994 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus Y PVY MN216361 98.05 - - 17.1494% 28313.32 MN216361 9666/9666 98.93 OL472157 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus M PVM EU604672 93.55 - - 2.6925% 5039.69 EU604672 8523/8523 93.55 OL472244 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 6.4013% 11486.88 KP008130 8913/8914 97.98 OL471949 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.39 - - 4.1578% 13938.59 KU179608 4766/4767 96.39 OL471950 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.04 - - 4.1320% 22488.38 DQ376178 2927/2927 99.62 OL471951 full genome assembled

SRR16552288  /  P56PLE20-SW

SRR16552288  /  P56PLE20-SWAphis glycines virus 1 AGV1 - - KM015260 97.30 0.0076% 11.31 KM015260 8986/8680 98.97 OL472191 full genome assembled

SRR16552288  /  P56PLE20-SWRumex potyvirus 1 RumPV1 - - MK778804 71.15 3.9703% 5105.66 MK778804 10368/10068 71.15 OL472144 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.0557% 53.93 OU015520 13736/14421 66.38 OL472118 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum cytorhabdovirus 1 TCRV1 - - KM817650 65.25 0.0125% 12.09 KM817650 13781/13490 65.25 OL472125 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 2 PaSV2 - - MT559284 76.28 0.4589% 614.67 MT559284 9940/9795 76.28 OL472182 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 3 PaSV3 - - MT559283 75.59 0.4012% 523.38 MT559283 10227/9786 75.59 OL472184 new species, full genome assembled

SRR16552285  /  P57.1JUR20-ST

SRR16552285  /  P57.1JUR20-STpotato virus Y PVY MN216361 98.26 - - 0.2516% 402.50 MN216361 9609/9609 99.63 OL472149 full genome assembled

SRR16552285  /  P57.1JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 85.9657% 206944.04 MN267904 6383/6386 99.50 OL472097 full genome assembled

SRR16552284  /  P57.2JUR20-ST

SRR16552284  /  P57.2JUR20-STSouthern tomato virus STV LC487710 99.88 - - 0.0212% 124.39 LC487710 3438/3438 99.88 OL471995 full genome assembled

SRR16552284  /  P57.2JUR20-STpotato virus Y PVY JF927751 99.50 - - 0.6062% 1270.24 JF927751 9697/9697 99.45 OL472150 full genome assembled

SRR16552284  /  P57.2JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 90.9592% 289236.20 MN267904 6381/6386 99.50 OL472098 full genome assembled

SRR16552283  /  P58.1JUR20-SW

SRR16552283  /  P58.1JUR20-SWtomato mosaic virus ToMV MN267904 99.50 - - 1.6374% 3263.75 MN267904 6370/6383 99.50 OL472099 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 96.60 - - 5.7116% 20573.99 MN216370 3521/3445 96.60 OL472060 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 96.73 - - 1.6923% 7551.14 MN216373 2842/2757 96.73 OL472061 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.02 - - 8.9289% 49833.09 MN216376 2277/2242 98.02 OL472062 full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA1 PaDPV6 - - KX525268 83.90 0.1732% 707.56 KX525268 1593/1586 83.90 OL472023 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA2 PaDPV6 - - KY923704 72.36 KY923704 1512/1525 72.36 OL472024 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWNovo Mesto dicistrovirus 1 NMDV1 - - KX884398 67.63 0.0585% 74.11 KX884398 10055/9785 67.63 OL472188 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0135% 352.00 not applicable 580/ - - OL472262 viroid-like circular RNA (putative new viroid species)

SRR16552282  /  P58.2JUR20-SW

SRR16552282  /  P58.2JUR20-SWtomato mosaic virus ToMV MN267904 99.01 - - 0.0045% 9.28 MN267904 6345/6383 99.01 OL472100 full genome assembled

SRR16552282  /  P58.2JUR20-SWPlant associated alphaendornavirus 1 PaAEV1 - - LC500285 65.45 0.0983% 77.77 LC500285 14528/14878 65.45 OL472078 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.22 0.0038% 13.00 HQ677625 3895/3956 71.22 OL472223 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWNovo Mesto dicistrovirus 2 NMDV2 - - MT745591 80.82 0.0422% 43.76 MT745591 8897/8446 80.82 OL472189 new species, but only 45%  genome covered by best hit

SRR16552282  /  P58.2JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0016% 43.45 not applicable 580/ - - OL472261 viroid-like circular RNA (putative new viroid species)

SRR16552280  /  P59.1TUR20-ST

SRR16552280  /  P59.1TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1741% 824.26 MF422618 3438/3438 100.00 OL472003 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato mosaic virus ToMV MN267904 99.48 - - 0.0120% 30.62 MN267904 6345/6383 99.01 OL472103 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.99 - - 9.3851% 17240.41 KP008130 8913/8914 97.99 OL471952 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.07 - - 7.7732% 26697.40 KU179608 4766/4767 98.32 OL471953 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 6.1946% 34624.29 DQ376178 2926/2927 99.56 OL471954 full genome assembled

SRR16552280  /  P59.1TUR20-STHubei picorna-like virus 36 HuPiLV36 - - KX883970 99.22 0.1305% 214.72 KX883970 9951/9856 99.22 OL472186 full genome assembled

SRR16552280  /  P59.1TUR20-STNovo Mesto picornavirus 1 NMPV1 - - MH614316 71.28 0.0210% 33.59 MH614316 10189/- 71.28 OL472193 new species, but best hit covers only 10%  of the genome

SRR16552279  /  P59.2TUR20-ST

SRR16552279  /  P59.2TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1646% 824.26 MF422618 3438/3438 100.00 OL472000 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato mosaic virus ToMV MN267904 99.43 - - 0.0067% 18.05 MN267904 6383/6383 99.43 OL472104 full genome assembled

SRR16552279  /  P59.2TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.42 41.9384% 54539.21 KX636164 13313/13320 96.49 OL472124 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment L TSWV D10066 100.00 - - 2.7554% 5355.46 D10066 8813/8897 97.99 OL471955 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.27 - - 3.0355% 11030.08 KU179608 4766/4767 98.41 OL471956 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.91 - - 2.2612% 13373.55 DQ376178 2925/2927 99.52 OL471957 full genome assembled

SRR16552278  /  P59.3TUR20-ST

SRR16552278  /  P59.3TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0598% 359.49 MF422618 3438/3438 100.00 OL472002 full genome assembled

SRR16552278  /  P59.3TUR20-STpotato virus Y PVY - - AB185833 98.47 9.2900% 19495.54 AB185833 9726/9698 98.47 OL472164 full genome assembled, NTN strain

SRR16552278  /  P59.3TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.48 43.8871% 68474.03 KX636164 13313/13320 96.49 OL472110 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.9117% 4459.18 KP008130 8913/8914 97.98 OL471958 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.16 - - 1.5082% 6575.65 KU179608 4766/4767 98.41 OL471959 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.87 - - 1.4441% 10244.53 DQ376178 2926/2627 99.49 OL471960 full genome assembled

SRR16552277  /  P60TUR20-SW

SRR16552277  /  P60TUR20-SWwhite clover mosaic virus WCMV MN399741 96.37 - - 0.0049% 12.27 MN399741 5774/5774 96.39 OL472250 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.3634% 2204.07 KP008130 8913/8914 97.99 OL471961 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment M TSWV KU179608 96.37 - - 0.7429% 2235.94 KU179608 4766/4767 98.41 OL471962 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 1.5398% 7540.49 DQ376178 2925/2927 99.52 OL471963 full genome assembled

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A BLDVA - - NC_038560 91.00 0.0601% 105.72 NC_038560 8170/8174 91.00 OL472142 full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum viroid-like circular RNA 1 TVCR1 not applicable - not applicable - 0.0027% 86.14 not applicable 447/ - - OL472256 viroid-like circular RNA (putative new viroid species)

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A, divergent isolate BLDVA-divergent - - NC_038560 75.69 0.1074% 170.71 NC_038560 9047/8174 75.69 OL472143 divergent isolate, full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.1728% 180.41 OU015520 13680/14424 66.38 OL472121 new species, full genome assembled

SRR16552277  /  P60TUR20-SWNovo Mesto iflavirus 1 NMIV1 - - MK729664 76.74 0.0150% 24.55 MK729664 8849/8868 76.74 OL472192 new species, full genome assembled

SRR16552276  /  P61Pv-PK1  /  internal control

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1956% 254.20 MK948542 13903/13981 99.68 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5667% 698.89 MF281671 14240/14780 99.50 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0237% 28.43 NC_040558 7881/15205 88.90 - full genome assembled

SRR16552274  /  P62Pv-PK2  /  internal control

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1683% 154.27 MK948542 13901/13981 99.61 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4657% 405.61 MF281671 14224/14780 99.58 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0187% 15.83 NC_040558 7707/15205 88.41 - full genome assembled

cucumber mosaic virus, RNA1-3 CMV - - - - 0.0009% - - - - - possible sequencing crosstalk
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SRR16552271  /  P1.1BER19-ST

SRR16552271  /  P1.1BER19-STpotato virus Y PVY KX184817 99.69 - - 0.7087% 1745.64 KX184817 9709/9719 100.00 OL472145 full genome assembled

SRR16552271  /  P1.1BER19-STtomato mosaic virus ToMV MN267904 99.00 - - 93.7180% 351439.67 MN267904 6384/6383 99.00 OL472089 full genome assembled

SRR16552271  /  P1.1BER19-STsouthern tomato virus STV MN095716 96.00 - - 0.0003% 2.45 MN095716 - 96.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552270  /  P1.2BER19-ST

SRR16552270  /  P1.2BER19-STpotato virus Y PVY JF927761 99.80 - - 0.5200% 1209.20 JF927761 - 98.00 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552270  /  P1.2BER19-STtomato mosaic virus ToMV MN267904 99.42 - - 96.4897% 8246.41 MN267904 9684/9701 99.00 OL472090 full genome assembled

SRR16552270  /  P1.2BER19-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV KY706238 96.00 - - 0.6600% 1132.91 KY706238 13318/13319 99.00 MW366749 full genome assembled

SRR16552270  /  P1.2BER19-STtomato betanucleorhabdovirus 1 TBRV1 KM823531 66.80 - - 0.0106% 17.83 KM823531 13577/13188 66.80 OL472119 new species, full genome assembled

SRR16552235  /  P02BER19-AT

SRR16552235  /  P02BER19-ATtomato mosaic virus ToMV MN267904 99.40 - - 0.8000% 398.36 MN267904 6364/6383 99.40 OL472088 full genome assembled

SRR16552235  /  P02BER19-ATsouthern tomato virus STV MN216389 100.00 - - 0.0069% 6.41 MN216389 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552224  /  P3.1BER19-SW

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA1 CMV D00356 99.00 - - 0.1006% 441.58 D00356 3558/3557 98.70 OL472030 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA2 CMV AJ517801 99.00 - - 0.1017% 490.83 AJ517801 3052/3050 98.70 OL472048 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA3 CMV AJ517802 99.00 - - 0.2896% 1935.45 AJ517802 2216/2216 99.20 OL472039 full genome assembled

SRR16552224  /  P3.1BER19-SWtomato mosaic virus ToMV MN267904 97.74 - - 0.0141% 32.92 MN267904 6341/6383 99.40 OL472091 full genome assembled

SRR16552224  /  P3.1BER19-SWHubei polero-like virus 2 HuPLV2 KX882844 98.00 - - 0.4138% 1009.61 KX882844 6083/6083 99.10 OL472220 full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated alphaendornavirus 1 PaAEV1 MH182675 65.60 - - 0.0179% 18.35 MH182675 14445/14728 65.60 OL472077 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA1 PaDPV1 - - NC_038846 76.10 0.0091% 79.00 NC_038846 1555/1575 76.10 OL472010 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2a PaDPV1 - - MK731958 70.31 0.0076% 72.76 MK731958 1544/1583 70.31 OL472011 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2b PaDPV1 - - MK731957 64.88 0.0033% 32.11 MK731957 1510/1517 64.88 OL472012 new species, full genome assembled

SRR16552261  /  P3.2BER19-SW

SRR16552261  /  P3.2BER19-SWtomato mosaic virus ToMV MN267904 99.30 - - 0.0190% 38.68 MN267904 6383/6383 99.40 OL472092 full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated closterovirus 1 PaClV1 - - LC480248 65.80 0.0296% 29.22 LC480248 13177/15597 65.80 OL472072 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated waikavirus 1 PaWV1 - - NC_040586 67.00 0.0247% 29.23 NC_040586 11022/12313 67.04 OL472169 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWLjubljana dicistrovirus 1 LDV1 - - MH459180 67.00 0.0776% 114.32 MH459180 8841/8293 67.00 OL472194 new species, full genome assembled

SRR16552250  /  P04NGO19-AT

SRR16552250  /  P04NGO19-ATsouthern tomato virus STV MF422618 100.00 - - 0.0500% 180.61 MF422618 3414/3437 100.00 OL471986 full genome assembled

SRR16552250  /  P04NGO19-ATolive latent virus 1 OLV1 MK376952 98.00 - - 0.0022% 7.64 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.2140% 201.00 NC_043389 7622/4018 91.24 OL472207 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472208 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472209 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472210 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-ST

SRR16552286  /  P05NGO19-STsouthern tomato virus STV MF422618 100.00 - - 0.1073% 434.84 MF422618 3414/3437 100.00 OL471987 full genome assembled

SRR16552286  /  P05NGO19-STolive latent virus 1 OLV1 MK376952 97.70 - - 0.0040% 15.20 MK376952 3277/3699 98.00 - partial genome obtained (was not deposited)

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.1969% 231.00 NC_043389 7622/4018 91.24 OL472211 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472212 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472213 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472214 first full sequence of genome segment assembled

SRR16552275  /  P06NGO19-SW

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 88.30 1.7688% 3820.85 MN216350 5820/5771 88.27 OL472172 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 88.70 2.1729% 7952.26 MN216379 3435/3303 88.68 OL472173 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 97.90 0.0042% 16.34 MN627469 3198/3222 97.90 OL472267 full genome assembled

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR1 not applicable - not applicable - 0.0024% 55.03 not applicable 556/ - - OL472257 viroid-like circular RNA (putative new viroid species)

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR2 not applicable - not applicable - 0.0026% 65.88 not applicable 491/ - - OL472258 viroid-like circular RNA (putative new viroid species)

SRR16552273  /  P07BUK19-ST

SRR16552273  /  P07BUK19-STsouthern tomato virus STV KT85253 99.70 - - 0.0046% 23.56 KT85253 3364/3437 99.60 - partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus TBSV M21958 94.00 - - 0.0075% 2748.00 M21958 4755/4776 94.00 OL472233 full genome assembled

SRR16552273  /  P07BUK19-STLeveillula taurica-associated rhabdo-like virus LtaRLV1 MN609860 99.80 - - 0.0196% 24.94 MN609860 13978/14003 99.80 OL472123 full genome assembled

SRR16552273  /  P07BUK19-STolive latent virus 1 OLV1 MK376952 97.00 - - 0.0032% 15.26 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA L TBSV-satRNA-L FJ666076 90.70 - - 0.0001% 3.14 FJ666076 483/615 91.10 OL472255 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA B10 TBSV-satRNA-B10 AF022788 94.10 - - 0.0014% 41.41 AF022788 590/612 94.10 OL472254 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA C TBSV-satRNA-C AF022787 82.20 - - 0.0008% 16.96 AF022787 884/822 81.30 OL472253 new species, best hit covers only 55%  of the genome

SRR16552273  /  P07BUK19-STCymbidium ringspot virus satellite RNA CymRSV-satRNA D00720 94.81 - - 0.0008% 25.30 D00720 607/618 94.80 OL472252 full genome assembled

SRR16552272  /  P08BUK19-SW

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 82.60 1.3066% 2809.68 MN216350 5836/5771 82.63 OL472170 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 71.60 6.5586% 23566.87 MN216379 3386/3303 71.57 OL472171 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWHubei polero-like virus 2 HuPLV2 - - KX882844 97.40 0.5413% 1117.07 KX882844 6083/6083 97.40 OL472221 full genome assembled

SRR16552272  /  P08BUK19-SWPlantago potyvirus 1 PlaPV1 - - AF543212 73.60 0.9120% 1199.42 AF543212 9528/9797 73.60 OL472140 new species, full genome assembled

SRR16552269  /  P09KOP19-AT

SRR16552269  /  P09KOP19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0004% 1.82 MK376952 - 97.00 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-ST

SRR16552244  /  P10KOP19-STolive latent virus 1 OLV1 MK376952 95.78 - - 0.0037% 15.37 MK376952 - 95.66 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtobacco necrosis virus A TNVA KX906928 92.98 - - 0.0037% 15.84 KX906928 - 89.35 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STolive mild mosaic virus OMMV KX906929 92.63 - - 0.0043% 18.14 KX906929 - 94.10 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato mosaic virus ToMV MN267904 97.45 - - 0.0023% 5.45 MN267904 - 97.45 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato matilda virus TMaV MK517476 99.27 - - 0.0065% 11.81 MK517476 - 99.24 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.3633% 470.00 NC_043389 7622/4018 91.24 OL472199 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472200 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472201 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472202 first full sequence of genome segment assembled

SRR16552243  /  P11KOP19-SW

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.44 3.7889% 3780.22 JN560178 9024/8877 72.44 OL471967 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.77 2.6906% 4620.18 JN560177 5232/4786 70.77 OL471968 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.94 3.8029% 11629.66 AY686718 2887/2734 65.94 OL471969 new species, full genome assembled

SRR16552243  /  P11KOP19-SWplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0105% 15.00 NC_032449 6434/6969 35.06 OL472105 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0106% 14.29 MN627473 3489/3506 89.97 OL472271 full genome assembled, possibly a divergent strain

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0196% 48.65 MN035426 3586/3685 71.65 OL472274 new species, partial genome obtained 

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.2176% 538.75 QED42936 3627/ - 31.15 OL472275 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA1 EnaPV2 - - MN605492 99.54 0.0592% 175.42 MN605492 1723/1735 99.54 OL472008 full genome assembled

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA2 EnaPV2 - - MN605493 99.93 MN605493 1534/1557 99.93 OL472009 full genome assembled

SRR16552243  /  P11KOP19-SWPlasmopara viticola lesion associated monoambiguivirus 1 PvLAMV1 - - MN556995 96.59 0.2726% 396.98 MN556995 6159/6099 96.59 OL472280 full genome assembled

SRR16552243  /  P11KOP19-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.13 0.0336% 94.01 MW648508 3150/3115 67.13 OL472281 new species, best hit covers only 37%  of genome

SRR16552242  /  P12PAR19-AT

SRR16552242  /  P12PAR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0439% 129.88 MK948595 3436/3437 99.70 OL471989 full genome assembled

SRR16552242  /  P12PAR19-ATtobacco necrosis virus A TNVA KX906928 97.10 - - 0.0448% 124.06 KX906928 3684/3684 97.10 OL472227 full genome assembled

SRR16552242  /  P12PAR19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0229% 63.43 MK376952 3646/3669 96.20 OL472228 full genome assembled

SRR16552242  /  P12PAR19-ATolive mild mosaic virus OMMV KY769774 91.00 - - 0.0093% 25.35 KY769774 - 91.00 - partial genome obtained (was not deposited)

SRR16552242  /  P12PAR19-ATtomato albetovirus 1 TomAV1 - - L06057 74.01 0.0024% 19.35 L06057 1261/1239 74.01 OL472251 new species, full genome assembled

SRR16552242  /  P12PAR19-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.57 0.0303% 89.37 MN609858 3430/3314 69.57 OL472264 new species, full genome assembled

SRR16552241  /  P13PAR19-ST

SRR16552241  /  P13PAR19-STtomato mosaic virus ToMV MN267904 92.70 - - 0.0004% 1.31 MN267904 - 92.70 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0030% 6.50 MK517476 - 99.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 90.27 0.0071% 41.60 MN627469 3198/3222 90.27 OL472266 full genome assembled

SRR16552241  /  P13PAR19-STErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0093% 50.93 MN627473 3372/3506 89.97 OL472270 full genome assembled, possibly a divergent strain

SRR16552241  /  P13PAR19-STplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0079% 41.67 MN035426 3572/3685 71.65 OL472273 new species, has virga-like domains

SRR16552240  /  P14PAR19-SW

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 0.0306% 31.81 JN560178 9055/8877 72.47 OL471967 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 0.0712% 142.00 JN560177 4714/4786 70.61 OL471968 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 0.0636% 174.38 AY686718 3407/2734 65.93 OL471969 new species, full genome assembled

SRR16552239  /  P15.1BOL19-AT

SRR16552239  /  P15.1BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0145% 64.21 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552238  /  P15.2BOL19-AT

SRR16552238  /  P15.2BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0222% 78.51 MF422618 3413/3437 99.00 OL471983 full genome assembled

SRR16552237  /  P16BOL19-ST

SRR16552237  /  P16BOL19-STSouthern tomato virus STV MF422618 99.50 - - 0.0007% 5.51 MF422618 - 99.50 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0006% 2.04 MK517476 - 99.00 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA1 ToFBV MT434819 98.10 - - 0.0028% 13.74 MT434819 5767/5778 98.10 OL472087 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA2 ToFBV MT434820 98.80 - - 0.0010% 7.97 MT434820 3542/3610 98.80 OL472080 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA3 ToFBV MT434821 94.50 - - 0.0020% 20.08 MT434821 2756/2761 94.50 OL472081 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA4 ToFBV MT434822 95.60 - - 0.0009% 13.54 MT434822 1886/1900 95.60 OL472082 full genome assembled

SRR16552236  /  P17BOL19-SW

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.50 0.0088% 13.47 JN560178 8979/8877 72.50 OL471973 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 71.92 0.0289% 79.32 JN560177 4758/4786 71.92 OL471974 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.75 0.0236% 89.29 AY686718 3463/2734 65.75 OL471975 new species, full genome assembled

SRR16552236  /  P17BOL19-SWPlantago tobamovirus 1 PTV1 - - GQ401365 86.22 18.5267% 174.38 GQ401365 6295/6311 86.22 OL472109 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 1 PaPoV1 - - KT868949 76.87 0.1962% 448.83 KT868949 6025/6017 76.87 OL472217 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 2 PaPoV2 - - KR706247 73.27 0.0640% 155.67 KR706247 5669/5643 73.27 OL472218 new species, full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA1 ToFBV MT434819 98.15 - - 0.1904% 450.19 MT434819 5811/5811 98.15 OL472083 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA2 ToFBV MT434820 98.72 - - 0.0574% 217.18 MT434820 3629/3643 98.72 OL472084 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA3 ToFBV MT434821 99.37 - - 0.3069% 1470.54 MT434821 2872/2872 99.37 OL472085 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA4 ToFBV MT434822 99.64 - - 0.1122% 790.85 MT434822 1945/1946 99.64 OL472086 full genome assembled

SRR16552236  /  P17BOL19-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 73.24 48.4527% 167483.71 HQ677625 3933/3933 73.24 OL472224 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.10 0.0109% 50.22 MW546937 1512/1583 76.10 OL472019 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 65.92 MW546938 1471/1459 65.92 OL472020 new species, full genome assembled

SRR16552234  /  P18POR19-ST

SRR16552234  /  P18POR19-STSouthern tomato virus STV MK610257 98.00 - - 0.0103% 52.88 MK610257 - 98.00 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STolive latent virus 1 OLV1 DQ083996 95.60 - - 0.0019% 9.03 DQ083996 - 95.69 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STtomato matilda virus TMaV MK517476 99.70 - - 0.8361% 1718.93 MK517476 8653/8653 99.71 OL472166 full genome assembled

SRR16552234  /  P18POR19-STAphis glycines virus 1 AGV1 - - KM015260 97.33 0.1987% 393.70 KM015260 8983/8680 97.33 OL472190 full genome assembled

SRR16552234  /  P18POR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.64 0.1349% 533.68 MN609862 4483/4289 99.64 OL472283 2 sequences (MN609862-63) map to the assembled contig

SRR16552234  /  P18POR19-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 73.90 0.0017% 51.66 MZ443622 1500/1506 73.90 OL472291 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.72 0.0100% 20.06 MN609858 3427/3314 69.72 OL472265 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated virga-like virus 1 TaVLV1 - - no good hit - 0.1377% 459.02 no good hit 5277/ - - OL472265 new species, full genome assembled

SRR16552233  /  P19POR19-AT

SRR16552233  /  P19POR19-ATSouthern tomato virus STV MK610257 100.00 - - 0.0019% 5.47 MK610257 - 100.00 - partial genome obtained (was not deposited)

SRR16552233  /  P19POR19-ATtomato matilda virus TMaV MK517476 99.68 - - 0.0774% 90.03 MK517476 8656/8653 99.68 OL472167 full genome assembled

SRR16552233  /  P19POR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.36 0.0665% 148.27 MN609862 4483/4289 99.36 OL472284 2 sequences (MN609862-63) map to the assembled contig

SRR16552232  /  P20POR19-SW

SRR16552232  /  P20POR19-SWcarrot thin leaf virus CTLV - - MH170889 91.73 7.4399% 10282.14 MH170889 9534/9490 91.73 OL472133 full genome assembled

SRR16552232  /  P20POR19-SWbarley virus G BVG - - KT962089 97.99 0.3173% 748.49 KT962089 5584/5620 97.99 OL472215 full genome assembled

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 98.68 - - 0.0012% 4.73 MN216370 - 98.68 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 95.31 - - 0.0007% 3.16 MN216373 - 95.31 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.20 - - 0.0016% 9.05 MN216376 - 98.20 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWplant associated polerovirus 3 PaPoV3 - - GU327735 76.13 1.5439% 3345.45 GU327735 6009/5803 76.13 OL472219 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca potexvirus 1 PasPV1 - - LC460456 67.27 0.5653% 1262.61 LC460456 5896/5964 67.27 OL472238 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca cytorhabdovirus 1 PaCRV1 - - MH898500 67.04 0.0249% 25.05 MH898500 13072/14419 67.04 OL472112 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca umbravirus 1 PasUV1 - - LC434065 77.80 0.2817% 849.71 LC434065 4368/4193 77.80 OL472236 new species, full genome assembled

SRR16552232  /  P20POR19-SWPicris umbravirus 1 PicUV1 - - KT946712 80.00 1.8046% 5437.68 KT946712 4357/4196 80.00 OL472232 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.74 0.2362% 1049.28 MF136436 2962/1867 77.74 OL472298 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 82.05 0.0049% 25.46 KX883211 2524/5082 82.05 OL472297 new species, full genome assembled

SRR16552231  /  P21KOR19-AT

SRR16552231  /  P21KOR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0184% 95.18 MK948595 3408/3437 99.60 OL471984 full genome assembled

SRR16552231  /  P21KOR19-ATtomato matilda virus TMaV MK517476 99.70 - - 0.0440% 43.74 MK517476 8657/8653 99.70 OL472168 full genome assembled

SRR16552231  /  P21KOR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.39 0.0157% 29.93 MN609862 4430/4289 99.39 OL472285 2 sequences (MN609862-63) map to the assembled contig

SRR16552230  /  P22KOR19-ST

SRR16552230  /  P22KOR19-STSouthern tomato virus STV MK948595 99.60 - - 0.0193% 129.97 MK948595 3412/3437 99.60 OL471990 full genome assembled

SRR16552230  /  P22KOR19-STtomato mosaic virus ToMV MN267904 99.37 - - 0.0096% 35.20 MN267904 6383/6383 99.37 OL472101 full genome assembled

SRR16552230  /  P22KOR19-STtomato matilda virus TMaV MK517476 99.73 - - 0.0193% 99.25 MK517476 8562/8653 99.73 OL472177 full genome assembled

SRR16552230  /  P22KOR19-STolive latent virus 1 OLV1 MK376952 100.00 - - 0.0009% 6.54 MK376952 - 100.00 - partial genome obtained (was not deposited)

SRR16552230  /  P22KOR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0058% 29.93 MN609862 4483/4289 99.38 OL472286 2 sequences (MN609862-63) map to the assembled contig

SRR16552229  /  P23KOR19-SW

SRR16552229  /  P23KOR19-SWcarrot thin leaf virus CTLV MH170889 92.00 - - 1.2444% 1303.84 MH170889 9471/9490 91.00 OL472134 full genome assembled

SRR16552229  /  P23KOR19-SWKoper picorna-like virus 1 KPLV1 - - MN714669 73.59 0.0038% 9.81 MN714669 5151/9979 73.59 OL472294 new species, full genome assembled

SRR16552229  /  P23KOR19-SWKoper totivirus 3 KTV3 - - MK279493 62.51 0.0055% 14.63 MK279493 4988/5174 62.51 OL472029 new species, full genome assembled

SRR16552229  /  P23KOR19-SWplant associated botourmia-like virus 1 PaBLV1 - - MN532659 73.49 0.0063% 36.22 MN532659 2300/2339 73.49 OL472278 new species, full genome assembled

SRR16552228  /  P29Pv19-PK2  /  internal control

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1532% 214.50 MK948542 13901/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5200% 685.33 MF281671 14417/14780 98.91 - partial genome obtained, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0217% 27.58 NC_040558 8831/15205 88.05 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1  /  internal control

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1448% 214.50 MK948542 13900/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4340% 392.52 MF281671 14168/14780 99.59 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0185% 16.33 NC_040558 7633/15205 87.83 - partial genome obtained, not deposited (internal control)

SRR16552226  /  P31BER20-AT

SRR16552226  /  P31BER20-ATSouthern tomato virus STV MF422618 99.70 - - 0.0017% 8.48 MF422618 3438/3438 99.70 - full genome assembled (was not deposited)

SRR16552221  /  P32STR20-AT

SRR16552221  /  P32STR20-ATpotato virus Y PVY AB185833 96.08 - - 5.6002% 9230.31 AB185833 9688/9698 99.47 OL472161 full genome assembled

SRR16552221  /  P32STR20-ATpotato virus S PVS MH937416 98.74 - - 1.3352% 2515.60 MH937416 8477/8485 98.74 OL472247 full genome assembled

SRR16552221  /  P32STR20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 0.0064% 7.67 MF543022 13414/14432 67.02 OL472129 new species, full genome assembled

SRR16552265  /  P33BOL20-AT

SRR16552265  /  P33BOL20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MH323437 67.40 0.2493% 295.17 MH323437 13436/13546 70.05 OL472116 new species, full genome assembled

SRR16552265  /  P33BOL20-ATSouthern tomato virus STV MK948545 100.00 - - 0.0032% 14.75 MK948545 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-AT

SRR16552262  /  P34MIR20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0042% 11.41 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 1 TIV1 - - NC_039075 69.57 0.0441% 212.82 NC_039075 3392/3378 69.57 OL472057 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 2 TIV1 - - KY695013 74.03 0.0839% 481.15 KY695013 2866/2931 74.03 OL472058 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 3 TIV1 - - KY695014 67.27 0.1392% 1048.57 KY695014 2181/2296 67.27 OL472059 new species, full genome assembled

SRR16552258  /  P35KOP20-AT

SRR16552258  /  P35KOP20-ATSouthern tomato virus STV MK610257 99.97 - - 0.0110% 41.24 MK610257 3414/3414 99.97 OL471998 full genome assembled

SRR16552258  /  P35KOP20-ATolive latent virus 1 OLV1 MK376952 96.32 - - 0.0027% 9.49 MK376952 - 96.34 - full genome assembled (was not deposited, possible recombinant)

SRR16552258  /  P35KOP20-ATErysiphe necator ourmia-like virus 82 EnOLV82 MN611610 96.15 - - 0.0009% 4.90 MN611610 2627/2859 93.19 OL472300 full genome assembled

SRR16552254  /  P36SKO20-AT

SRR16552254  /  P36SKO20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0134% 62.18 MF422618 - 100.00 - full genome assembled

SRR16552254  /  P36SKO20-ATpotato virus Y PVY AB185833 97.77 - - 14.7054% 24495.49 AB185833 9698/9698 99.49 OL472158 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA1 CMV D00356 100.00 - - 2.6547% 12692.24 D00356 3357/3357 98.90 OL472036 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA2 CMV KC019300 96.98 - - 5.0193% 12010.42 KC019300 3048/3049 96.81 OL472054 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA3 CMV AJ517802 99.14 - - 2.6547% 36466.12 AJ517802 2215/2216 99.17 OL472045 full genome assembled

SRR16552254  /  P36SKO20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.82 1.7041% 2040.29 MF543022 13453/14432 67.82 OL472120 new species, full genome assembled

SRR16552249  /  P37KOR20-AT

SRR16552249  /  P37KOR20-ATpotato virus Y PVY AB185833 97.06 - - 5.6244% 10169.76 AB185833 9698/9698 99.44 OL472151 full genome assembled

SRR16552249  /  P37KOR20-ATpotato virus M PVM JX678982 97.02 - - 1.8675% 3843.19 JX678982 8523/8523 97.02 OL472242 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA1 CMV HE962478 94.62 - - 1.9706% 10237.36 HE962478 3359/3358 94.02 OL472032 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA2 CMV MG021461 96.28 - - 1.7648% 10088.19 MG021461 3055/3050 96.58 OL472050 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA3 CMV AJ517802 98.87 - - 3.8745% 30600.28 AJ517802 2216/2216 99.07 OL472041 full genome assembled

SRR16552249  /  P37KOR20-ATplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0045% 11.98 NC_032449 6552/6969 35.06 OL472106 new species, has virga-like domains (RdRP,CP), full genome

SRR16552249  /  P37KOR20-ATtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 8.32 MZ443622 1494/1506 71.17 OL472292 new species, best hit has only 41%  genome covered

SRR16552245  /  P38PLE20-AT

SRR16552245  /  P38PLE20-ATpotato virus Y PVY MN216361 98.18 - - 41.6262% 85069.36 MN216361 9609/9609 99.85 OL472154 full genome assembled

SRR16552245  /  P38PLE20-ATSouthern tomato virus STV MK948545 99.82 - - 0.0210% 119.29 MK948545 3436/3436 99.82 OL472006 full genome assembled

SRR16552245  /  P38PLE20-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 70.00 0.0030% 16.98 MN609858 3430/3314 70.00 OL472263 new species, full genome assembled

SRR16552245  /  P38PLE20-ATErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 95.89 0.0008% 4.99 MN627469 - 95.89 - low read coverage, partial genome obtained (was not deposited)

SRR16552287  /  P39JUR20-AT

SRR16552287  /  P39JUR20-ATtomato mosaic virus ToMV MN267904 99.50 - - 0.0807% 201.46 MN267904 6383/6386 99.50 OL472096 full genome assembled

SRR16552287  /  P39JUR20-ATpotato virus Y PVY - - KX184847 99.79 0.0444% 72.91 KX184847 9719/9719 99.79 OL472148 full genome assembled

SRR16552287  /  P39JUR20-ATHubei picorna-like virus 36 HuPiLV36 KX883970 99.06 - - 0.0171% 27.34 KX883970 9977/9856 99.06 OL472187 full genome assembled

SRR16552281  /  P40TUR20-AT

SRR16552281  /  P40TUR20-ATtomato mosaic virus ToMV MN267904 97.75 - - 0.0026% 5.70 MN267904 - 97.75 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATolive latent virus 1 OLV1 MK376952 96.91 - - 0.0006% 1.65 MK376952 - 96.91 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATSouthern tomato virus STV MK610257 100.00 - - 0.0008% 3.12 MK610257 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552225  /  P41.1BER20-ST

SRR16552225  /  P41.1BER20-STpotato virus Y PVY JF927755 97.68 - - 4.2245% 8824.20 JF927755 9689/9697 99.30 OL472146 full genome assembled

SRR16552225  /  P41.1BER20-STtomato mosaic virus ToMV MN267904 99.50 - - 0.0035% 10.98 MN267904  6383/6383 99.40 OL472093 full genome assembled

SRR16552225  /  P41.1BER20-STSouthern tomato virus STV KT438549 99.50 - - 0.0092% 53.70 KT438549 3411/3463 99.36 OL471992 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA1 CMV D00356 99.11 - - 29.3895% 177136.45 D00356 3357/3360 99.11 OL472031 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA2 CMV D00355 99.08 - - 20.9980% 139195.19 D00355 3045/3048 99.08 OL472049 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.64 - - 24.1833% 220717.27 AJ517802 2215/2216 99.64 OL472040 full genome assembled

SRR16552223  /  P41.2BER20-ST

SRR16552223  /  P41.2BER20-STpotato virus Y PVY AB185833 96.16 - - 0.5191% 1012.95 AB185833 9687/9698 99.01 OL472147 full genome assembled

SRR16552223  /  P41.2BER20-STpotato virus M PVM JX678982 96.83 - - 0.4948% 1098.02 JX678982 8507/8523 96.83 OL472246 full genome assembled

SRR16552223  /  P41.2BER20-STtomato mosaic virus ToMV MN267904 99.44 - - 31.4357% 177136.45 MN267904  6383/6383 99.40 OL472094 full genome assembled

SRR16552222  /  P42BER20-SW

SRR16552222  /  P42BER20-SWtomato mosaic virus ToMV MN267904 99.44 - - 19.2552% 21122.12 MN267904  6381/6383 99.44 OL472095 full genome assembled

SRR16552222  /  P42BER20-SWplant associated tombus-like virus 2 PaTLV2 - - MT317175 76.36 0.0099% 41.43 MT317175 3297/3360 76.36 OL472269 new species, full genome assembled

SRR16552268  /  P43.1STR20-ST

SRR16552268  /  P43.1STR20-STSouthern tomato virus STV MK610257 100.00 - - 0.0099% 52.82 MK610257 3413/3414 100.00 OL471996 full genome assembled

SRR16552268  /  P43.1STR20-STpotato virus Y PVY KY847961 99.68 - - 12.6303% 24095.87 KY847961 9628/9630 99.68 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato bushy stunt virus TBSV M21958 94.97 - - 0.0094% 36.06 M21958 4778/4776 95.61 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato alphanucleorhabdovirus 1 TARV1 - - KC905081 75.20 7.0251% 9626.99 KC905081 13406/13154 75.20 OL472234 new species, full genome assembled

SRR16552268  /  P43.1STR20-STtomato matilda virus TMaV MK517476 99.75 - - 0.0054% 11.54 MK517476 8653/8653 99.79 OL472174 full genome assembled

SRR16552267  /  P43.2STR20-ST

SRR16552267  /  P43.2STR20-STSouthern tomato virus STV KT852573 99.82 - - 0.0160% 70.06 KT852573 3438/3438 99.82 OL472004 full genome assembled

SRR16552267  /  P43.2STR20-STeggplant mottle dwarf virus EMDV LN680656 94.63 - - 14.9232% 17362.84 LN680656 13097/13100 94.63 OL472111 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus Y PVY JF927760 99.27 - - 6.2712% 9857.20 JF927760 9690/9697 99.45 OL472163 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus S PVS MH937416 98.62 - - 0.3527% 633.50 MH937416 8485/8485 98.62 OL472249 full genome assembled

SRR16552267  /  P43.2STR20-STtomato matilda virus TMaV MK517476 99.78 - - 0.0158% 27.81 MK517476 8653/8653 99.78 OL472178 full genome assembled

SRR16552267  /  P43.2STR20-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0057% 19.47 MN609862 4483/4289 99.38 OL472287 2 sequences (MN609862-63) map to the assembled contig

SRR16552266  /  P44STR20-SW

SRR16552266  /  P44STR20-SWwatermelon mosaic virus WMV MN914158 99.49 - - 14.5047% 119818.52 MN914158 10040/10040 99.47 OL472139 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA1 PSV LC380687 97.52 - - 14.1287% 57575.88 LC380687 3347/3354 97.10 OL472066 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA2 PSV LC380688 97.35 - - 10.4424% 48511.80 LC380688 2940/2943 97.15 OL472067 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA3 PSV LC380680 97.35 - - 22.2985% 139685.41 LC380680 2185/2185 98.81 OL472068 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA1 BBWV1 MN216350 90.78 - - 0.0275% 65.29 MN216350 5766/5771 91.68 OL472175 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA2 BBWV1 MN216379 88.91 - - 0.0227% 92.84 MN216379 3341/3303 88.67 OL472176 full genome assembled

SRR16552264  /  P45BOL20-ST

SRR16552264  /  P45BOL20-STSouthern tomato virus STV MF422618 100.00 - - 0.0275% 134.33 MF422618 3415/3438 100.00 OL472007 full genome assembled

SRR16552264  /  P45BOL20-STtomato associated alphaendornavirus 1 TaAEV1 - - MH094752 75.83 0.0108% 15.64 MH094752 11692/11683 75.83 OL472079 new species, full genome assembled

SRR16552264  /  P45BOL20-STErysiphales associated totivirus 24 EaTV24 MN628271 99.74 - - 0.0047% 14.76 MN628271 5400/5400 99.76 OL472028 full genome assembled

SRR16552263  /  P46BOL20-SW

SRR16552263  /  P46BOL20-SWplant associated polerovirus 1 PaPoV1 - - KT868949 74.87 0.0042% 11.41 KT868949 6025/6017 74.35 OL472216 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris umbravirus 1 PicUV1 - - KT946712 79.97 0.0904% 337.69 KT946712 4411/4196 79.97 OL472231 new species, full genome assembled

SRR16552263  /  P46BOL20-SWConvolvulus aureusvirus 1 ConAV1 - - MG967280 76.28 0.0299% 73.22 MG967280 4448/4512 76.28 OL472230 new species, full genome assembled

SRR16552263  /  P46BOL20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.27 34.2071% 143655.86 HQ677625 3866/3965 71.27 OL472222 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA1 PrVI - - MW579753 97.49 0.0258% 1213.06 MW579753 3444/3470 97.49 OL472063 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA2 PrVI - - MW579754 97.95 0.0416% 156.76 MW579754 2947/2876 97.95 OL472064 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA3 PrVI - - MW579755 95.11 0.0299% 436.64 MW579755 2222/2249 95.11 OL472065 full genome assembled

SRR16552263  /  P46BOL20-SWPicris betanucleorhabdovirus 1 PBRV1 - - BK014301 67.93 0.0112% 12.02 BK014301 15193/13719 67.93 OL472130 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, L segment PiCRV1 - - MT952336 72.33 0.0434% 110.00 MT952336 6548/ - 72.33 OL472127 new species, putatively  bisegmented, best hit covered only  2%  of genome

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, N segment PiCRV1 - - CP048848 80.00 0.0345% 156.95 CP048848 3622/ - 80.00 OL472128 new species, putatively  bisegmented, best hit covered only  1%  of genome

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA1 PaCrV1 - - MW892835 70.88 0.0228% 58.11 MW892835 7823/8637 70.88 OL472073 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA2 PaCrV1 - - KT069221 73.99 0.0516% 120.07 KT069221 7876/8210 73.99 OL472074 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.03 0.0100% 52.35 MW546937 1499/1583 76.03 OL472021 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 66.34 MW546938 1503/1459 66.34 OL472022 new species, full genome assembled

SRR16552260  /  P47MIR20-ST

SRR16552260  /  P47MIR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0135% 64.14 MF422618 3438/3438 100.00 OL471999 full genome assembled

SRR16552260  /  P47MIR20-STpotato virus Y PVY KX184817 99.55 - - 5.7688% 9848.89 KX184817 - 99.55 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment L TaBLV1 - - ATP79731 30.13 0.0144% 18.79 ATP79731 7864/8911 30.13 OL471976 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment M TaBLV1 - - QNT38480 23.86 QNT38480 4910/4955 23.86 OL471977 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552259  /  P48MIR20-SW

SRR16552259  /  P48MIR20-SWSoybean dwarf virus SbDV JN674402 94.55 - - 0.0661% 168.46 JN674402 5860/5862 94.57 OL472235 full genome assembled

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA1 ArtV1 - - BBM96177 45.01 0.0361% 42.98 BBM96177 7249/ 7291 45.01 OL471978 new species, BLASTx hits to RNA1 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA2 ArtV1 - - BBM96178 32.52 BBM96178 2057/2092 32.52 OL471979 new species, BLASTx hits to RNA2 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA3 ArtV1 - - BBM96179 39.56 BBM96179 1088/1080 39.56 OL471980 new species, BLASTx hits to RNA3 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA4 ArtV1 - - BBM96181 45.38 BBM96181 1325/1294 45.38 OL471981 new species, BLASTx hits to RNA4 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA5 ArtV1 - - BBM96182 36.31 BBM96182 902/1066 36.31 OL471982 new species, BLASTx hits to RNA5 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWplant associated closterovirus 2 PaClV2 - - MH460557 67.04 0.7318% 663.59 MH460557 16522/17313 67.43 OL472075 new species, full genome assembled

SRR16552259  /  P48MIR20-SWSanxia tombus-like virus 7 STLV7 KX883177 90.40 - - 0.0029% 9.43 KX883177 4558/4557 90.57 OL472301 full genome assembled

SRR16552259  /  P48MIR20-SWErysiphe necator ourmia-like virus 82 EnOLV82 MN611610                93.19 - - 0.0004% 3.37 MN611610                - 93.19 - partial genome obtained (was not deposited)

SRR16552257  /  P49KOP20-ST

SRR16552257  /  P49KOP20-STolive latent virus 1 OLV1 MK376952 96.95 - - 0.0167% 85.19 MK376952 3669/3669 96.95 OL472229 full genome assembled

SRR16552257  /  P49KOP20-STtobacco necrosis virus A TNVA KX906928 96.68 - - 0.0097% 49.67 KX906928 3686/3686 90.43 - full genome but probable recombinant (was not deposited)

SRR16552256  /  P50.1KOP20-SW

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 90.90 0.0065% 9.58 NC_043389 7677/4018 90.90 OL472203 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA2 RWMV - - AF355430 88.21 AF355430 1839/263 88.97 OL472204 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.63 AY542957 1476/1063 91.88 OL472205 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 71.10 KY769704 1315/1315 71.10 OL472206 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 9.9625% 10050.06 JN560178 9055/8877 72.47 OL471964 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 JN560177 4714/4786 70.61 OL471965 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 AY686718 3407/2734 65.93 OL471966 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWLa Jolla virus LJV - - KP714073 98.69 0.0153% 26.75 KP714073 10253/9722 98.69 OL472185 full genome assembled

SRR16552256  /  P50.1KOP20-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.93 0.0012% 6.24 MN627473 3456/3506 89.93 OL472272 full genome assembled, possibly a divergent strain

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.24 0.0091% 51.98 MW648508 3147/3147 67.24 OL472282 new species, only 37%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 2 KNLV2 - - MT482496 69.61 0.0019% 10.31 MT482496 3195/3195 69.61 OL472288 new species, only 16%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 3 KNLV3 - - MK533155 64.75 0.0039% 20.17 MK533155 3482/3482 64.75 OL472289 new species, only 65%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 4 KNLV4 - - KX883237 68.24 0.0037% 19.02 KX883237 3459/3459 68.24 OL472290 new species, only 4%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWplant associated tombus-like virus 1 PaTLV1 - - MT317175 76.36 0.0017% 8.97 MT317175 3297/3360 76.36 OL472268 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.0012% 6.09 QED42936 3561/ - 31.15 OL472276 new species, has virga-like domains, BLASTx hit is shown

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA1 PaDPV2 - - MH898486 66.77 0.0288% 171.96 MH898486 1566/1590 66.77 OL472013 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA2 PaDPV2 - - MT159330 64.10 MT159330 1443/1410 64.10 OL472014 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SW

SRR16552256  /  P50.2KOP20-SWlettuce mosaic virus LMV - - KJ161185 92.65 2.3264% 3899.38 KJ161185 10065/10065 92.65 OL472136 full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 1 KTV1 - - MN428836 69.00 0.0171% 48.51 MN428836 5240/4999 69.00 OL472026 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 2 KTV2 - - KX882939 70.49 0.0145% 51.05 KX882939 4794/4958 70.49 OL472027 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated caulimovirus 1 PaCaV1 - - MH898523 68.12 2.2229% 3882.70 MH898523 9644/8026 68.12 OL472131 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated soymovirus 1 PaSoV1 - - X15828 68.91 0.4420% 779.22 X15828 9571/8178 68.91 OL472132 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 68.89 0.0741% 305.57 MH231181 3952/3867 68.89 OL472225 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated botourmia-like virus 2 PaBLV2 - - MN611580 70.17 0.0026% 17.47 MN611580 2227/2257 70.17 OL472279 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia geminivirus 1, partial genome CGV1 - - AF224760 73.85 0.0003% 4.47 AF224760 1208/2632 73.85 OL472025 new species, partial DNA-A (rep-encoding) genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0025% 73.29 not applicable 580/ - - OL472259 viroid-like circular RNA (putative new viroid species)

SRR16552253  /  P51.1SKO20-ST

SRR16552253  /  P51.1SKO20-STSouthern tomato virus STV MF422618 100.00 - - 0.0107% 63.04 MF422618 3438/3438 100.00 OL472001 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus Y PVY MN216357 99.05 - - 2.3761% 5040.00 MN216357 9525/9649 99.80 OL472159 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus S PVS MH937416 98.62 - - 1.7858% 4306.63 MH937416 8485/8485 98.62 OL472248 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA1 CMV D00356 99.40 - - 8.5781% 52083.05 D00356 3357/3357 98.89 OL472037 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA2 CMV HE793684 99.14 - - 4.2257% 28138.61 HE793684 3048/3050 98.85 OL472055 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.60 - - 22.0708% 204713.16 AJ517802 2203/2216 98.46 OL472046 full genome assembled

SRR16552253  /  P51.1SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 70.28 2.7331% 7418.50 MT454065 7501/7565 70.28 OL472239 new species, full genome assembled

SRR16552253  /  P51.1SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.14 0.0107% 523.78 MF543022 13423/14432 67.14 OL472114 new species, full genome assembled

SRR16552252  /  P51.2SKO20-ST

SRR16552252  /  P51.2SKO20-STSouthern tomato virus STV MF422618 99.97 - - 0.0209% 118.46 MF422618 3438/3438 100.00 OL471993 full genome assembled

SRR16552252  /  P51.2SKO20-STpotato virus Y PVY AB185833 96.78 - - 6.9756% 14070.72 AB185833 9699/9698 96.78 OL472160 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA1 TAV LC380669 99.59 - - 12.2690% 70227.26 LC380669 3412/3414 99.41 OL472069 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA2 TAV KF432414 98.39 - - 8.5030% 53640.10 KF432414 3070/3096 99.29 OL472070 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA3 TAV AJ277268 98.91 - - 11.6600% 95556.45 AJ277268 2385/2386 99.03 OL472071 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA1 CMV D00356 98.33 - - 2.5361% 14681.51 D00356 3357/3357 96.65 OL472038 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA2 CMV KC019300 95.22 - - 1.8205% 11652.00 KC019300 3007/3049 96.85 OL472056 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 96.91 - - 3.8116% 33588.51 AJ517802 2201/2216 99.18 OL472047 full genome assembled

SRR16552252  /  P51.2SKO20-STHenbane mosaic virus HMV MH779472 99.06 - - 0.7538% 1456.09 MH779472 10155/10127 99.06 OL472138 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 72.79 0.7931% 2027.14 NC_043088 7501/7565 72.79 OL472241 new species, full genome assembled

SRR16552252  /  P51.2SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 1.0702% 1555.31 MF543022 13453/14432 67.02 OL472113 new species, full genome assembled

SRR16552251  /  P52SKO20-SW

SRR16552251  /  P52SKO20-SWpotato virus Y PVY AJ890347 97.97 - - 2.3643% 3946.54 AJ890347 9677/9701 99.18 OL472165 full genome assembled

SRR16552251  /  P52SKO20-SWlettuce mosaic virus LMV - - KJ161185 85.25 1.1995% 1924.08 KJ161185 10079/10065 85.25 OL472137 full genome assembled, divergent strain

SRR16552251  /  P52SKO20-SWPicris betanucleorhabdovirus 1 PBRV1 - - OU015520 67.04 0.0573% 61.09 OU015520 15193/13719 67.04 OL472117 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA1 PaDPV3 - - NC_040483 68.35 0.0060% 30.08 NC_040483 1581/1569 68.35 OL472015 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA2 PaDPV3 - - MT159292 73.20 MT159292 1602/1418 73.20 OL472016 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA1 PaDPV4 - - MW546937 75.79 0.0014% 7.59 MW546937 1499/1583 75.79 OL472017 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA2 PaDPV4 - - MW546938 67.49 MW546938 1468/1459 67.49 OL472018 new species, full genome assembled

SRR16552248  /  P53.1KOR20-ST

SRR16552248  /  P53.1KOR20-STpotato virus Y PVY AB185833 97.59 - - 4.6472% 8651.54 AB185833 9698/9698 99.38 OL472152 full genome assembled

SRR16552248  /  P53.1KOR20-STpotato virus M PVM JX678982 97.19 - - 0.0082% 17.46 JX678982 8523/8523 97.19 OL472243 full genome assembled

SRR16552248  /  P53.1KOR20-STtomato mosaic virus ToMV MN267904 99.42 - - 0.0243% 68.07 MN267904 6383/6383 99.42 OL472102 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA1 CMV HE793684 99.08 - - 7.3644% 39461.92 HE793684 3359/3360 98.54 OL472033 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA2 CMV HF572915 98.49 - - 5.8783% 34691.12 HF572915 3046/3046 97.93 OL472051 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.51 - - 15.8069% 129494.19 AJ517802 2201/2216 98.51 OL472042 full genome assembled

SRR16552248  /  P53.1KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0050% 13.68 NC_032449 6552/6969 35.06 OL472107 new species, has virga-like domains (RdRP, CP), full genome

SRR16552247  /  P53.2KOR20-ST

SRR16552247  /  P53.2KOR20-STpotato virus Y PVY AB185833 96.11 - - 3.8621% 6080.61 AB185833 9698/9698 99.46 OL472153 full genome assembled

SRR16552247  /  P53.2KOR20-STpotato virus M PVM JX678982 97.19 - - 5.1725% 9268.55 JX678982 8523/8523 97.19 OL472245 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA1 CMV D00356 91.35 - - 4.0621% 18381.11 D00356 3358/3357 92.10 OL472034 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA2 CMV D00355 91.53 - - 1.7048% 8470.45 D00355 3048/3050 94.71 OL472052 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 89.03 - - 3.4026% 23276.95 AJ517802 2211/2216 91.70 OL472043 full genome assembled

SRR16552247  /  P53.2KOR20-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 7.38 MZ443622 1496/1506 71.17 OL472293 new species, best hit has only 41%  genome covered

SRR16552247  /  P53.2KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0067% 15.56 NC_032449 6552/6969 35.06 OL472108 new species, has virga-like domains (RdRP, CP), full genome

SRR16552246  /  P54KOR20-SW

SRR16552246  /  P54KOR20-SWbeet yellows virus BYV AF190581 97.72 - - 3.1094% 3407.77 AF190581 15469/15468 97.72 OL472076 full genome assembled

SRR16552246  /  P54KOR20-SWcarrot thin leaf virus CTLV MH170889 91.46 - - 0.3981% 710.56 MH170889 9490/9490 91.46 OL472135 full genome assembled

SRR16552246  /  P54KOR20-SWPastinaca umbravirus 1 PasUV1 - - LC434065 78.33 0.0147% 57.04 LC434065 4354/4193 78.33 OL472237 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 69.49 0.5793% 2452.04 MH231181 4006/3867 69.49 OL472226 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated waikavirus 2 PaWV2 - - KT238881 69.00 0.1458% 213.32 KT238881 11512/11649 69.00 OL472179 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated sequivirus 1 PaSV1 - - NC_038320 68.27 0.1177% 100.09 NC_038320 9988/9905 68.27 OL472180 new species, full genome assembled

SRR16552246  /  P54KOR20-SWMentha macluravirus 1 MenMV1 - - KP405232 67.44 3.0165% 6199.99 KP405232 8250/~8287 67.44 OL472141 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCirsium cytorhabdovirus 1 CCRV1 - - KY075646 69.04 0.0139% 22.26 KY075646 12216/13389 69.04 OL472122 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated viroid-like circular RNA 4 PaVCR4 not applicable - not applicable - 0.0175% 1081.50 not applicable 274/ - - OL472260 viroid-like circular RNA (putative new viroid species)

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.44 0.0180% 103.15 MF136436 2903/1867 77.44 OL472296 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 79.07 0.0031% 20.58 KX883211 2505/5082 79.07 OL472295 new species, only 3%  of genome covered by best hit

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 3 PTaR3 - - MF136436 72.04 0.0173% 116.79 MF136436 2515/1867 72.04 OL472299 new species, full genome assembled

SRR16552291  /  P55.1PLE20-ST

SRR16552291  /  P55.1PLE20-STpotato virus Y PVY MN216361 98.98 - - 0.9470% 2012.44 MN216361 9609/9609 99.82 OL472155 full genome assembled

SRR16552291  /  P55.1PLE20-STSouthern tomato virus STV MK948545 99.82 - - 0.0024% 14.32 MK948545 3436/3436 99.82 OL471997 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA1 CMV D00356 99.37 - - 9.6260% 58233.96 D00356 3361/3357 98.63 OL472035 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA2 CMV AJ517801 99.15 - - 7.6703% 51002.24 AJ517801 3055/3052 98.95 OL472053 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.19 - - 18.7449% 172075.53 AJ517802 2217/2216 99.19 OL472044 full genome assembled

SRR16552290  /  P55.2PLE20-ST

SRR16552290  /  P55.2PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0441% 215.41 KT852573 3438/3438 99.97 OL472005 full genome assembled

SRR16552290  /  P55.2PLE20-STpotato virus Y PVY DQ008213 99.62 - - 5.4331% 9517.27 DQ008213 9666/9666 99.63 OL472156 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 0.5646% 1074.24 KP008130 8913/8914 97.98 OL471946 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.47 - - 0.5083% 1805.31 KU179608 4766/4767 98.38 OL471947 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.01 - - 0.4960% 2864.77 DQ376178 2929/2927 99.62 OL471948 full genome assembled

SRR16552290  /  P55.2PLE20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - MK948541 99.00 23.1530% 29434.37 MK948541 13303/13320 96.35 OL472115 full genome assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 91.24 3.0891% 4266.95 NC_043389 7622/4018 91.24 OL472195 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA2 RWMV - - AF335430 88.00 AF335430 1787/263 88.17 OL472196 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.33 AY542957 1486/1063 92.33 OL472197 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 70.85 KY769704 1324/1381 71.85 OL472198 first full sequence of genome segment assembled

SRR16552289  /  P55.3PLE20-ST

SRR16552289  /  P55.3PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0940% 434.68 KT852573 3437/3438 99.97 OL471994 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus Y PVY MN216361 98.05 - - 17.1494% 28313.32 MN216361 9666/9666 98.93 OL472157 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus M PVM EU604672 93.55 - - 2.6925% 5039.69 EU604672 8523/8523 93.55 OL472244 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 6.4013% 11486.88 KP008130 8913/8914 97.98 OL471949 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.39 - - 4.1578% 13938.59 KU179608 4766/4767 96.39 OL471950 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.04 - - 4.1320% 22488.38 DQ376178 2927/2927 99.62 OL471951 full genome assembled

SRR16552288  /  P56PLE20-SW

SRR16552288  /  P56PLE20-SWAphis glycines virus 1 AGV1 - - KM015260 97.30 0.0076% 11.31 KM015260 8986/8680 98.97 OL472191 full genome assembled

SRR16552288  /  P56PLE20-SWRumex potyvirus 1 RumPV1 - - MK778804 71.15 3.9703% 5105.66 MK778804 10368/10068 71.15 OL472144 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.0557% 53.93 OU015520 13736/14421 66.38 OL472118 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum cytorhabdovirus 1 TCRV1 - - KM817650 65.25 0.0125% 12.09 KM817650 13781/13490 65.25 OL472125 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 2 PaSV2 - - MT559284 76.28 0.4589% 614.67 MT559284 9940/9795 76.28 OL472182 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 3 PaSV3 - - MT559283 75.59 0.4012% 523.38 MT559283 10227/9786 75.59 OL472184 new species, full genome assembled

SRR16552285  /  P57.1JUR20-ST

SRR16552285  /  P57.1JUR20-STpotato virus Y PVY MN216361 98.26 - - 0.2516% 402.50 MN216361 9609/9609 99.63 OL472149 full genome assembled

SRR16552285  /  P57.1JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 85.9657% 206944.04 MN267904 6383/6386 99.50 OL472097 full genome assembled

SRR16552284  /  P57.2JUR20-ST

SRR16552284  /  P57.2JUR20-STSouthern tomato virus STV LC487710 99.88 - - 0.0212% 124.39 LC487710 3438/3438 99.88 OL471995 full genome assembled

SRR16552284  /  P57.2JUR20-STpotato virus Y PVY JF927751 99.50 - - 0.6062% 1270.24 JF927751 9697/9697 99.45 OL472150 full genome assembled

SRR16552284  /  P57.2JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 90.9592% 289236.20 MN267904 6381/6386 99.50 OL472098 full genome assembled

SRR16552283  /  P58.1JUR20-SW

SRR16552283  /  P58.1JUR20-SWtomato mosaic virus ToMV MN267904 99.50 - - 1.6374% 3263.75 MN267904 6370/6383 99.50 OL472099 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 96.60 - - 5.7116% 20573.99 MN216370 3521/3445 96.60 OL472060 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 96.73 - - 1.6923% 7551.14 MN216373 2842/2757 96.73 OL472061 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.02 - - 8.9289% 49833.09 MN216376 2277/2242 98.02 OL472062 full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA1 PaDPV6 - - KX525268 83.90 0.1732% 707.56 KX525268 1593/1586 83.90 OL472023 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA2 PaDPV6 - - KY923704 72.36 KY923704 1512/1525 72.36 OL472024 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWNovo Mesto dicistrovirus 1 NMDV1 - - KX884398 67.63 0.0585% 74.11 KX884398 10055/9785 67.63 OL472188 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0135% 352.00 not applicable 580/ - - OL472262 viroid-like circular RNA (putative new viroid species)

SRR16552282  /  P58.2JUR20-SW

SRR16552282  /  P58.2JUR20-SWtomato mosaic virus ToMV MN267904 99.01 - - 0.0045% 9.28 MN267904 6345/6383 99.01 OL472100 full genome assembled

SRR16552282  /  P58.2JUR20-SWPlant associated alphaendornavirus 1 PaAEV1 - - LC500285 65.45 0.0983% 77.77 LC500285 14528/14878 65.45 OL472078 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.22 0.0038% 13.00 HQ677625 3895/3956 71.22 OL472223 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWNovo Mesto dicistrovirus 2 NMDV2 - - MT745591 80.82 0.0422% 43.76 MT745591 8897/8446 80.82 OL472189 new species, but only 45%  genome covered by best hit

SRR16552282  /  P58.2JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0016% 43.45 not applicable 580/ - - OL472261 viroid-like circular RNA (putative new viroid species)

SRR16552280  /  P59.1TUR20-ST

SRR16552280  /  P59.1TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1741% 824.26 MF422618 3438/3438 100.00 OL472003 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato mosaic virus ToMV MN267904 99.48 - - 0.0120% 30.62 MN267904 6345/6383 99.01 OL472103 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.99 - - 9.3851% 17240.41 KP008130 8913/8914 97.99 OL471952 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.07 - - 7.7732% 26697.40 KU179608 4766/4767 98.32 OL471953 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 6.1946% 34624.29 DQ376178 2926/2927 99.56 OL471954 full genome assembled

SRR16552280  /  P59.1TUR20-STHubei picorna-like virus 36 HuPiLV36 - - KX883970 99.22 0.1305% 214.72 KX883970 9951/9856 99.22 OL472186 full genome assembled

SRR16552280  /  P59.1TUR20-STNovo Mesto picornavirus 1 NMPV1 - - MH614316 71.28 0.0210% 33.59 MH614316 10189/- 71.28 OL472193 new species, but best hit covers only 10%  of the genome

SRR16552279  /  P59.2TUR20-ST

SRR16552279  /  P59.2TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1646% 824.26 MF422618 3438/3438 100.00 OL472000 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato mosaic virus ToMV MN267904 99.43 - - 0.0067% 18.05 MN267904 6383/6383 99.43 OL472104 full genome assembled

SRR16552279  /  P59.2TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.42 41.9384% 54539.21 KX636164 13313/13320 96.49 OL472124 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment L TSWV D10066 100.00 - - 2.7554% 5355.46 D10066 8813/8897 97.99 OL471955 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.27 - - 3.0355% 11030.08 KU179608 4766/4767 98.41 OL471956 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.91 - - 2.2612% 13373.55 DQ376178 2925/2927 99.52 OL471957 full genome assembled

SRR16552278  /  P59.3TUR20-ST

SRR16552278  /  P59.3TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0598% 359.49 MF422618 3438/3438 100.00 OL472002 full genome assembled

SRR16552278  /  P59.3TUR20-STpotato virus Y PVY - - AB185833 98.47 9.2900% 19495.54 AB185833 9726/9698 98.47 OL472164 full genome assembled, NTN strain

SRR16552278  /  P59.3TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.48 43.8871% 68474.03 KX636164 13313/13320 96.49 OL472110 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.9117% 4459.18 KP008130 8913/8914 97.98 OL471958 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.16 - - 1.5082% 6575.65 KU179608 4766/4767 98.41 OL471959 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.87 - - 1.4441% 10244.53 DQ376178 2926/2627 99.49 OL471960 full genome assembled

SRR16552277  /  P60TUR20-SW

SRR16552277  /  P60TUR20-SWwhite clover mosaic virus WCMV MN399741 96.37 - - 0.0049% 12.27 MN399741 5774/5774 96.39 OL472250 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.3634% 2204.07 KP008130 8913/8914 97.99 OL471961 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment M TSWV KU179608 96.37 - - 0.7429% 2235.94 KU179608 4766/4767 98.41 OL471962 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 1.5398% 7540.49 DQ376178 2925/2927 99.52 OL471963 full genome assembled

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A BLDVA - - NC_038560 91.00 0.0601% 105.72 NC_038560 8170/8174 91.00 OL472142 full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum viroid-like circular RNA 1 TVCR1 not applicable - not applicable - 0.0027% 86.14 not applicable 447/ - - OL472256 viroid-like circular RNA (putative new viroid species)

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A, divergent isolate BLDVA-divergent - - NC_038560 75.69 0.1074% 170.71 NC_038560 9047/8174 75.69 OL472143 divergent isolate, full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.1728% 180.41 OU015520 13680/14424 66.38 OL472121 new species, full genome assembled

SRR16552277  /  P60TUR20-SWNovo Mesto iflavirus 1 NMIV1 - - MK729664 76.74 0.0150% 24.55 MK729664 8849/8868 76.74 OL472192 new species, full genome assembled

SRR16552276  /  P61Pv-PK1  /  internal control

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1956% 254.20 MK948542 13903/13981 99.68 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5667% 698.89 MF281671 14240/14780 99.50 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0237% 28.43 NC_040558 7881/15205 88.90 - full genome assembled

SRR16552274  /  P62Pv-PK2  /  internal control

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1683% 154.27 MK948542 13901/13981 99.61 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4657% 405.61 MF281671 14224/14780 99.58 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0187% 15.83 NC_040558 7707/15205 88.41 - full genome assembled

cucumber mosaic virus, RNA1-3 CMV - - - - 0.0009% - - - - - possible sequencing crosstalk
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SRR16552271  /  P1.1BER19-ST

SRR16552271  /  P1.1BER19-STpotato virus Y PVY KX184817 99.69 - - 0.7087% 1745.64 KX184817 9709/9719 100.00 OL472145 full genome assembled

SRR16552271  /  P1.1BER19-STtomato mosaic virus ToMV MN267904 99.00 - - 93.7180% 351439.67 MN267904 6384/6383 99.00 OL472089 full genome assembled

SRR16552271  /  P1.1BER19-STsouthern tomato virus STV MN095716 96.00 - - 0.0003% 2.45 MN095716 - 96.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552270  /  P1.2BER19-ST

SRR16552270  /  P1.2BER19-STpotato virus Y PVY JF927761 99.80 - - 0.5200% 1209.20 JF927761 - 98.00 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552270  /  P1.2BER19-STtomato mosaic virus ToMV MN267904 99.42 - - 96.4897% 8246.41 MN267904 9684/9701 99.00 OL472090 full genome assembled

SRR16552270  /  P1.2BER19-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV KY706238 96.00 - - 0.6600% 1132.91 KY706238 13318/13319 99.00 MW366749 full genome assembled

SRR16552270  /  P1.2BER19-STtomato betanucleorhabdovirus 1 TBRV1 KM823531 66.80 - - 0.0106% 17.83 KM823531 13577/13188 66.80 OL472119 new species, full genome assembled

SRR16552235  /  P02BER19-AT

SRR16552235  /  P02BER19-ATtomato mosaic virus ToMV MN267904 99.40 - - 0.8000% 398.36 MN267904 6364/6383 99.40 OL472088 full genome assembled

SRR16552235  /  P02BER19-ATsouthern tomato virus STV MN216389 100.00 - - 0.0069% 6.41 MN216389 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552224  /  P3.1BER19-SW

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA1 CMV D00356 99.00 - - 0.1006% 441.58 D00356 3558/3557 98.70 OL472030 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA2 CMV AJ517801 99.00 - - 0.1017% 490.83 AJ517801 3052/3050 98.70 OL472048 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA3 CMV AJ517802 99.00 - - 0.2896% 1935.45 AJ517802 2216/2216 99.20 OL472039 full genome assembled

SRR16552224  /  P3.1BER19-SWtomato mosaic virus ToMV MN267904 97.74 - - 0.0141% 32.92 MN267904 6341/6383 99.40 OL472091 full genome assembled

SRR16552224  /  P3.1BER19-SWHubei polero-like virus 2 HuPLV2 KX882844 98.00 - - 0.4138% 1009.61 KX882844 6083/6083 99.10 OL472220 full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated alphaendornavirus 1 PaAEV1 MH182675 65.60 - - 0.0179% 18.35 MH182675 14445/14728 65.60 OL472077 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA1 PaDPV1 - - NC_038846 76.10 0.0091% 79.00 NC_038846 1555/1575 76.10 OL472010 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2a PaDPV1 - - MK731958 70.31 0.0076% 72.76 MK731958 1544/1583 70.31 OL472011 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2b PaDPV1 - - MK731957 64.88 0.0033% 32.11 MK731957 1510/1517 64.88 OL472012 new species, full genome assembled

SRR16552261  /  P3.2BER19-SW

SRR16552261  /  P3.2BER19-SWtomato mosaic virus ToMV MN267904 99.30 - - 0.0190% 38.68 MN267904 6383/6383 99.40 OL472092 full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated closterovirus 1 PaClV1 - - LC480248 65.80 0.0296% 29.22 LC480248 13177/15597 65.80 OL472072 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated waikavirus 1 PaWV1 - - NC_040586 67.00 0.0247% 29.23 NC_040586 11022/12313 67.04 OL472169 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWLjubljana dicistrovirus 1 LDV1 - - MH459180 67.00 0.0776% 114.32 MH459180 8841/8293 67.00 OL472194 new species, full genome assembled

SRR16552250  /  P04NGO19-AT

SRR16552250  /  P04NGO19-ATsouthern tomato virus STV MF422618 100.00 - - 0.0500% 180.61 MF422618 3414/3437 100.00 OL471986 full genome assembled

SRR16552250  /  P04NGO19-ATolive latent virus 1 OLV1 MK376952 98.00 - - 0.0022% 7.64 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.2140% 201.00 NC_043389 7622/4018 91.24 OL472207 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472208 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472209 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472210 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-ST

SRR16552286  /  P05NGO19-STsouthern tomato virus STV MF422618 100.00 - - 0.1073% 434.84 MF422618 3414/3437 100.00 OL471987 full genome assembled

SRR16552286  /  P05NGO19-STolive latent virus 1 OLV1 MK376952 97.70 - - 0.0040% 15.20 MK376952 3277/3699 98.00 - partial genome obtained (was not deposited)

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.1969% 231.00 NC_043389 7622/4018 91.24 OL472211 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472212 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472213 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472214 first full sequence of genome segment assembled

SRR16552275  /  P06NGO19-SW

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 88.30 1.7688% 3820.85 MN216350 5820/5771 88.27 OL472172 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 88.70 2.1729% 7952.26 MN216379 3435/3303 88.68 OL472173 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 97.90 0.0042% 16.34 MN627469 3198/3222 97.90 OL472267 full genome assembled

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR1 not applicable - not applicable - 0.0024% 55.03 not applicable 556/ - - OL472257 viroid-like circular RNA (putative new viroid species)

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR2 not applicable - not applicable - 0.0026% 65.88 not applicable 491/ - - OL472258 viroid-like circular RNA (putative new viroid species)

SRR16552273  /  P07BUK19-ST

SRR16552273  /  P07BUK19-STsouthern tomato virus STV KT85253 99.70 - - 0.0046% 23.56 KT85253 3364/3437 99.60 - partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus TBSV M21958 94.00 - - 0.0075% 2748.00 M21958 4755/4776 94.00 OL472233 full genome assembled

SRR16552273  /  P07BUK19-STLeveillula taurica-associated rhabdo-like virus LtaRLV1 MN609860 99.80 - - 0.0196% 24.94 MN609860 13978/14003 99.80 OL472123 full genome assembled

SRR16552273  /  P07BUK19-STolive latent virus 1 OLV1 MK376952 97.00 - - 0.0032% 15.26 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA L TBSV-satRNA-L FJ666076 90.70 - - 0.0001% 3.14 FJ666076 483/615 91.10 OL472255 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA B10 TBSV-satRNA-B10 AF022788 94.10 - - 0.0014% 41.41 AF022788 590/612 94.10 OL472254 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA C TBSV-satRNA-C AF022787 82.20 - - 0.0008% 16.96 AF022787 884/822 81.30 OL472253 new species, best hit covers only 55%  of the genome

SRR16552273  /  P07BUK19-STCymbidium ringspot virus satellite RNA CymRSV-satRNA D00720 94.81 - - 0.0008% 25.30 D00720 607/618 94.80 OL472252 full genome assembled

SRR16552272  /  P08BUK19-SW

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 82.60 1.3066% 2809.68 MN216350 5836/5771 82.63 OL472170 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 71.60 6.5586% 23566.87 MN216379 3386/3303 71.57 OL472171 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWHubei polero-like virus 2 HuPLV2 - - KX882844 97.40 0.5413% 1117.07 KX882844 6083/6083 97.40 OL472221 full genome assembled

SRR16552272  /  P08BUK19-SWPlantago potyvirus 1 PlaPV1 - - AF543212 73.60 0.9120% 1199.42 AF543212 9528/9797 73.60 OL472140 new species, full genome assembled

SRR16552269  /  P09KOP19-AT

SRR16552269  /  P09KOP19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0004% 1.82 MK376952 - 97.00 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-ST

SRR16552244  /  P10KOP19-STolive latent virus 1 OLV1 MK376952 95.78 - - 0.0037% 15.37 MK376952 - 95.66 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtobacco necrosis virus A TNVA KX906928 92.98 - - 0.0037% 15.84 KX906928 - 89.35 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STolive mild mosaic virus OMMV KX906929 92.63 - - 0.0043% 18.14 KX906929 - 94.10 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato mosaic virus ToMV MN267904 97.45 - - 0.0023% 5.45 MN267904 - 97.45 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato matilda virus TMaV MK517476 99.27 - - 0.0065% 11.81 MK517476 - 99.24 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.3633% 470.00 NC_043389 7622/4018 91.24 OL472199 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472200 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472201 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472202 first full sequence of genome segment assembled

SRR16552243  /  P11KOP19-SW

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.44 3.7889% 3780.22 JN560178 9024/8877 72.44 OL471967 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.77 2.6906% 4620.18 JN560177 5232/4786 70.77 OL471968 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.94 3.8029% 11629.66 AY686718 2887/2734 65.94 OL471969 new species, full genome assembled

SRR16552243  /  P11KOP19-SWplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0105% 15.00 NC_032449 6434/6969 35.06 OL472105 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0106% 14.29 MN627473 3489/3506 89.97 OL472271 full genome assembled, possibly a divergent strain

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0196% 48.65 MN035426 3586/3685 71.65 OL472274 new species, partial genome obtained 

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.2176% 538.75 QED42936 3627/ - 31.15 OL472275 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA1 EnaPV2 - - MN605492 99.54 0.0592% 175.42 MN605492 1723/1735 99.54 OL472008 full genome assembled

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA2 EnaPV2 - - MN605493 99.93 MN605493 1534/1557 99.93 OL472009 full genome assembled

SRR16552243  /  P11KOP19-SWPlasmopara viticola lesion associated monoambiguivirus 1 PvLAMV1 - - MN556995 96.59 0.2726% 396.98 MN556995 6159/6099 96.59 OL472280 full genome assembled

SRR16552243  /  P11KOP19-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.13 0.0336% 94.01 MW648508 3150/3115 67.13 OL472281 new species, best hit covers only 37%  of genome

SRR16552242  /  P12PAR19-AT

SRR16552242  /  P12PAR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0439% 129.88 MK948595 3436/3437 99.70 OL471989 full genome assembled

SRR16552242  /  P12PAR19-ATtobacco necrosis virus A TNVA KX906928 97.10 - - 0.0448% 124.06 KX906928 3684/3684 97.10 OL472227 full genome assembled

SRR16552242  /  P12PAR19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0229% 63.43 MK376952 3646/3669 96.20 OL472228 full genome assembled

SRR16552242  /  P12PAR19-ATolive mild mosaic virus OMMV KY769774 91.00 - - 0.0093% 25.35 KY769774 - 91.00 - partial genome obtained (was not deposited)

SRR16552242  /  P12PAR19-ATtomato albetovirus 1 TomAV1 - - L06057 74.01 0.0024% 19.35 L06057 1261/1239 74.01 OL472251 new species, full genome assembled

SRR16552242  /  P12PAR19-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.57 0.0303% 89.37 MN609858 3430/3314 69.57 OL472264 new species, full genome assembled

SRR16552241  /  P13PAR19-ST

SRR16552241  /  P13PAR19-STtomato mosaic virus ToMV MN267904 92.70 - - 0.0004% 1.31 MN267904 - 92.70 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0030% 6.50 MK517476 - 99.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 90.27 0.0071% 41.60 MN627469 3198/3222 90.27 OL472266 full genome assembled

SRR16552241  /  P13PAR19-STErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0093% 50.93 MN627473 3372/3506 89.97 OL472270 full genome assembled, possibly a divergent strain

SRR16552241  /  P13PAR19-STplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0079% 41.67 MN035426 3572/3685 71.65 OL472273 new species, has virga-like domains

SRR16552240  /  P14PAR19-SW

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 0.0306% 31.81 JN560178 9055/8877 72.47 OL471967 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 0.0712% 142.00 JN560177 4714/4786 70.61 OL471968 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 0.0636% 174.38 AY686718 3407/2734 65.93 OL471969 new species, full genome assembled

SRR16552239  /  P15.1BOL19-AT

SRR16552239  /  P15.1BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0145% 64.21 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552238  /  P15.2BOL19-AT

SRR16552238  /  P15.2BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0222% 78.51 MF422618 3413/3437 99.00 OL471983 full genome assembled

SRR16552237  /  P16BOL19-ST

SRR16552237  /  P16BOL19-STSouthern tomato virus STV MF422618 99.50 - - 0.0007% 5.51 MF422618 - 99.50 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0006% 2.04 MK517476 - 99.00 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA1 ToFBV MT434819 98.10 - - 0.0028% 13.74 MT434819 5767/5778 98.10 OL472087 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA2 ToFBV MT434820 98.80 - - 0.0010% 7.97 MT434820 3542/3610 98.80 OL472080 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA3 ToFBV MT434821 94.50 - - 0.0020% 20.08 MT434821 2756/2761 94.50 OL472081 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA4 ToFBV MT434822 95.60 - - 0.0009% 13.54 MT434822 1886/1900 95.60 OL472082 full genome assembled

SRR16552236  /  P17BOL19-SW

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.50 0.0088% 13.47 JN560178 8979/8877 72.50 OL471973 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 71.92 0.0289% 79.32 JN560177 4758/4786 71.92 OL471974 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.75 0.0236% 89.29 AY686718 3463/2734 65.75 OL471975 new species, full genome assembled

SRR16552236  /  P17BOL19-SWPlantago tobamovirus 1 PTV1 - - GQ401365 86.22 18.5267% 174.38 GQ401365 6295/6311 86.22 OL472109 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 1 PaPoV1 - - KT868949 76.87 0.1962% 448.83 KT868949 6025/6017 76.87 OL472217 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 2 PaPoV2 - - KR706247 73.27 0.0640% 155.67 KR706247 5669/5643 73.27 OL472218 new species, full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA1 ToFBV MT434819 98.15 - - 0.1904% 450.19 MT434819 5811/5811 98.15 OL472083 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA2 ToFBV MT434820 98.72 - - 0.0574% 217.18 MT434820 3629/3643 98.72 OL472084 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA3 ToFBV MT434821 99.37 - - 0.3069% 1470.54 MT434821 2872/2872 99.37 OL472085 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA4 ToFBV MT434822 99.64 - - 0.1122% 790.85 MT434822 1945/1946 99.64 OL472086 full genome assembled

SRR16552236  /  P17BOL19-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 73.24 48.4527% 167483.71 HQ677625 3933/3933 73.24 OL472224 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.10 0.0109% 50.22 MW546937 1512/1583 76.10 OL472019 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 65.92 MW546938 1471/1459 65.92 OL472020 new species, full genome assembled

SRR16552234  /  P18POR19-ST

SRR16552234  /  P18POR19-STSouthern tomato virus STV MK610257 98.00 - - 0.0103% 52.88 MK610257 - 98.00 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STolive latent virus 1 OLV1 DQ083996 95.60 - - 0.0019% 9.03 DQ083996 - 95.69 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STtomato matilda virus TMaV MK517476 99.70 - - 0.8361% 1718.93 MK517476 8653/8653 99.71 OL472166 full genome assembled

SRR16552234  /  P18POR19-STAphis glycines virus 1 AGV1 - - KM015260 97.33 0.1987% 393.70 KM015260 8983/8680 97.33 OL472190 full genome assembled

SRR16552234  /  P18POR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.64 0.1349% 533.68 MN609862 4483/4289 99.64 OL472283 2 sequences (MN609862-63) map to the assembled contig

SRR16552234  /  P18POR19-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 73.90 0.0017% 51.66 MZ443622 1500/1506 73.90 OL472291 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.72 0.0100% 20.06 MN609858 3427/3314 69.72 OL472265 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated virga-like virus 1 TaVLV1 - - no good hit - 0.1377% 459.02 no good hit 5277/ - - OL472265 new species, full genome assembled

SRR16552233  /  P19POR19-AT

SRR16552233  /  P19POR19-ATSouthern tomato virus STV MK610257 100.00 - - 0.0019% 5.47 MK610257 - 100.00 - partial genome obtained (was not deposited)

SRR16552233  /  P19POR19-ATtomato matilda virus TMaV MK517476 99.68 - - 0.0774% 90.03 MK517476 8656/8653 99.68 OL472167 full genome assembled

SRR16552233  /  P19POR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.36 0.0665% 148.27 MN609862 4483/4289 99.36 OL472284 2 sequences (MN609862-63) map to the assembled contig

SRR16552232  /  P20POR19-SW

SRR16552232  /  P20POR19-SWcarrot thin leaf virus CTLV - - MH170889 91.73 7.4399% 10282.14 MH170889 9534/9490 91.73 OL472133 full genome assembled

SRR16552232  /  P20POR19-SWbarley virus G BVG - - KT962089 97.99 0.3173% 748.49 KT962089 5584/5620 97.99 OL472215 full genome assembled

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 98.68 - - 0.0012% 4.73 MN216370 - 98.68 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 95.31 - - 0.0007% 3.16 MN216373 - 95.31 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.20 - - 0.0016% 9.05 MN216376 - 98.20 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWplant associated polerovirus 3 PaPoV3 - - GU327735 76.13 1.5439% 3345.45 GU327735 6009/5803 76.13 OL472219 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca potexvirus 1 PasPV1 - - LC460456 67.27 0.5653% 1262.61 LC460456 5896/5964 67.27 OL472238 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca cytorhabdovirus 1 PaCRV1 - - MH898500 67.04 0.0249% 25.05 MH898500 13072/14419 67.04 OL472112 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca umbravirus 1 PasUV1 - - LC434065 77.80 0.2817% 849.71 LC434065 4368/4193 77.80 OL472236 new species, full genome assembled

SRR16552232  /  P20POR19-SWPicris umbravirus 1 PicUV1 - - KT946712 80.00 1.8046% 5437.68 KT946712 4357/4196 80.00 OL472232 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.74 0.2362% 1049.28 MF136436 2962/1867 77.74 OL472298 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 82.05 0.0049% 25.46 KX883211 2524/5082 82.05 OL472297 new species, full genome assembled

SRR16552231  /  P21KOR19-AT

SRR16552231  /  P21KOR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0184% 95.18 MK948595 3408/3437 99.60 OL471984 full genome assembled

SRR16552231  /  P21KOR19-ATtomato matilda virus TMaV MK517476 99.70 - - 0.0440% 43.74 MK517476 8657/8653 99.70 OL472168 full genome assembled

SRR16552231  /  P21KOR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.39 0.0157% 29.93 MN609862 4430/4289 99.39 OL472285 2 sequences (MN609862-63) map to the assembled contig

SRR16552230  /  P22KOR19-ST

SRR16552230  /  P22KOR19-STSouthern tomato virus STV MK948595 99.60 - - 0.0193% 129.97 MK948595 3412/3437 99.60 OL471990 full genome assembled

SRR16552230  /  P22KOR19-STtomato mosaic virus ToMV MN267904 99.37 - - 0.0096% 35.20 MN267904 6383/6383 99.37 OL472101 full genome assembled

SRR16552230  /  P22KOR19-STtomato matilda virus TMaV MK517476 99.73 - - 0.0193% 99.25 MK517476 8562/8653 99.73 OL472177 full genome assembled

SRR16552230  /  P22KOR19-STolive latent virus 1 OLV1 MK376952 100.00 - - 0.0009% 6.54 MK376952 - 100.00 - partial genome obtained (was not deposited)

SRR16552230  /  P22KOR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0058% 29.93 MN609862 4483/4289 99.38 OL472286 2 sequences (MN609862-63) map to the assembled contig

SRR16552229  /  P23KOR19-SW

SRR16552229  /  P23KOR19-SWcarrot thin leaf virus CTLV MH170889 92.00 - - 1.2444% 1303.84 MH170889 9471/9490 91.00 OL472134 full genome assembled

SRR16552229  /  P23KOR19-SWKoper picorna-like virus 1 KPLV1 - - MN714669 73.59 0.0038% 9.81 MN714669 5151/9979 73.59 OL472294 new species, full genome assembled

SRR16552229  /  P23KOR19-SWKoper totivirus 3 KTV3 - - MK279493 62.51 0.0055% 14.63 MK279493 4988/5174 62.51 OL472029 new species, full genome assembled

SRR16552229  /  P23KOR19-SWplant associated botourmia-like virus 1 PaBLV1 - - MN532659 73.49 0.0063% 36.22 MN532659 2300/2339 73.49 OL472278 new species, full genome assembled

SRR16552228  /  P29Pv19-PK2  /  internal control

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1532% 214.50 MK948542 13901/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5200% 685.33 MF281671 14417/14780 98.91 - partial genome obtained, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0217% 27.58 NC_040558 8831/15205 88.05 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1  /  internal control

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1448% 214.50 MK948542 13900/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4340% 392.52 MF281671 14168/14780 99.59 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0185% 16.33 NC_040558 7633/15205 87.83 - partial genome obtained, not deposited (internal control)

SRR16552226  /  P31BER20-AT

SRR16552226  /  P31BER20-ATSouthern tomato virus STV MF422618 99.70 - - 0.0017% 8.48 MF422618 3438/3438 99.70 - full genome assembled (was not deposited)

SRR16552221  /  P32STR20-AT

SRR16552221  /  P32STR20-ATpotato virus Y PVY AB185833 96.08 - - 5.6002% 9230.31 AB185833 9688/9698 99.47 OL472161 full genome assembled

SRR16552221  /  P32STR20-ATpotato virus S PVS MH937416 98.74 - - 1.3352% 2515.60 MH937416 8477/8485 98.74 OL472247 full genome assembled

SRR16552221  /  P32STR20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 0.0064% 7.67 MF543022 13414/14432 67.02 OL472129 new species, full genome assembled

SRR16552265  /  P33BOL20-AT

SRR16552265  /  P33BOL20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MH323437 67.40 0.2493% 295.17 MH323437 13436/13546 70.05 OL472116 new species, full genome assembled

SRR16552265  /  P33BOL20-ATSouthern tomato virus STV MK948545 100.00 - - 0.0032% 14.75 MK948545 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-AT

SRR16552262  /  P34MIR20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0042% 11.41 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 1 TIV1 - - NC_039075 69.57 0.0441% 212.82 NC_039075 3392/3378 69.57 OL472057 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 2 TIV1 - - KY695013 74.03 0.0839% 481.15 KY695013 2866/2931 74.03 OL472058 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 3 TIV1 - - KY695014 67.27 0.1392% 1048.57 KY695014 2181/2296 67.27 OL472059 new species, full genome assembled

SRR16552258  /  P35KOP20-AT

SRR16552258  /  P35KOP20-ATSouthern tomato virus STV MK610257 99.97 - - 0.0110% 41.24 MK610257 3414/3414 99.97 OL471998 full genome assembled

SRR16552258  /  P35KOP20-ATolive latent virus 1 OLV1 MK376952 96.32 - - 0.0027% 9.49 MK376952 - 96.34 - full genome assembled (was not deposited, possible recombinant)

SRR16552258  /  P35KOP20-ATErysiphe necator ourmia-like virus 82 EnOLV82 MN611610 96.15 - - 0.0009% 4.90 MN611610 2627/2859 93.19 OL472300 full genome assembled

SRR16552254  /  P36SKO20-AT

SRR16552254  /  P36SKO20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0134% 62.18 MF422618 - 100.00 - full genome assembled

SRR16552254  /  P36SKO20-ATpotato virus Y PVY AB185833 97.77 - - 14.7054% 24495.49 AB185833 9698/9698 99.49 OL472158 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA1 CMV D00356 100.00 - - 2.6547% 12692.24 D00356 3357/3357 98.90 OL472036 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA2 CMV KC019300 96.98 - - 5.0193% 12010.42 KC019300 3048/3049 96.81 OL472054 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA3 CMV AJ517802 99.14 - - 2.6547% 36466.12 AJ517802 2215/2216 99.17 OL472045 full genome assembled

SRR16552254  /  P36SKO20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.82 1.7041% 2040.29 MF543022 13453/14432 67.82 OL472120 new species, full genome assembled

SRR16552249  /  P37KOR20-AT

SRR16552249  /  P37KOR20-ATpotato virus Y PVY AB185833 97.06 - - 5.6244% 10169.76 AB185833 9698/9698 99.44 OL472151 full genome assembled

SRR16552249  /  P37KOR20-ATpotato virus M PVM JX678982 97.02 - - 1.8675% 3843.19 JX678982 8523/8523 97.02 OL472242 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA1 CMV HE962478 94.62 - - 1.9706% 10237.36 HE962478 3359/3358 94.02 OL472032 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA2 CMV MG021461 96.28 - - 1.7648% 10088.19 MG021461 3055/3050 96.58 OL472050 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA3 CMV AJ517802 98.87 - - 3.8745% 30600.28 AJ517802 2216/2216 99.07 OL472041 full genome assembled

SRR16552249  /  P37KOR20-ATplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0045% 11.98 NC_032449 6552/6969 35.06 OL472106 new species, has virga-like domains (RdRP,CP), full genome

SRR16552249  /  P37KOR20-ATtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 8.32 MZ443622 1494/1506 71.17 OL472292 new species, best hit has only 41%  genome covered

SRR16552245  /  P38PLE20-AT

SRR16552245  /  P38PLE20-ATpotato virus Y PVY MN216361 98.18 - - 41.6262% 85069.36 MN216361 9609/9609 99.85 OL472154 full genome assembled

SRR16552245  /  P38PLE20-ATSouthern tomato virus STV MK948545 99.82 - - 0.0210% 119.29 MK948545 3436/3436 99.82 OL472006 full genome assembled

SRR16552245  /  P38PLE20-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 70.00 0.0030% 16.98 MN609858 3430/3314 70.00 OL472263 new species, full genome assembled

SRR16552245  /  P38PLE20-ATErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 95.89 0.0008% 4.99 MN627469 - 95.89 - low read coverage, partial genome obtained (was not deposited)

SRR16552287  /  P39JUR20-AT

SRR16552287  /  P39JUR20-ATtomato mosaic virus ToMV MN267904 99.50 - - 0.0807% 201.46 MN267904 6383/6386 99.50 OL472096 full genome assembled

SRR16552287  /  P39JUR20-ATpotato virus Y PVY - - KX184847 99.79 0.0444% 72.91 KX184847 9719/9719 99.79 OL472148 full genome assembled

SRR16552287  /  P39JUR20-ATHubei picorna-like virus 36 HuPiLV36 KX883970 99.06 - - 0.0171% 27.34 KX883970 9977/9856 99.06 OL472187 full genome assembled

SRR16552281  /  P40TUR20-AT

SRR16552281  /  P40TUR20-ATtomato mosaic virus ToMV MN267904 97.75 - - 0.0026% 5.70 MN267904 - 97.75 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATolive latent virus 1 OLV1 MK376952 96.91 - - 0.0006% 1.65 MK376952 - 96.91 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATSouthern tomato virus STV MK610257 100.00 - - 0.0008% 3.12 MK610257 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552225  /  P41.1BER20-ST

SRR16552225  /  P41.1BER20-STpotato virus Y PVY JF927755 97.68 - - 4.2245% 8824.20 JF927755 9689/9697 99.30 OL472146 full genome assembled

SRR16552225  /  P41.1BER20-STtomato mosaic virus ToMV MN267904 99.50 - - 0.0035% 10.98 MN267904  6383/6383 99.40 OL472093 full genome assembled

SRR16552225  /  P41.1BER20-STSouthern tomato virus STV KT438549 99.50 - - 0.0092% 53.70 KT438549 3411/3463 99.36 OL471992 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA1 CMV D00356 99.11 - - 29.3895% 177136.45 D00356 3357/3360 99.11 OL472031 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA2 CMV D00355 99.08 - - 20.9980% 139195.19 D00355 3045/3048 99.08 OL472049 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.64 - - 24.1833% 220717.27 AJ517802 2215/2216 99.64 OL472040 full genome assembled

SRR16552223  /  P41.2BER20-ST

SRR16552223  /  P41.2BER20-STpotato virus Y PVY AB185833 96.16 - - 0.5191% 1012.95 AB185833 9687/9698 99.01 OL472147 full genome assembled

SRR16552223  /  P41.2BER20-STpotato virus M PVM JX678982 96.83 - - 0.4948% 1098.02 JX678982 8507/8523 96.83 OL472246 full genome assembled

SRR16552223  /  P41.2BER20-STtomato mosaic virus ToMV MN267904 99.44 - - 31.4357% 177136.45 MN267904  6383/6383 99.40 OL472094 full genome assembled

SRR16552222  /  P42BER20-SW

SRR16552222  /  P42BER20-SWtomato mosaic virus ToMV MN267904 99.44 - - 19.2552% 21122.12 MN267904  6381/6383 99.44 OL472095 full genome assembled

SRR16552222  /  P42BER20-SWplant associated tombus-like virus 2 PaTLV2 - - MT317175 76.36 0.0099% 41.43 MT317175 3297/3360 76.36 OL472269 new species, full genome assembled

SRR16552268  /  P43.1STR20-ST

SRR16552268  /  P43.1STR20-STSouthern tomato virus STV MK610257 100.00 - - 0.0099% 52.82 MK610257 3413/3414 100.00 OL471996 full genome assembled

SRR16552268  /  P43.1STR20-STpotato virus Y PVY KY847961 99.68 - - 12.6303% 24095.87 KY847961 9628/9630 99.68 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato bushy stunt virus TBSV M21958 94.97 - - 0.0094% 36.06 M21958 4778/4776 95.61 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato alphanucleorhabdovirus 1 TARV1 - - KC905081 75.20 7.0251% 9626.99 KC905081 13406/13154 75.20 OL472234 new species, full genome assembled

SRR16552268  /  P43.1STR20-STtomato matilda virus TMaV MK517476 99.75 - - 0.0054% 11.54 MK517476 8653/8653 99.79 OL472174 full genome assembled

SRR16552267  /  P43.2STR20-ST

SRR16552267  /  P43.2STR20-STSouthern tomato virus STV KT852573 99.82 - - 0.0160% 70.06 KT852573 3438/3438 99.82 OL472004 full genome assembled

SRR16552267  /  P43.2STR20-STeggplant mottle dwarf virus EMDV LN680656 94.63 - - 14.9232% 17362.84 LN680656 13097/13100 94.63 OL472111 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus Y PVY JF927760 99.27 - - 6.2712% 9857.20 JF927760 9690/9697 99.45 OL472163 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus S PVS MH937416 98.62 - - 0.3527% 633.50 MH937416 8485/8485 98.62 OL472249 full genome assembled

SRR16552267  /  P43.2STR20-STtomato matilda virus TMaV MK517476 99.78 - - 0.0158% 27.81 MK517476 8653/8653 99.78 OL472178 full genome assembled

SRR16552267  /  P43.2STR20-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0057% 19.47 MN609862 4483/4289 99.38 OL472287 2 sequences (MN609862-63) map to the assembled contig

SRR16552266  /  P44STR20-SW

SRR16552266  /  P44STR20-SWwatermelon mosaic virus WMV MN914158 99.49 - - 14.5047% 119818.52 MN914158 10040/10040 99.47 OL472139 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA1 PSV LC380687 97.52 - - 14.1287% 57575.88 LC380687 3347/3354 97.10 OL472066 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA2 PSV LC380688 97.35 - - 10.4424% 48511.80 LC380688 2940/2943 97.15 OL472067 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA3 PSV LC380680 97.35 - - 22.2985% 139685.41 LC380680 2185/2185 98.81 OL472068 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA1 BBWV1 MN216350 90.78 - - 0.0275% 65.29 MN216350 5766/5771 91.68 OL472175 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA2 BBWV1 MN216379 88.91 - - 0.0227% 92.84 MN216379 3341/3303 88.67 OL472176 full genome assembled

SRR16552264  /  P45BOL20-ST

SRR16552264  /  P45BOL20-STSouthern tomato virus STV MF422618 100.00 - - 0.0275% 134.33 MF422618 3415/3438 100.00 OL472007 full genome assembled

SRR16552264  /  P45BOL20-STtomato associated alphaendornavirus 1 TaAEV1 - - MH094752 75.83 0.0108% 15.64 MH094752 11692/11683 75.83 OL472079 new species, full genome assembled

SRR16552264  /  P45BOL20-STErysiphales associated totivirus 24 EaTV24 MN628271 99.74 - - 0.0047% 14.76 MN628271 5400/5400 99.76 OL472028 full genome assembled

SRR16552263  /  P46BOL20-SW

SRR16552263  /  P46BOL20-SWplant associated polerovirus 1 PaPoV1 - - KT868949 74.87 0.0042% 11.41 KT868949 6025/6017 74.35 OL472216 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris umbravirus 1 PicUV1 - - KT946712 79.97 0.0904% 337.69 KT946712 4411/4196 79.97 OL472231 new species, full genome assembled

SRR16552263  /  P46BOL20-SWConvolvulus aureusvirus 1 ConAV1 - - MG967280 76.28 0.0299% 73.22 MG967280 4448/4512 76.28 OL472230 new species, full genome assembled

SRR16552263  /  P46BOL20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.27 34.2071% 143655.86 HQ677625 3866/3965 71.27 OL472222 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA1 PrVI - - MW579753 97.49 0.0258% 1213.06 MW579753 3444/3470 97.49 OL472063 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA2 PrVI - - MW579754 97.95 0.0416% 156.76 MW579754 2947/2876 97.95 OL472064 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA3 PrVI - - MW579755 95.11 0.0299% 436.64 MW579755 2222/2249 95.11 OL472065 full genome assembled

SRR16552263  /  P46BOL20-SWPicris betanucleorhabdovirus 1 PBRV1 - - BK014301 67.93 0.0112% 12.02 BK014301 15193/13719 67.93 OL472130 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, L segment PiCRV1 - - MT952336 72.33 0.0434% 110.00 MT952336 6548/ - 72.33 OL472127 new species, putatively  bisegmented, best hit covered only  2%  of genome

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, N segment PiCRV1 - - CP048848 80.00 0.0345% 156.95 CP048848 3622/ - 80.00 OL472128 new species, putatively  bisegmented, best hit covered only  1%  of genome

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA1 PaCrV1 - - MW892835 70.88 0.0228% 58.11 MW892835 7823/8637 70.88 OL472073 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA2 PaCrV1 - - KT069221 73.99 0.0516% 120.07 KT069221 7876/8210 73.99 OL472074 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.03 0.0100% 52.35 MW546937 1499/1583 76.03 OL472021 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 66.34 MW546938 1503/1459 66.34 OL472022 new species, full genome assembled

SRR16552260  /  P47MIR20-ST

SRR16552260  /  P47MIR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0135% 64.14 MF422618 3438/3438 100.00 OL471999 full genome assembled

SRR16552260  /  P47MIR20-STpotato virus Y PVY KX184817 99.55 - - 5.7688% 9848.89 KX184817 - 99.55 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment L TaBLV1 - - ATP79731 30.13 0.0144% 18.79 ATP79731 7864/8911 30.13 OL471976 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment M TaBLV1 - - QNT38480 23.86 QNT38480 4910/4955 23.86 OL471977 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552259  /  P48MIR20-SW

SRR16552259  /  P48MIR20-SWSoybean dwarf virus SbDV JN674402 94.55 - - 0.0661% 168.46 JN674402 5860/5862 94.57 OL472235 full genome assembled

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA1 ArtV1 - - BBM96177 45.01 0.0361% 42.98 BBM96177 7249/ 7291 45.01 OL471978 new species, BLASTx hits to RNA1 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA2 ArtV1 - - BBM96178 32.52 BBM96178 2057/2092 32.52 OL471979 new species, BLASTx hits to RNA2 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA3 ArtV1 - - BBM96179 39.56 BBM96179 1088/1080 39.56 OL471980 new species, BLASTx hits to RNA3 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA4 ArtV1 - - BBM96181 45.38 BBM96181 1325/1294 45.38 OL471981 new species, BLASTx hits to RNA4 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA5 ArtV1 - - BBM96182 36.31 BBM96182 902/1066 36.31 OL471982 new species, BLASTx hits to RNA5 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWplant associated closterovirus 2 PaClV2 - - MH460557 67.04 0.7318% 663.59 MH460557 16522/17313 67.43 OL472075 new species, full genome assembled

SRR16552259  /  P48MIR20-SWSanxia tombus-like virus 7 STLV7 KX883177 90.40 - - 0.0029% 9.43 KX883177 4558/4557 90.57 OL472301 full genome assembled

SRR16552259  /  P48MIR20-SWErysiphe necator ourmia-like virus 82 EnOLV82 MN611610                93.19 - - 0.0004% 3.37 MN611610                - 93.19 - partial genome obtained (was not deposited)

SRR16552257  /  P49KOP20-ST

SRR16552257  /  P49KOP20-STolive latent virus 1 OLV1 MK376952 96.95 - - 0.0167% 85.19 MK376952 3669/3669 96.95 OL472229 full genome assembled

SRR16552257  /  P49KOP20-STtobacco necrosis virus A TNVA KX906928 96.68 - - 0.0097% 49.67 KX906928 3686/3686 90.43 - full genome but probable recombinant (was not deposited)

SRR16552256  /  P50.1KOP20-SW

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 90.90 0.0065% 9.58 NC_043389 7677/4018 90.90 OL472203 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA2 RWMV - - AF355430 88.21 AF355430 1839/263 88.97 OL472204 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.63 AY542957 1476/1063 91.88 OL472205 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 71.10 KY769704 1315/1315 71.10 OL472206 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 9.9625% 10050.06 JN560178 9055/8877 72.47 OL471964 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 JN560177 4714/4786 70.61 OL471965 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 AY686718 3407/2734 65.93 OL471966 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWLa Jolla virus LJV - - KP714073 98.69 0.0153% 26.75 KP714073 10253/9722 98.69 OL472185 full genome assembled

SRR16552256  /  P50.1KOP20-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.93 0.0012% 6.24 MN627473 3456/3506 89.93 OL472272 full genome assembled, possibly a divergent strain

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.24 0.0091% 51.98 MW648508 3147/3147 67.24 OL472282 new species, only 37%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 2 KNLV2 - - MT482496 69.61 0.0019% 10.31 MT482496 3195/3195 69.61 OL472288 new species, only 16%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 3 KNLV3 - - MK533155 64.75 0.0039% 20.17 MK533155 3482/3482 64.75 OL472289 new species, only 65%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 4 KNLV4 - - KX883237 68.24 0.0037% 19.02 KX883237 3459/3459 68.24 OL472290 new species, only 4%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWplant associated tombus-like virus 1 PaTLV1 - - MT317175 76.36 0.0017% 8.97 MT317175 3297/3360 76.36 OL472268 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.0012% 6.09 QED42936 3561/ - 31.15 OL472276 new species, has virga-like domains, BLASTx hit is shown

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA1 PaDPV2 - - MH898486 66.77 0.0288% 171.96 MH898486 1566/1590 66.77 OL472013 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA2 PaDPV2 - - MT159330 64.10 MT159330 1443/1410 64.10 OL472014 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SW

SRR16552256  /  P50.2KOP20-SWlettuce mosaic virus LMV - - KJ161185 92.65 2.3264% 3899.38 KJ161185 10065/10065 92.65 OL472136 full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 1 KTV1 - - MN428836 69.00 0.0171% 48.51 MN428836 5240/4999 69.00 OL472026 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 2 KTV2 - - KX882939 70.49 0.0145% 51.05 KX882939 4794/4958 70.49 OL472027 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated caulimovirus 1 PaCaV1 - - MH898523 68.12 2.2229% 3882.70 MH898523 9644/8026 68.12 OL472131 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated soymovirus 1 PaSoV1 - - X15828 68.91 0.4420% 779.22 X15828 9571/8178 68.91 OL472132 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 68.89 0.0741% 305.57 MH231181 3952/3867 68.89 OL472225 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated botourmia-like virus 2 PaBLV2 - - MN611580 70.17 0.0026% 17.47 MN611580 2227/2257 70.17 OL472279 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia geminivirus 1, partial genome CGV1 - - AF224760 73.85 0.0003% 4.47 AF224760 1208/2632 73.85 OL472025 new species, partial DNA-A (rep-encoding) genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0025% 73.29 not applicable 580/ - - OL472259 viroid-like circular RNA (putative new viroid species)

SRR16552253  /  P51.1SKO20-ST

SRR16552253  /  P51.1SKO20-STSouthern tomato virus STV MF422618 100.00 - - 0.0107% 63.04 MF422618 3438/3438 100.00 OL472001 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus Y PVY MN216357 99.05 - - 2.3761% 5040.00 MN216357 9525/9649 99.80 OL472159 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus S PVS MH937416 98.62 - - 1.7858% 4306.63 MH937416 8485/8485 98.62 OL472248 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA1 CMV D00356 99.40 - - 8.5781% 52083.05 D00356 3357/3357 98.89 OL472037 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA2 CMV HE793684 99.14 - - 4.2257% 28138.61 HE793684 3048/3050 98.85 OL472055 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.60 - - 22.0708% 204713.16 AJ517802 2203/2216 98.46 OL472046 full genome assembled

SRR16552253  /  P51.1SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 70.28 2.7331% 7418.50 MT454065 7501/7565 70.28 OL472239 new species, full genome assembled

SRR16552253  /  P51.1SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.14 0.0107% 523.78 MF543022 13423/14432 67.14 OL472114 new species, full genome assembled

SRR16552252  /  P51.2SKO20-ST

SRR16552252  /  P51.2SKO20-STSouthern tomato virus STV MF422618 99.97 - - 0.0209% 118.46 MF422618 3438/3438 100.00 OL471993 full genome assembled

SRR16552252  /  P51.2SKO20-STpotato virus Y PVY AB185833 96.78 - - 6.9756% 14070.72 AB185833 9699/9698 96.78 OL472160 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA1 TAV LC380669 99.59 - - 12.2690% 70227.26 LC380669 3412/3414 99.41 OL472069 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA2 TAV KF432414 98.39 - - 8.5030% 53640.10 KF432414 3070/3096 99.29 OL472070 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA3 TAV AJ277268 98.91 - - 11.6600% 95556.45 AJ277268 2385/2386 99.03 OL472071 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA1 CMV D00356 98.33 - - 2.5361% 14681.51 D00356 3357/3357 96.65 OL472038 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA2 CMV KC019300 95.22 - - 1.8205% 11652.00 KC019300 3007/3049 96.85 OL472056 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 96.91 - - 3.8116% 33588.51 AJ517802 2201/2216 99.18 OL472047 full genome assembled

SRR16552252  /  P51.2SKO20-STHenbane mosaic virus HMV MH779472 99.06 - - 0.7538% 1456.09 MH779472 10155/10127 99.06 OL472138 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 72.79 0.7931% 2027.14 NC_043088 7501/7565 72.79 OL472241 new species, full genome assembled

SRR16552252  /  P51.2SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 1.0702% 1555.31 MF543022 13453/14432 67.02 OL472113 new species, full genome assembled

SRR16552251  /  P52SKO20-SW

SRR16552251  /  P52SKO20-SWpotato virus Y PVY AJ890347 97.97 - - 2.3643% 3946.54 AJ890347 9677/9701 99.18 OL472165 full genome assembled

SRR16552251  /  P52SKO20-SWlettuce mosaic virus LMV - - KJ161185 85.25 1.1995% 1924.08 KJ161185 10079/10065 85.25 OL472137 full genome assembled, divergent strain

SRR16552251  /  P52SKO20-SWPicris betanucleorhabdovirus 1 PBRV1 - - OU015520 67.04 0.0573% 61.09 OU015520 15193/13719 67.04 OL472117 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA1 PaDPV3 - - NC_040483 68.35 0.0060% 30.08 NC_040483 1581/1569 68.35 OL472015 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA2 PaDPV3 - - MT159292 73.20 MT159292 1602/1418 73.20 OL472016 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA1 PaDPV4 - - MW546937 75.79 0.0014% 7.59 MW546937 1499/1583 75.79 OL472017 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA2 PaDPV4 - - MW546938 67.49 MW546938 1468/1459 67.49 OL472018 new species, full genome assembled

SRR16552248  /  P53.1KOR20-ST

SRR16552248  /  P53.1KOR20-STpotato virus Y PVY AB185833 97.59 - - 4.6472% 8651.54 AB185833 9698/9698 99.38 OL472152 full genome assembled

SRR16552248  /  P53.1KOR20-STpotato virus M PVM JX678982 97.19 - - 0.0082% 17.46 JX678982 8523/8523 97.19 OL472243 full genome assembled

SRR16552248  /  P53.1KOR20-STtomato mosaic virus ToMV MN267904 99.42 - - 0.0243% 68.07 MN267904 6383/6383 99.42 OL472102 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA1 CMV HE793684 99.08 - - 7.3644% 39461.92 HE793684 3359/3360 98.54 OL472033 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA2 CMV HF572915 98.49 - - 5.8783% 34691.12 HF572915 3046/3046 97.93 OL472051 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.51 - - 15.8069% 129494.19 AJ517802 2201/2216 98.51 OL472042 full genome assembled

SRR16552248  /  P53.1KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0050% 13.68 NC_032449 6552/6969 35.06 OL472107 new species, has virga-like domains (RdRP, CP), full genome

SRR16552247  /  P53.2KOR20-ST

SRR16552247  /  P53.2KOR20-STpotato virus Y PVY AB185833 96.11 - - 3.8621% 6080.61 AB185833 9698/9698 99.46 OL472153 full genome assembled

SRR16552247  /  P53.2KOR20-STpotato virus M PVM JX678982 97.19 - - 5.1725% 9268.55 JX678982 8523/8523 97.19 OL472245 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA1 CMV D00356 91.35 - - 4.0621% 18381.11 D00356 3358/3357 92.10 OL472034 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA2 CMV D00355 91.53 - - 1.7048% 8470.45 D00355 3048/3050 94.71 OL472052 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 89.03 - - 3.4026% 23276.95 AJ517802 2211/2216 91.70 OL472043 full genome assembled

SRR16552247  /  P53.2KOR20-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 7.38 MZ443622 1496/1506 71.17 OL472293 new species, best hit has only 41%  genome covered

SRR16552247  /  P53.2KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0067% 15.56 NC_032449 6552/6969 35.06 OL472108 new species, has virga-like domains (RdRP, CP), full genome

SRR16552246  /  P54KOR20-SW

SRR16552246  /  P54KOR20-SWbeet yellows virus BYV AF190581 97.72 - - 3.1094% 3407.77 AF190581 15469/15468 97.72 OL472076 full genome assembled

SRR16552246  /  P54KOR20-SWcarrot thin leaf virus CTLV MH170889 91.46 - - 0.3981% 710.56 MH170889 9490/9490 91.46 OL472135 full genome assembled

SRR16552246  /  P54KOR20-SWPastinaca umbravirus 1 PasUV1 - - LC434065 78.33 0.0147% 57.04 LC434065 4354/4193 78.33 OL472237 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 69.49 0.5793% 2452.04 MH231181 4006/3867 69.49 OL472226 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated waikavirus 2 PaWV2 - - KT238881 69.00 0.1458% 213.32 KT238881 11512/11649 69.00 OL472179 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated sequivirus 1 PaSV1 - - NC_038320 68.27 0.1177% 100.09 NC_038320 9988/9905 68.27 OL472180 new species, full genome assembled

SRR16552246  /  P54KOR20-SWMentha macluravirus 1 MenMV1 - - KP405232 67.44 3.0165% 6199.99 KP405232 8250/~8287 67.44 OL472141 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCirsium cytorhabdovirus 1 CCRV1 - - KY075646 69.04 0.0139% 22.26 KY075646 12216/13389 69.04 OL472122 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated viroid-like circular RNA 4 PaVCR4 not applicable - not applicable - 0.0175% 1081.50 not applicable 274/ - - OL472260 viroid-like circular RNA (putative new viroid species)

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.44 0.0180% 103.15 MF136436 2903/1867 77.44 OL472296 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 79.07 0.0031% 20.58 KX883211 2505/5082 79.07 OL472295 new species, only 3%  of genome covered by best hit

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 3 PTaR3 - - MF136436 72.04 0.0173% 116.79 MF136436 2515/1867 72.04 OL472299 new species, full genome assembled

SRR16552291  /  P55.1PLE20-ST

SRR16552291  /  P55.1PLE20-STpotato virus Y PVY MN216361 98.98 - - 0.9470% 2012.44 MN216361 9609/9609 99.82 OL472155 full genome assembled

SRR16552291  /  P55.1PLE20-STSouthern tomato virus STV MK948545 99.82 - - 0.0024% 14.32 MK948545 3436/3436 99.82 OL471997 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA1 CMV D00356 99.37 - - 9.6260% 58233.96 D00356 3361/3357 98.63 OL472035 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA2 CMV AJ517801 99.15 - - 7.6703% 51002.24 AJ517801 3055/3052 98.95 OL472053 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.19 - - 18.7449% 172075.53 AJ517802 2217/2216 99.19 OL472044 full genome assembled

SRR16552290  /  P55.2PLE20-ST

SRR16552290  /  P55.2PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0441% 215.41 KT852573 3438/3438 99.97 OL472005 full genome assembled

SRR16552290  /  P55.2PLE20-STpotato virus Y PVY DQ008213 99.62 - - 5.4331% 9517.27 DQ008213 9666/9666 99.63 OL472156 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 0.5646% 1074.24 KP008130 8913/8914 97.98 OL471946 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.47 - - 0.5083% 1805.31 KU179608 4766/4767 98.38 OL471947 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.01 - - 0.4960% 2864.77 DQ376178 2929/2927 99.62 OL471948 full genome assembled

SRR16552290  /  P55.2PLE20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - MK948541 99.00 23.1530% 29434.37 MK948541 13303/13320 96.35 OL472115 full genome assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 91.24 3.0891% 4266.95 NC_043389 7622/4018 91.24 OL472195 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA2 RWMV - - AF335430 88.00 AF335430 1787/263 88.17 OL472196 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.33 AY542957 1486/1063 92.33 OL472197 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 70.85 KY769704 1324/1381 71.85 OL472198 first full sequence of genome segment assembled

SRR16552289  /  P55.3PLE20-ST

SRR16552289  /  P55.3PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0940% 434.68 KT852573 3437/3438 99.97 OL471994 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus Y PVY MN216361 98.05 - - 17.1494% 28313.32 MN216361 9666/9666 98.93 OL472157 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus M PVM EU604672 93.55 - - 2.6925% 5039.69 EU604672 8523/8523 93.55 OL472244 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 6.4013% 11486.88 KP008130 8913/8914 97.98 OL471949 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.39 - - 4.1578% 13938.59 KU179608 4766/4767 96.39 OL471950 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.04 - - 4.1320% 22488.38 DQ376178 2927/2927 99.62 OL471951 full genome assembled

SRR16552288  /  P56PLE20-SW

SRR16552288  /  P56PLE20-SWAphis glycines virus 1 AGV1 - - KM015260 97.30 0.0076% 11.31 KM015260 8986/8680 98.97 OL472191 full genome assembled

SRR16552288  /  P56PLE20-SWRumex potyvirus 1 RumPV1 - - MK778804 71.15 3.9703% 5105.66 MK778804 10368/10068 71.15 OL472144 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.0557% 53.93 OU015520 13736/14421 66.38 OL472118 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum cytorhabdovirus 1 TCRV1 - - KM817650 65.25 0.0125% 12.09 KM817650 13781/13490 65.25 OL472125 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 2 PaSV2 - - MT559284 76.28 0.4589% 614.67 MT559284 9940/9795 76.28 OL472182 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 3 PaSV3 - - MT559283 75.59 0.4012% 523.38 MT559283 10227/9786 75.59 OL472184 new species, full genome assembled

SRR16552285  /  P57.1JUR20-ST

SRR16552285  /  P57.1JUR20-STpotato virus Y PVY MN216361 98.26 - - 0.2516% 402.50 MN216361 9609/9609 99.63 OL472149 full genome assembled

SRR16552285  /  P57.1JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 85.9657% 206944.04 MN267904 6383/6386 99.50 OL472097 full genome assembled

SRR16552284  /  P57.2JUR20-ST

SRR16552284  /  P57.2JUR20-STSouthern tomato virus STV LC487710 99.88 - - 0.0212% 124.39 LC487710 3438/3438 99.88 OL471995 full genome assembled

SRR16552284  /  P57.2JUR20-STpotato virus Y PVY JF927751 99.50 - - 0.6062% 1270.24 JF927751 9697/9697 99.45 OL472150 full genome assembled

SRR16552284  /  P57.2JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 90.9592% 289236.20 MN267904 6381/6386 99.50 OL472098 full genome assembled

SRR16552283  /  P58.1JUR20-SW

SRR16552283  /  P58.1JUR20-SWtomato mosaic virus ToMV MN267904 99.50 - - 1.6374% 3263.75 MN267904 6370/6383 99.50 OL472099 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 96.60 - - 5.7116% 20573.99 MN216370 3521/3445 96.60 OL472060 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 96.73 - - 1.6923% 7551.14 MN216373 2842/2757 96.73 OL472061 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.02 - - 8.9289% 49833.09 MN216376 2277/2242 98.02 OL472062 full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA1 PaDPV6 - - KX525268 83.90 0.1732% 707.56 KX525268 1593/1586 83.90 OL472023 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA2 PaDPV6 - - KY923704 72.36 KY923704 1512/1525 72.36 OL472024 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWNovo Mesto dicistrovirus 1 NMDV1 - - KX884398 67.63 0.0585% 74.11 KX884398 10055/9785 67.63 OL472188 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0135% 352.00 not applicable 580/ - - OL472262 viroid-like circular RNA (putative new viroid species)

SRR16552282  /  P58.2JUR20-SW

SRR16552282  /  P58.2JUR20-SWtomato mosaic virus ToMV MN267904 99.01 - - 0.0045% 9.28 MN267904 6345/6383 99.01 OL472100 full genome assembled

SRR16552282  /  P58.2JUR20-SWPlant associated alphaendornavirus 1 PaAEV1 - - LC500285 65.45 0.0983% 77.77 LC500285 14528/14878 65.45 OL472078 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.22 0.0038% 13.00 HQ677625 3895/3956 71.22 OL472223 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWNovo Mesto dicistrovirus 2 NMDV2 - - MT745591 80.82 0.0422% 43.76 MT745591 8897/8446 80.82 OL472189 new species, but only 45%  genome covered by best hit

SRR16552282  /  P58.2JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0016% 43.45 not applicable 580/ - - OL472261 viroid-like circular RNA (putative new viroid species)

SRR16552280  /  P59.1TUR20-ST

SRR16552280  /  P59.1TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1741% 824.26 MF422618 3438/3438 100.00 OL472003 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato mosaic virus ToMV MN267904 99.48 - - 0.0120% 30.62 MN267904 6345/6383 99.01 OL472103 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.99 - - 9.3851% 17240.41 KP008130 8913/8914 97.99 OL471952 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.07 - - 7.7732% 26697.40 KU179608 4766/4767 98.32 OL471953 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 6.1946% 34624.29 DQ376178 2926/2927 99.56 OL471954 full genome assembled

SRR16552280  /  P59.1TUR20-STHubei picorna-like virus 36 HuPiLV36 - - KX883970 99.22 0.1305% 214.72 KX883970 9951/9856 99.22 OL472186 full genome assembled

SRR16552280  /  P59.1TUR20-STNovo Mesto picornavirus 1 NMPV1 - - MH614316 71.28 0.0210% 33.59 MH614316 10189/- 71.28 OL472193 new species, but best hit covers only 10%  of the genome

SRR16552279  /  P59.2TUR20-ST

SRR16552279  /  P59.2TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1646% 824.26 MF422618 3438/3438 100.00 OL472000 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato mosaic virus ToMV MN267904 99.43 - - 0.0067% 18.05 MN267904 6383/6383 99.43 OL472104 full genome assembled

SRR16552279  /  P59.2TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.42 41.9384% 54539.21 KX636164 13313/13320 96.49 OL472124 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment L TSWV D10066 100.00 - - 2.7554% 5355.46 D10066 8813/8897 97.99 OL471955 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.27 - - 3.0355% 11030.08 KU179608 4766/4767 98.41 OL471956 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.91 - - 2.2612% 13373.55 DQ376178 2925/2927 99.52 OL471957 full genome assembled

SRR16552278  /  P59.3TUR20-ST

SRR16552278  /  P59.3TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0598% 359.49 MF422618 3438/3438 100.00 OL472002 full genome assembled

SRR16552278  /  P59.3TUR20-STpotato virus Y PVY - - AB185833 98.47 9.2900% 19495.54 AB185833 9726/9698 98.47 OL472164 full genome assembled, NTN strain

SRR16552278  /  P59.3TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.48 43.8871% 68474.03 KX636164 13313/13320 96.49 OL472110 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.9117% 4459.18 KP008130 8913/8914 97.98 OL471958 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.16 - - 1.5082% 6575.65 KU179608 4766/4767 98.41 OL471959 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.87 - - 1.4441% 10244.53 DQ376178 2926/2627 99.49 OL471960 full genome assembled

SRR16552277  /  P60TUR20-SW

SRR16552277  /  P60TUR20-SWwhite clover mosaic virus WCMV MN399741 96.37 - - 0.0049% 12.27 MN399741 5774/5774 96.39 OL472250 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.3634% 2204.07 KP008130 8913/8914 97.99 OL471961 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment M TSWV KU179608 96.37 - - 0.7429% 2235.94 KU179608 4766/4767 98.41 OL471962 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 1.5398% 7540.49 DQ376178 2925/2927 99.52 OL471963 full genome assembled

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A BLDVA - - NC_038560 91.00 0.0601% 105.72 NC_038560 8170/8174 91.00 OL472142 full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum viroid-like circular RNA 1 TVCR1 not applicable - not applicable - 0.0027% 86.14 not applicable 447/ - - OL472256 viroid-like circular RNA (putative new viroid species)

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A, divergent isolate BLDVA-divergent - - NC_038560 75.69 0.1074% 170.71 NC_038560 9047/8174 75.69 OL472143 divergent isolate, full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.1728% 180.41 OU015520 13680/14424 66.38 OL472121 new species, full genome assembled

SRR16552277  /  P60TUR20-SWNovo Mesto iflavirus 1 NMIV1 - - MK729664 76.74 0.0150% 24.55 MK729664 8849/8868 76.74 OL472192 new species, full genome assembled

SRR16552276  /  P61Pv-PK1  /  internal control

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1956% 254.20 MK948542 13903/13981 99.68 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5667% 698.89 MF281671 14240/14780 99.50 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0237% 28.43 NC_040558 7881/15205 88.90 - full genome assembled

SRR16552274  /  P62Pv-PK2  /  internal control

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1683% 154.27 MK948542 13901/13981 99.61 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4657% 405.61 MF281671 14224/14780 99.58 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0187% 15.83 NC_040558 7707/15205 88.41 - full genome assembled

cucumber mosaic virus, RNA1-3 CMV - - - - 0.0009% - - - - - possible sequencing crosstalk
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SRR16552271  /  P1.1BER19-ST

SRR16552271  /  P1.1BER19-STpotato virus Y PVY KX184817 99.69 - - 0.7087% 1745.64 KX184817 9709/9719 100.00 OL472145 full genome assembled

SRR16552271  /  P1.1BER19-STtomato mosaic virus ToMV MN267904 99.00 - - 93.7180% 351439.67 MN267904 6384/6383 99.00 OL472089 full genome assembled

SRR16552271  /  P1.1BER19-STsouthern tomato virus STV MN095716 96.00 - - 0.0003% 2.45 MN095716 - 96.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552270  /  P1.2BER19-ST

SRR16552270  /  P1.2BER19-STpotato virus Y PVY JF927761 99.80 - - 0.5200% 1209.20 JF927761 - 98.00 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552270  /  P1.2BER19-STtomato mosaic virus ToMV MN267904 99.42 - - 96.4897% 8246.41 MN267904 9684/9701 99.00 OL472090 full genome assembled

SRR16552270  /  P1.2BER19-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV KY706238 96.00 - - 0.6600% 1132.91 KY706238 13318/13319 99.00 MW366749 full genome assembled

SRR16552270  /  P1.2BER19-STtomato betanucleorhabdovirus 1 TBRV1 KM823531 66.80 - - 0.0106% 17.83 KM823531 13577/13188 66.80 OL472119 new species, full genome assembled

SRR16552235  /  P02BER19-AT

SRR16552235  /  P02BER19-ATtomato mosaic virus ToMV MN267904 99.40 - - 0.8000% 398.36 MN267904 6364/6383 99.40 OL472088 full genome assembled

SRR16552235  /  P02BER19-ATsouthern tomato virus STV MN216389 100.00 - - 0.0069% 6.41 MN216389 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552224  /  P3.1BER19-SW

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA1 CMV D00356 99.00 - - 0.1006% 441.58 D00356 3558/3557 98.70 OL472030 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA2 CMV AJ517801 99.00 - - 0.1017% 490.83 AJ517801 3052/3050 98.70 OL472048 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA3 CMV AJ517802 99.00 - - 0.2896% 1935.45 AJ517802 2216/2216 99.20 OL472039 full genome assembled

SRR16552224  /  P3.1BER19-SWtomato mosaic virus ToMV MN267904 97.74 - - 0.0141% 32.92 MN267904 6341/6383 99.40 OL472091 full genome assembled

SRR16552224  /  P3.1BER19-SWHubei polero-like virus 2 HuPLV2 KX882844 98.00 - - 0.4138% 1009.61 KX882844 6083/6083 99.10 OL472220 full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated alphaendornavirus 1 PaAEV1 MH182675 65.60 - - 0.0179% 18.35 MH182675 14445/14728 65.60 OL472077 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA1 PaDPV1 - - NC_038846 76.10 0.0091% 79.00 NC_038846 1555/1575 76.10 OL472010 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2a PaDPV1 - - MK731958 70.31 0.0076% 72.76 MK731958 1544/1583 70.31 OL472011 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2b PaDPV1 - - MK731957 64.88 0.0033% 32.11 MK731957 1510/1517 64.88 OL472012 new species, full genome assembled

SRR16552261  /  P3.2BER19-SW

SRR16552261  /  P3.2BER19-SWtomato mosaic virus ToMV MN267904 99.30 - - 0.0190% 38.68 MN267904 6383/6383 99.40 OL472092 full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated closterovirus 1 PaClV1 - - LC480248 65.80 0.0296% 29.22 LC480248 13177/15597 65.80 OL472072 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated waikavirus 1 PaWV1 - - NC_040586 67.00 0.0247% 29.23 NC_040586 11022/12313 67.04 OL472169 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWLjubljana dicistrovirus 1 LDV1 - - MH459180 67.00 0.0776% 114.32 MH459180 8841/8293 67.00 OL472194 new species, full genome assembled

SRR16552250  /  P04NGO19-AT

SRR16552250  /  P04NGO19-ATsouthern tomato virus STV MF422618 100.00 - - 0.0500% 180.61 MF422618 3414/3437 100.00 OL471986 full genome assembled

SRR16552250  /  P04NGO19-ATolive latent virus 1 OLV1 MK376952 98.00 - - 0.0022% 7.64 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.2140% 201.00 NC_043389 7622/4018 91.24 OL472207 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472208 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472209 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472210 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-ST

SRR16552286  /  P05NGO19-STsouthern tomato virus STV MF422618 100.00 - - 0.1073% 434.84 MF422618 3414/3437 100.00 OL471987 full genome assembled

SRR16552286  /  P05NGO19-STolive latent virus 1 OLV1 MK376952 97.70 - - 0.0040% 15.20 MK376952 3277/3699 98.00 - partial genome obtained (was not deposited)

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.1969% 231.00 NC_043389 7622/4018 91.24 OL472211 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472212 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472213 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472214 first full sequence of genome segment assembled

SRR16552275  /  P06NGO19-SW

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 88.30 1.7688% 3820.85 MN216350 5820/5771 88.27 OL472172 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 88.70 2.1729% 7952.26 MN216379 3435/3303 88.68 OL472173 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 97.90 0.0042% 16.34 MN627469 3198/3222 97.90 OL472267 full genome assembled

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR1 not applicable - not applicable - 0.0024% 55.03 not applicable 556/ - - OL472257 viroid-like circular RNA (putative new viroid species)

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR2 not applicable - not applicable - 0.0026% 65.88 not applicable 491/ - - OL472258 viroid-like circular RNA (putative new viroid species)

SRR16552273  /  P07BUK19-ST

SRR16552273  /  P07BUK19-STsouthern tomato virus STV KT85253 99.70 - - 0.0046% 23.56 KT85253 3364/3437 99.60 - partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus TBSV M21958 94.00 - - 0.0075% 2748.00 M21958 4755/4776 94.00 OL472233 full genome assembled

SRR16552273  /  P07BUK19-STLeveillula taurica-associated rhabdo-like virus LtaRLV1 MN609860 99.80 - - 0.0196% 24.94 MN609860 13978/14003 99.80 OL472123 full genome assembled

SRR16552273  /  P07BUK19-STolive latent virus 1 OLV1 MK376952 97.00 - - 0.0032% 15.26 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA L TBSV-satRNA-L FJ666076 90.70 - - 0.0001% 3.14 FJ666076 483/615 91.10 OL472255 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA B10 TBSV-satRNA-B10 AF022788 94.10 - - 0.0014% 41.41 AF022788 590/612 94.10 OL472254 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA C TBSV-satRNA-C AF022787 82.20 - - 0.0008% 16.96 AF022787 884/822 81.30 OL472253 new species, best hit covers only 55%  of the genome

SRR16552273  /  P07BUK19-STCymbidium ringspot virus satellite RNA CymRSV-satRNA D00720 94.81 - - 0.0008% 25.30 D00720 607/618 94.80 OL472252 full genome assembled

SRR16552272  /  P08BUK19-SW

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 82.60 1.3066% 2809.68 MN216350 5836/5771 82.63 OL472170 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 71.60 6.5586% 23566.87 MN216379 3386/3303 71.57 OL472171 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWHubei polero-like virus 2 HuPLV2 - - KX882844 97.40 0.5413% 1117.07 KX882844 6083/6083 97.40 OL472221 full genome assembled

SRR16552272  /  P08BUK19-SWPlantago potyvirus 1 PlaPV1 - - AF543212 73.60 0.9120% 1199.42 AF543212 9528/9797 73.60 OL472140 new species, full genome assembled

SRR16552269  /  P09KOP19-AT

SRR16552269  /  P09KOP19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0004% 1.82 MK376952 - 97.00 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-ST

SRR16552244  /  P10KOP19-STolive latent virus 1 OLV1 MK376952 95.78 - - 0.0037% 15.37 MK376952 - 95.66 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtobacco necrosis virus A TNVA KX906928 92.98 - - 0.0037% 15.84 KX906928 - 89.35 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STolive mild mosaic virus OMMV KX906929 92.63 - - 0.0043% 18.14 KX906929 - 94.10 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato mosaic virus ToMV MN267904 97.45 - - 0.0023% 5.45 MN267904 - 97.45 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato matilda virus TMaV MK517476 99.27 - - 0.0065% 11.81 MK517476 - 99.24 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.3633% 470.00 NC_043389 7622/4018 91.24 OL472199 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472200 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472201 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472202 first full sequence of genome segment assembled

SRR16552243  /  P11KOP19-SW

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.44 3.7889% 3780.22 JN560178 9024/8877 72.44 OL471967 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.77 2.6906% 4620.18 JN560177 5232/4786 70.77 OL471968 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.94 3.8029% 11629.66 AY686718 2887/2734 65.94 OL471969 new species, full genome assembled

SRR16552243  /  P11KOP19-SWplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0105% 15.00 NC_032449 6434/6969 35.06 OL472105 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0106% 14.29 MN627473 3489/3506 89.97 OL472271 full genome assembled, possibly a divergent strain

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0196% 48.65 MN035426 3586/3685 71.65 OL472274 new species, partial genome obtained 

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.2176% 538.75 QED42936 3627/ - 31.15 OL472275 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA1 EnaPV2 - - MN605492 99.54 0.0592% 175.42 MN605492 1723/1735 99.54 OL472008 full genome assembled

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA2 EnaPV2 - - MN605493 99.93 MN605493 1534/1557 99.93 OL472009 full genome assembled

SRR16552243  /  P11KOP19-SWPlasmopara viticola lesion associated monoambiguivirus 1 PvLAMV1 - - MN556995 96.59 0.2726% 396.98 MN556995 6159/6099 96.59 OL472280 full genome assembled

SRR16552243  /  P11KOP19-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.13 0.0336% 94.01 MW648508 3150/3115 67.13 OL472281 new species, best hit covers only 37%  of genome

SRR16552242  /  P12PAR19-AT

SRR16552242  /  P12PAR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0439% 129.88 MK948595 3436/3437 99.70 OL471989 full genome assembled

SRR16552242  /  P12PAR19-ATtobacco necrosis virus A TNVA KX906928 97.10 - - 0.0448% 124.06 KX906928 3684/3684 97.10 OL472227 full genome assembled

SRR16552242  /  P12PAR19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0229% 63.43 MK376952 3646/3669 96.20 OL472228 full genome assembled

SRR16552242  /  P12PAR19-ATolive mild mosaic virus OMMV KY769774 91.00 - - 0.0093% 25.35 KY769774 - 91.00 - partial genome obtained (was not deposited)

SRR16552242  /  P12PAR19-ATtomato albetovirus 1 TomAV1 - - L06057 74.01 0.0024% 19.35 L06057 1261/1239 74.01 OL472251 new species, full genome assembled

SRR16552242  /  P12PAR19-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.57 0.0303% 89.37 MN609858 3430/3314 69.57 OL472264 new species, full genome assembled

SRR16552241  /  P13PAR19-ST

SRR16552241  /  P13PAR19-STtomato mosaic virus ToMV MN267904 92.70 - - 0.0004% 1.31 MN267904 - 92.70 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0030% 6.50 MK517476 - 99.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 90.27 0.0071% 41.60 MN627469 3198/3222 90.27 OL472266 full genome assembled

SRR16552241  /  P13PAR19-STErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0093% 50.93 MN627473 3372/3506 89.97 OL472270 full genome assembled, possibly a divergent strain

SRR16552241  /  P13PAR19-STplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0079% 41.67 MN035426 3572/3685 71.65 OL472273 new species, has virga-like domains

SRR16552240  /  P14PAR19-SW

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 0.0306% 31.81 JN560178 9055/8877 72.47 OL471967 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 0.0712% 142.00 JN560177 4714/4786 70.61 OL471968 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 0.0636% 174.38 AY686718 3407/2734 65.93 OL471969 new species, full genome assembled

SRR16552239  /  P15.1BOL19-AT

SRR16552239  /  P15.1BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0145% 64.21 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552238  /  P15.2BOL19-AT

SRR16552238  /  P15.2BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0222% 78.51 MF422618 3413/3437 99.00 OL471983 full genome assembled

SRR16552237  /  P16BOL19-ST

SRR16552237  /  P16BOL19-STSouthern tomato virus STV MF422618 99.50 - - 0.0007% 5.51 MF422618 - 99.50 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0006% 2.04 MK517476 - 99.00 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA1 ToFBV MT434819 98.10 - - 0.0028% 13.74 MT434819 5767/5778 98.10 OL472087 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA2 ToFBV MT434820 98.80 - - 0.0010% 7.97 MT434820 3542/3610 98.80 OL472080 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA3 ToFBV MT434821 94.50 - - 0.0020% 20.08 MT434821 2756/2761 94.50 OL472081 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA4 ToFBV MT434822 95.60 - - 0.0009% 13.54 MT434822 1886/1900 95.60 OL472082 full genome assembled

SRR16552236  /  P17BOL19-SW

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.50 0.0088% 13.47 JN560178 8979/8877 72.50 OL471973 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 71.92 0.0289% 79.32 JN560177 4758/4786 71.92 OL471974 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.75 0.0236% 89.29 AY686718 3463/2734 65.75 OL471975 new species, full genome assembled

SRR16552236  /  P17BOL19-SWPlantago tobamovirus 1 PTV1 - - GQ401365 86.22 18.5267% 174.38 GQ401365 6295/6311 86.22 OL472109 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 1 PaPoV1 - - KT868949 76.87 0.1962% 448.83 KT868949 6025/6017 76.87 OL472217 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 2 PaPoV2 - - KR706247 73.27 0.0640% 155.67 KR706247 5669/5643 73.27 OL472218 new species, full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA1 ToFBV MT434819 98.15 - - 0.1904% 450.19 MT434819 5811/5811 98.15 OL472083 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA2 ToFBV MT434820 98.72 - - 0.0574% 217.18 MT434820 3629/3643 98.72 OL472084 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA3 ToFBV MT434821 99.37 - - 0.3069% 1470.54 MT434821 2872/2872 99.37 OL472085 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA4 ToFBV MT434822 99.64 - - 0.1122% 790.85 MT434822 1945/1946 99.64 OL472086 full genome assembled

SRR16552236  /  P17BOL19-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 73.24 48.4527% 167483.71 HQ677625 3933/3933 73.24 OL472224 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.10 0.0109% 50.22 MW546937 1512/1583 76.10 OL472019 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 65.92 MW546938 1471/1459 65.92 OL472020 new species, full genome assembled

SRR16552234  /  P18POR19-ST

SRR16552234  /  P18POR19-STSouthern tomato virus STV MK610257 98.00 - - 0.0103% 52.88 MK610257 - 98.00 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STolive latent virus 1 OLV1 DQ083996 95.60 - - 0.0019% 9.03 DQ083996 - 95.69 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STtomato matilda virus TMaV MK517476 99.70 - - 0.8361% 1718.93 MK517476 8653/8653 99.71 OL472166 full genome assembled

SRR16552234  /  P18POR19-STAphis glycines virus 1 AGV1 - - KM015260 97.33 0.1987% 393.70 KM015260 8983/8680 97.33 OL472190 full genome assembled

SRR16552234  /  P18POR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.64 0.1349% 533.68 MN609862 4483/4289 99.64 OL472283 2 sequences (MN609862-63) map to the assembled contig

SRR16552234  /  P18POR19-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 73.90 0.0017% 51.66 MZ443622 1500/1506 73.90 OL472291 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.72 0.0100% 20.06 MN609858 3427/3314 69.72 OL472265 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated virga-like virus 1 TaVLV1 - - no good hit - 0.1377% 459.02 no good hit 5277/ - - OL472265 new species, full genome assembled

SRR16552233  /  P19POR19-AT

SRR16552233  /  P19POR19-ATSouthern tomato virus STV MK610257 100.00 - - 0.0019% 5.47 MK610257 - 100.00 - partial genome obtained (was not deposited)

SRR16552233  /  P19POR19-ATtomato matilda virus TMaV MK517476 99.68 - - 0.0774% 90.03 MK517476 8656/8653 99.68 OL472167 full genome assembled

SRR16552233  /  P19POR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.36 0.0665% 148.27 MN609862 4483/4289 99.36 OL472284 2 sequences (MN609862-63) map to the assembled contig

SRR16552232  /  P20POR19-SW

SRR16552232  /  P20POR19-SWcarrot thin leaf virus CTLV - - MH170889 91.73 7.4399% 10282.14 MH170889 9534/9490 91.73 OL472133 full genome assembled

SRR16552232  /  P20POR19-SWbarley virus G BVG - - KT962089 97.99 0.3173% 748.49 KT962089 5584/5620 97.99 OL472215 full genome assembled

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 98.68 - - 0.0012% 4.73 MN216370 - 98.68 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 95.31 - - 0.0007% 3.16 MN216373 - 95.31 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.20 - - 0.0016% 9.05 MN216376 - 98.20 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWplant associated polerovirus 3 PaPoV3 - - GU327735 76.13 1.5439% 3345.45 GU327735 6009/5803 76.13 OL472219 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca potexvirus 1 PasPV1 - - LC460456 67.27 0.5653% 1262.61 LC460456 5896/5964 67.27 OL472238 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca cytorhabdovirus 1 PaCRV1 - - MH898500 67.04 0.0249% 25.05 MH898500 13072/14419 67.04 OL472112 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca umbravirus 1 PasUV1 - - LC434065 77.80 0.2817% 849.71 LC434065 4368/4193 77.80 OL472236 new species, full genome assembled

SRR16552232  /  P20POR19-SWPicris umbravirus 1 PicUV1 - - KT946712 80.00 1.8046% 5437.68 KT946712 4357/4196 80.00 OL472232 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.74 0.2362% 1049.28 MF136436 2962/1867 77.74 OL472298 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 82.05 0.0049% 25.46 KX883211 2524/5082 82.05 OL472297 new species, full genome assembled

SRR16552231  /  P21KOR19-AT

SRR16552231  /  P21KOR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0184% 95.18 MK948595 3408/3437 99.60 OL471984 full genome assembled

SRR16552231  /  P21KOR19-ATtomato matilda virus TMaV MK517476 99.70 - - 0.0440% 43.74 MK517476 8657/8653 99.70 OL472168 full genome assembled

SRR16552231  /  P21KOR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.39 0.0157% 29.93 MN609862 4430/4289 99.39 OL472285 2 sequences (MN609862-63) map to the assembled contig

SRR16552230  /  P22KOR19-ST

SRR16552230  /  P22KOR19-STSouthern tomato virus STV MK948595 99.60 - - 0.0193% 129.97 MK948595 3412/3437 99.60 OL471990 full genome assembled

SRR16552230  /  P22KOR19-STtomato mosaic virus ToMV MN267904 99.37 - - 0.0096% 35.20 MN267904 6383/6383 99.37 OL472101 full genome assembled

SRR16552230  /  P22KOR19-STtomato matilda virus TMaV MK517476 99.73 - - 0.0193% 99.25 MK517476 8562/8653 99.73 OL472177 full genome assembled

SRR16552230  /  P22KOR19-STolive latent virus 1 OLV1 MK376952 100.00 - - 0.0009% 6.54 MK376952 - 100.00 - partial genome obtained (was not deposited)

SRR16552230  /  P22KOR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0058% 29.93 MN609862 4483/4289 99.38 OL472286 2 sequences (MN609862-63) map to the assembled contig

SRR16552229  /  P23KOR19-SW

SRR16552229  /  P23KOR19-SWcarrot thin leaf virus CTLV MH170889 92.00 - - 1.2444% 1303.84 MH170889 9471/9490 91.00 OL472134 full genome assembled

SRR16552229  /  P23KOR19-SWKoper picorna-like virus 1 KPLV1 - - MN714669 73.59 0.0038% 9.81 MN714669 5151/9979 73.59 OL472294 new species, full genome assembled

SRR16552229  /  P23KOR19-SWKoper totivirus 3 KTV3 - - MK279493 62.51 0.0055% 14.63 MK279493 4988/5174 62.51 OL472029 new species, full genome assembled

SRR16552229  /  P23KOR19-SWplant associated botourmia-like virus 1 PaBLV1 - - MN532659 73.49 0.0063% 36.22 MN532659 2300/2339 73.49 OL472278 new species, full genome assembled

SRR16552228  /  P29Pv19-PK2  /  internal control

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1532% 214.50 MK948542 13901/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5200% 685.33 MF281671 14417/14780 98.91 - partial genome obtained, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0217% 27.58 NC_040558 8831/15205 88.05 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1  /  internal control

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1448% 214.50 MK948542 13900/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4340% 392.52 MF281671 14168/14780 99.59 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0185% 16.33 NC_040558 7633/15205 87.83 - partial genome obtained, not deposited (internal control)

SRR16552226  /  P31BER20-AT

SRR16552226  /  P31BER20-ATSouthern tomato virus STV MF422618 99.70 - - 0.0017% 8.48 MF422618 3438/3438 99.70 - full genome assembled (was not deposited)

SRR16552221  /  P32STR20-AT

SRR16552221  /  P32STR20-ATpotato virus Y PVY AB185833 96.08 - - 5.6002% 9230.31 AB185833 9688/9698 99.47 OL472161 full genome assembled

SRR16552221  /  P32STR20-ATpotato virus S PVS MH937416 98.74 - - 1.3352% 2515.60 MH937416 8477/8485 98.74 OL472247 full genome assembled

SRR16552221  /  P32STR20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 0.0064% 7.67 MF543022 13414/14432 67.02 OL472129 new species, full genome assembled

SRR16552265  /  P33BOL20-AT

SRR16552265  /  P33BOL20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MH323437 67.40 0.2493% 295.17 MH323437 13436/13546 70.05 OL472116 new species, full genome assembled

SRR16552265  /  P33BOL20-ATSouthern tomato virus STV MK948545 100.00 - - 0.0032% 14.75 MK948545 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-AT

SRR16552262  /  P34MIR20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0042% 11.41 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 1 TIV1 - - NC_039075 69.57 0.0441% 212.82 NC_039075 3392/3378 69.57 OL472057 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 2 TIV1 - - KY695013 74.03 0.0839% 481.15 KY695013 2866/2931 74.03 OL472058 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 3 TIV1 - - KY695014 67.27 0.1392% 1048.57 KY695014 2181/2296 67.27 OL472059 new species, full genome assembled

SRR16552258  /  P35KOP20-AT

SRR16552258  /  P35KOP20-ATSouthern tomato virus STV MK610257 99.97 - - 0.0110% 41.24 MK610257 3414/3414 99.97 OL471998 full genome assembled

SRR16552258  /  P35KOP20-ATolive latent virus 1 OLV1 MK376952 96.32 - - 0.0027% 9.49 MK376952 - 96.34 - full genome assembled (was not deposited, possible recombinant)

SRR16552258  /  P35KOP20-ATErysiphe necator ourmia-like virus 82 EnOLV82 MN611610 96.15 - - 0.0009% 4.90 MN611610 2627/2859 93.19 OL472300 full genome assembled

SRR16552254  /  P36SKO20-AT

SRR16552254  /  P36SKO20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0134% 62.18 MF422618 - 100.00 - full genome assembled

SRR16552254  /  P36SKO20-ATpotato virus Y PVY AB185833 97.77 - - 14.7054% 24495.49 AB185833 9698/9698 99.49 OL472158 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA1 CMV D00356 100.00 - - 2.6547% 12692.24 D00356 3357/3357 98.90 OL472036 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA2 CMV KC019300 96.98 - - 5.0193% 12010.42 KC019300 3048/3049 96.81 OL472054 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA3 CMV AJ517802 99.14 - - 2.6547% 36466.12 AJ517802 2215/2216 99.17 OL472045 full genome assembled

SRR16552254  /  P36SKO20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.82 1.7041% 2040.29 MF543022 13453/14432 67.82 OL472120 new species, full genome assembled

SRR16552249  /  P37KOR20-AT

SRR16552249  /  P37KOR20-ATpotato virus Y PVY AB185833 97.06 - - 5.6244% 10169.76 AB185833 9698/9698 99.44 OL472151 full genome assembled

SRR16552249  /  P37KOR20-ATpotato virus M PVM JX678982 97.02 - - 1.8675% 3843.19 JX678982 8523/8523 97.02 OL472242 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA1 CMV HE962478 94.62 - - 1.9706% 10237.36 HE962478 3359/3358 94.02 OL472032 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA2 CMV MG021461 96.28 - - 1.7648% 10088.19 MG021461 3055/3050 96.58 OL472050 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA3 CMV AJ517802 98.87 - - 3.8745% 30600.28 AJ517802 2216/2216 99.07 OL472041 full genome assembled

SRR16552249  /  P37KOR20-ATplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0045% 11.98 NC_032449 6552/6969 35.06 OL472106 new species, has virga-like domains (RdRP,CP), full genome

SRR16552249  /  P37KOR20-ATtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 8.32 MZ443622 1494/1506 71.17 OL472292 new species, best hit has only 41%  genome covered

SRR16552245  /  P38PLE20-AT

SRR16552245  /  P38PLE20-ATpotato virus Y PVY MN216361 98.18 - - 41.6262% 85069.36 MN216361 9609/9609 99.85 OL472154 full genome assembled

SRR16552245  /  P38PLE20-ATSouthern tomato virus STV MK948545 99.82 - - 0.0210% 119.29 MK948545 3436/3436 99.82 OL472006 full genome assembled

SRR16552245  /  P38PLE20-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 70.00 0.0030% 16.98 MN609858 3430/3314 70.00 OL472263 new species, full genome assembled

SRR16552245  /  P38PLE20-ATErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 95.89 0.0008% 4.99 MN627469 - 95.89 - low read coverage, partial genome obtained (was not deposited)

SRR16552287  /  P39JUR20-AT

SRR16552287  /  P39JUR20-ATtomato mosaic virus ToMV MN267904 99.50 - - 0.0807% 201.46 MN267904 6383/6386 99.50 OL472096 full genome assembled

SRR16552287  /  P39JUR20-ATpotato virus Y PVY - - KX184847 99.79 0.0444% 72.91 KX184847 9719/9719 99.79 OL472148 full genome assembled

SRR16552287  /  P39JUR20-ATHubei picorna-like virus 36 HuPiLV36 KX883970 99.06 - - 0.0171% 27.34 KX883970 9977/9856 99.06 OL472187 full genome assembled

SRR16552281  /  P40TUR20-AT

SRR16552281  /  P40TUR20-ATtomato mosaic virus ToMV MN267904 97.75 - - 0.0026% 5.70 MN267904 - 97.75 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATolive latent virus 1 OLV1 MK376952 96.91 - - 0.0006% 1.65 MK376952 - 96.91 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATSouthern tomato virus STV MK610257 100.00 - - 0.0008% 3.12 MK610257 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552225  /  P41.1BER20-ST

SRR16552225  /  P41.1BER20-STpotato virus Y PVY JF927755 97.68 - - 4.2245% 8824.20 JF927755 9689/9697 99.30 OL472146 full genome assembled

SRR16552225  /  P41.1BER20-STtomato mosaic virus ToMV MN267904 99.50 - - 0.0035% 10.98 MN267904  6383/6383 99.40 OL472093 full genome assembled

SRR16552225  /  P41.1BER20-STSouthern tomato virus STV KT438549 99.50 - - 0.0092% 53.70 KT438549 3411/3463 99.36 OL471992 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA1 CMV D00356 99.11 - - 29.3895% 177136.45 D00356 3357/3360 99.11 OL472031 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA2 CMV D00355 99.08 - - 20.9980% 139195.19 D00355 3045/3048 99.08 OL472049 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.64 - - 24.1833% 220717.27 AJ517802 2215/2216 99.64 OL472040 full genome assembled

SRR16552223  /  P41.2BER20-ST

SRR16552223  /  P41.2BER20-STpotato virus Y PVY AB185833 96.16 - - 0.5191% 1012.95 AB185833 9687/9698 99.01 OL472147 full genome assembled

SRR16552223  /  P41.2BER20-STpotato virus M PVM JX678982 96.83 - - 0.4948% 1098.02 JX678982 8507/8523 96.83 OL472246 full genome assembled

SRR16552223  /  P41.2BER20-STtomato mosaic virus ToMV MN267904 99.44 - - 31.4357% 177136.45 MN267904  6383/6383 99.40 OL472094 full genome assembled

SRR16552222  /  P42BER20-SW

SRR16552222  /  P42BER20-SWtomato mosaic virus ToMV MN267904 99.44 - - 19.2552% 21122.12 MN267904  6381/6383 99.44 OL472095 full genome assembled

SRR16552222  /  P42BER20-SWplant associated tombus-like virus 2 PaTLV2 - - MT317175 76.36 0.0099% 41.43 MT317175 3297/3360 76.36 OL472269 new species, full genome assembled

SRR16552268  /  P43.1STR20-ST

SRR16552268  /  P43.1STR20-STSouthern tomato virus STV MK610257 100.00 - - 0.0099% 52.82 MK610257 3413/3414 100.00 OL471996 full genome assembled

SRR16552268  /  P43.1STR20-STpotato virus Y PVY KY847961 99.68 - - 12.6303% 24095.87 KY847961 9628/9630 99.68 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato bushy stunt virus TBSV M21958 94.97 - - 0.0094% 36.06 M21958 4778/4776 95.61 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato alphanucleorhabdovirus 1 TARV1 - - KC905081 75.20 7.0251% 9626.99 KC905081 13406/13154 75.20 OL472234 new species, full genome assembled

SRR16552268  /  P43.1STR20-STtomato matilda virus TMaV MK517476 99.75 - - 0.0054% 11.54 MK517476 8653/8653 99.79 OL472174 full genome assembled

SRR16552267  /  P43.2STR20-ST

SRR16552267  /  P43.2STR20-STSouthern tomato virus STV KT852573 99.82 - - 0.0160% 70.06 KT852573 3438/3438 99.82 OL472004 full genome assembled

SRR16552267  /  P43.2STR20-STeggplant mottle dwarf virus EMDV LN680656 94.63 - - 14.9232% 17362.84 LN680656 13097/13100 94.63 OL472111 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus Y PVY JF927760 99.27 - - 6.2712% 9857.20 JF927760 9690/9697 99.45 OL472163 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus S PVS MH937416 98.62 - - 0.3527% 633.50 MH937416 8485/8485 98.62 OL472249 full genome assembled

SRR16552267  /  P43.2STR20-STtomato matilda virus TMaV MK517476 99.78 - - 0.0158% 27.81 MK517476 8653/8653 99.78 OL472178 full genome assembled

SRR16552267  /  P43.2STR20-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0057% 19.47 MN609862 4483/4289 99.38 OL472287 2 sequences (MN609862-63) map to the assembled contig

SRR16552266  /  P44STR20-SW

SRR16552266  /  P44STR20-SWwatermelon mosaic virus WMV MN914158 99.49 - - 14.5047% 119818.52 MN914158 10040/10040 99.47 OL472139 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA1 PSV LC380687 97.52 - - 14.1287% 57575.88 LC380687 3347/3354 97.10 OL472066 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA2 PSV LC380688 97.35 - - 10.4424% 48511.80 LC380688 2940/2943 97.15 OL472067 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA3 PSV LC380680 97.35 - - 22.2985% 139685.41 LC380680 2185/2185 98.81 OL472068 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA1 BBWV1 MN216350 90.78 - - 0.0275% 65.29 MN216350 5766/5771 91.68 OL472175 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA2 BBWV1 MN216379 88.91 - - 0.0227% 92.84 MN216379 3341/3303 88.67 OL472176 full genome assembled

SRR16552264  /  P45BOL20-ST

SRR16552264  /  P45BOL20-STSouthern tomato virus STV MF422618 100.00 - - 0.0275% 134.33 MF422618 3415/3438 100.00 OL472007 full genome assembled

SRR16552264  /  P45BOL20-STtomato associated alphaendornavirus 1 TaAEV1 - - MH094752 75.83 0.0108% 15.64 MH094752 11692/11683 75.83 OL472079 new species, full genome assembled

SRR16552264  /  P45BOL20-STErysiphales associated totivirus 24 EaTV24 MN628271 99.74 - - 0.0047% 14.76 MN628271 5400/5400 99.76 OL472028 full genome assembled

SRR16552263  /  P46BOL20-SW

SRR16552263  /  P46BOL20-SWplant associated polerovirus 1 PaPoV1 - - KT868949 74.87 0.0042% 11.41 KT868949 6025/6017 74.35 OL472216 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris umbravirus 1 PicUV1 - - KT946712 79.97 0.0904% 337.69 KT946712 4411/4196 79.97 OL472231 new species, full genome assembled

SRR16552263  /  P46BOL20-SWConvolvulus aureusvirus 1 ConAV1 - - MG967280 76.28 0.0299% 73.22 MG967280 4448/4512 76.28 OL472230 new species, full genome assembled

SRR16552263  /  P46BOL20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.27 34.2071% 143655.86 HQ677625 3866/3965 71.27 OL472222 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA1 PrVI - - MW579753 97.49 0.0258% 1213.06 MW579753 3444/3470 97.49 OL472063 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA2 PrVI - - MW579754 97.95 0.0416% 156.76 MW579754 2947/2876 97.95 OL472064 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA3 PrVI - - MW579755 95.11 0.0299% 436.64 MW579755 2222/2249 95.11 OL472065 full genome assembled

SRR16552263  /  P46BOL20-SWPicris betanucleorhabdovirus 1 PBRV1 - - BK014301 67.93 0.0112% 12.02 BK014301 15193/13719 67.93 OL472130 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, L segment PiCRV1 - - MT952336 72.33 0.0434% 110.00 MT952336 6548/ - 72.33 OL472127 new species, putatively  bisegmented, best hit covered only  2%  of genome

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, N segment PiCRV1 - - CP048848 80.00 0.0345% 156.95 CP048848 3622/ - 80.00 OL472128 new species, putatively  bisegmented, best hit covered only  1%  of genome

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA1 PaCrV1 - - MW892835 70.88 0.0228% 58.11 MW892835 7823/8637 70.88 OL472073 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA2 PaCrV1 - - KT069221 73.99 0.0516% 120.07 KT069221 7876/8210 73.99 OL472074 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.03 0.0100% 52.35 MW546937 1499/1583 76.03 OL472021 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 66.34 MW546938 1503/1459 66.34 OL472022 new species, full genome assembled

SRR16552260  /  P47MIR20-ST

SRR16552260  /  P47MIR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0135% 64.14 MF422618 3438/3438 100.00 OL471999 full genome assembled

SRR16552260  /  P47MIR20-STpotato virus Y PVY KX184817 99.55 - - 5.7688% 9848.89 KX184817 - 99.55 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment L TaBLV1 - - ATP79731 30.13 0.0144% 18.79 ATP79731 7864/8911 30.13 OL471976 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment M TaBLV1 - - QNT38480 23.86 QNT38480 4910/4955 23.86 OL471977 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552259  /  P48MIR20-SW

SRR16552259  /  P48MIR20-SWSoybean dwarf virus SbDV JN674402 94.55 - - 0.0661% 168.46 JN674402 5860/5862 94.57 OL472235 full genome assembled

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA1 ArtV1 - - BBM96177 45.01 0.0361% 42.98 BBM96177 7249/ 7291 45.01 OL471978 new species, BLASTx hits to RNA1 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA2 ArtV1 - - BBM96178 32.52 BBM96178 2057/2092 32.52 OL471979 new species, BLASTx hits to RNA2 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA3 ArtV1 - - BBM96179 39.56 BBM96179 1088/1080 39.56 OL471980 new species, BLASTx hits to RNA3 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA4 ArtV1 - - BBM96181 45.38 BBM96181 1325/1294 45.38 OL471981 new species, BLASTx hits to RNA4 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA5 ArtV1 - - BBM96182 36.31 BBM96182 902/1066 36.31 OL471982 new species, BLASTx hits to RNA5 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWplant associated closterovirus 2 PaClV2 - - MH460557 67.04 0.7318% 663.59 MH460557 16522/17313 67.43 OL472075 new species, full genome assembled

SRR16552259  /  P48MIR20-SWSanxia tombus-like virus 7 STLV7 KX883177 90.40 - - 0.0029% 9.43 KX883177 4558/4557 90.57 OL472301 full genome assembled

SRR16552259  /  P48MIR20-SWErysiphe necator ourmia-like virus 82 EnOLV82 MN611610                93.19 - - 0.0004% 3.37 MN611610                - 93.19 - partial genome obtained (was not deposited)

SRR16552257  /  P49KOP20-ST

SRR16552257  /  P49KOP20-STolive latent virus 1 OLV1 MK376952 96.95 - - 0.0167% 85.19 MK376952 3669/3669 96.95 OL472229 full genome assembled

SRR16552257  /  P49KOP20-STtobacco necrosis virus A TNVA KX906928 96.68 - - 0.0097% 49.67 KX906928 3686/3686 90.43 - full genome but probable recombinant (was not deposited)

SRR16552256  /  P50.1KOP20-SW

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 90.90 0.0065% 9.58 NC_043389 7677/4018 90.90 OL472203 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA2 RWMV - - AF355430 88.21 AF355430 1839/263 88.97 OL472204 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.63 AY542957 1476/1063 91.88 OL472205 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 71.10 KY769704 1315/1315 71.10 OL472206 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 9.9625% 10050.06 JN560178 9055/8877 72.47 OL471964 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 JN560177 4714/4786 70.61 OL471965 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 AY686718 3407/2734 65.93 OL471966 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWLa Jolla virus LJV - - KP714073 98.69 0.0153% 26.75 KP714073 10253/9722 98.69 OL472185 full genome assembled

SRR16552256  /  P50.1KOP20-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.93 0.0012% 6.24 MN627473 3456/3506 89.93 OL472272 full genome assembled, possibly a divergent strain

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.24 0.0091% 51.98 MW648508 3147/3147 67.24 OL472282 new species, only 37%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 2 KNLV2 - - MT482496 69.61 0.0019% 10.31 MT482496 3195/3195 69.61 OL472288 new species, only 16%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 3 KNLV3 - - MK533155 64.75 0.0039% 20.17 MK533155 3482/3482 64.75 OL472289 new species, only 65%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 4 KNLV4 - - KX883237 68.24 0.0037% 19.02 KX883237 3459/3459 68.24 OL472290 new species, only 4%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWplant associated tombus-like virus 1 PaTLV1 - - MT317175 76.36 0.0017% 8.97 MT317175 3297/3360 76.36 OL472268 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.0012% 6.09 QED42936 3561/ - 31.15 OL472276 new species, has virga-like domains, BLASTx hit is shown

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA1 PaDPV2 - - MH898486 66.77 0.0288% 171.96 MH898486 1566/1590 66.77 OL472013 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA2 PaDPV2 - - MT159330 64.10 MT159330 1443/1410 64.10 OL472014 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SW

SRR16552256  /  P50.2KOP20-SWlettuce mosaic virus LMV - - KJ161185 92.65 2.3264% 3899.38 KJ161185 10065/10065 92.65 OL472136 full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 1 KTV1 - - MN428836 69.00 0.0171% 48.51 MN428836 5240/4999 69.00 OL472026 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 2 KTV2 - - KX882939 70.49 0.0145% 51.05 KX882939 4794/4958 70.49 OL472027 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated caulimovirus 1 PaCaV1 - - MH898523 68.12 2.2229% 3882.70 MH898523 9644/8026 68.12 OL472131 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated soymovirus 1 PaSoV1 - - X15828 68.91 0.4420% 779.22 X15828 9571/8178 68.91 OL472132 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 68.89 0.0741% 305.57 MH231181 3952/3867 68.89 OL472225 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated botourmia-like virus 2 PaBLV2 - - MN611580 70.17 0.0026% 17.47 MN611580 2227/2257 70.17 OL472279 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia geminivirus 1, partial genome CGV1 - - AF224760 73.85 0.0003% 4.47 AF224760 1208/2632 73.85 OL472025 new species, partial DNA-A (rep-encoding) genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0025% 73.29 not applicable 580/ - - OL472259 viroid-like circular RNA (putative new viroid species)

SRR16552253  /  P51.1SKO20-ST

SRR16552253  /  P51.1SKO20-STSouthern tomato virus STV MF422618 100.00 - - 0.0107% 63.04 MF422618 3438/3438 100.00 OL472001 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus Y PVY MN216357 99.05 - - 2.3761% 5040.00 MN216357 9525/9649 99.80 OL472159 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus S PVS MH937416 98.62 - - 1.7858% 4306.63 MH937416 8485/8485 98.62 OL472248 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA1 CMV D00356 99.40 - - 8.5781% 52083.05 D00356 3357/3357 98.89 OL472037 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA2 CMV HE793684 99.14 - - 4.2257% 28138.61 HE793684 3048/3050 98.85 OL472055 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.60 - - 22.0708% 204713.16 AJ517802 2203/2216 98.46 OL472046 full genome assembled

SRR16552253  /  P51.1SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 70.28 2.7331% 7418.50 MT454065 7501/7565 70.28 OL472239 new species, full genome assembled

SRR16552253  /  P51.1SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.14 0.0107% 523.78 MF543022 13423/14432 67.14 OL472114 new species, full genome assembled

SRR16552252  /  P51.2SKO20-ST

SRR16552252  /  P51.2SKO20-STSouthern tomato virus STV MF422618 99.97 - - 0.0209% 118.46 MF422618 3438/3438 100.00 OL471993 full genome assembled

SRR16552252  /  P51.2SKO20-STpotato virus Y PVY AB185833 96.78 - - 6.9756% 14070.72 AB185833 9699/9698 96.78 OL472160 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA1 TAV LC380669 99.59 - - 12.2690% 70227.26 LC380669 3412/3414 99.41 OL472069 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA2 TAV KF432414 98.39 - - 8.5030% 53640.10 KF432414 3070/3096 99.29 OL472070 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA3 TAV AJ277268 98.91 - - 11.6600% 95556.45 AJ277268 2385/2386 99.03 OL472071 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA1 CMV D00356 98.33 - - 2.5361% 14681.51 D00356 3357/3357 96.65 OL472038 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA2 CMV KC019300 95.22 - - 1.8205% 11652.00 KC019300 3007/3049 96.85 OL472056 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 96.91 - - 3.8116% 33588.51 AJ517802 2201/2216 99.18 OL472047 full genome assembled

SRR16552252  /  P51.2SKO20-STHenbane mosaic virus HMV MH779472 99.06 - - 0.7538% 1456.09 MH779472 10155/10127 99.06 OL472138 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 72.79 0.7931% 2027.14 NC_043088 7501/7565 72.79 OL472241 new species, full genome assembled

SRR16552252  /  P51.2SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 1.0702% 1555.31 MF543022 13453/14432 67.02 OL472113 new species, full genome assembled

SRR16552251  /  P52SKO20-SW

SRR16552251  /  P52SKO20-SWpotato virus Y PVY AJ890347 97.97 - - 2.3643% 3946.54 AJ890347 9677/9701 99.18 OL472165 full genome assembled

SRR16552251  /  P52SKO20-SWlettuce mosaic virus LMV - - KJ161185 85.25 1.1995% 1924.08 KJ161185 10079/10065 85.25 OL472137 full genome assembled, divergent strain

SRR16552251  /  P52SKO20-SWPicris betanucleorhabdovirus 1 PBRV1 - - OU015520 67.04 0.0573% 61.09 OU015520 15193/13719 67.04 OL472117 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA1 PaDPV3 - - NC_040483 68.35 0.0060% 30.08 NC_040483 1581/1569 68.35 OL472015 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA2 PaDPV3 - - MT159292 73.20 MT159292 1602/1418 73.20 OL472016 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA1 PaDPV4 - - MW546937 75.79 0.0014% 7.59 MW546937 1499/1583 75.79 OL472017 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA2 PaDPV4 - - MW546938 67.49 MW546938 1468/1459 67.49 OL472018 new species, full genome assembled

SRR16552248  /  P53.1KOR20-ST

SRR16552248  /  P53.1KOR20-STpotato virus Y PVY AB185833 97.59 - - 4.6472% 8651.54 AB185833 9698/9698 99.38 OL472152 full genome assembled

SRR16552248  /  P53.1KOR20-STpotato virus M PVM JX678982 97.19 - - 0.0082% 17.46 JX678982 8523/8523 97.19 OL472243 full genome assembled

SRR16552248  /  P53.1KOR20-STtomato mosaic virus ToMV MN267904 99.42 - - 0.0243% 68.07 MN267904 6383/6383 99.42 OL472102 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA1 CMV HE793684 99.08 - - 7.3644% 39461.92 HE793684 3359/3360 98.54 OL472033 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA2 CMV HF572915 98.49 - - 5.8783% 34691.12 HF572915 3046/3046 97.93 OL472051 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.51 - - 15.8069% 129494.19 AJ517802 2201/2216 98.51 OL472042 full genome assembled

SRR16552248  /  P53.1KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0050% 13.68 NC_032449 6552/6969 35.06 OL472107 new species, has virga-like domains (RdRP, CP), full genome

SRR16552247  /  P53.2KOR20-ST

SRR16552247  /  P53.2KOR20-STpotato virus Y PVY AB185833 96.11 - - 3.8621% 6080.61 AB185833 9698/9698 99.46 OL472153 full genome assembled

SRR16552247  /  P53.2KOR20-STpotato virus M PVM JX678982 97.19 - - 5.1725% 9268.55 JX678982 8523/8523 97.19 OL472245 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA1 CMV D00356 91.35 - - 4.0621% 18381.11 D00356 3358/3357 92.10 OL472034 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA2 CMV D00355 91.53 - - 1.7048% 8470.45 D00355 3048/3050 94.71 OL472052 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 89.03 - - 3.4026% 23276.95 AJ517802 2211/2216 91.70 OL472043 full genome assembled

SRR16552247  /  P53.2KOR20-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 7.38 MZ443622 1496/1506 71.17 OL472293 new species, best hit has only 41%  genome covered

SRR16552247  /  P53.2KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0067% 15.56 NC_032449 6552/6969 35.06 OL472108 new species, has virga-like domains (RdRP, CP), full genome

SRR16552246  /  P54KOR20-SW

SRR16552246  /  P54KOR20-SWbeet yellows virus BYV AF190581 97.72 - - 3.1094% 3407.77 AF190581 15469/15468 97.72 OL472076 full genome assembled

SRR16552246  /  P54KOR20-SWcarrot thin leaf virus CTLV MH170889 91.46 - - 0.3981% 710.56 MH170889 9490/9490 91.46 OL472135 full genome assembled

SRR16552246  /  P54KOR20-SWPastinaca umbravirus 1 PasUV1 - - LC434065 78.33 0.0147% 57.04 LC434065 4354/4193 78.33 OL472237 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 69.49 0.5793% 2452.04 MH231181 4006/3867 69.49 OL472226 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated waikavirus 2 PaWV2 - - KT238881 69.00 0.1458% 213.32 KT238881 11512/11649 69.00 OL472179 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated sequivirus 1 PaSV1 - - NC_038320 68.27 0.1177% 100.09 NC_038320 9988/9905 68.27 OL472180 new species, full genome assembled

SRR16552246  /  P54KOR20-SWMentha macluravirus 1 MenMV1 - - KP405232 67.44 3.0165% 6199.99 KP405232 8250/~8287 67.44 OL472141 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCirsium cytorhabdovirus 1 CCRV1 - - KY075646 69.04 0.0139% 22.26 KY075646 12216/13389 69.04 OL472122 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated viroid-like circular RNA 4 PaVCR4 not applicable - not applicable - 0.0175% 1081.50 not applicable 274/ - - OL472260 viroid-like circular RNA (putative new viroid species)

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.44 0.0180% 103.15 MF136436 2903/1867 77.44 OL472296 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 79.07 0.0031% 20.58 KX883211 2505/5082 79.07 OL472295 new species, only 3%  of genome covered by best hit

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 3 PTaR3 - - MF136436 72.04 0.0173% 116.79 MF136436 2515/1867 72.04 OL472299 new species, full genome assembled

SRR16552291  /  P55.1PLE20-ST

SRR16552291  /  P55.1PLE20-STpotato virus Y PVY MN216361 98.98 - - 0.9470% 2012.44 MN216361 9609/9609 99.82 OL472155 full genome assembled

SRR16552291  /  P55.1PLE20-STSouthern tomato virus STV MK948545 99.82 - - 0.0024% 14.32 MK948545 3436/3436 99.82 OL471997 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA1 CMV D00356 99.37 - - 9.6260% 58233.96 D00356 3361/3357 98.63 OL472035 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA2 CMV AJ517801 99.15 - - 7.6703% 51002.24 AJ517801 3055/3052 98.95 OL472053 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.19 - - 18.7449% 172075.53 AJ517802 2217/2216 99.19 OL472044 full genome assembled

SRR16552290  /  P55.2PLE20-ST

SRR16552290  /  P55.2PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0441% 215.41 KT852573 3438/3438 99.97 OL472005 full genome assembled

SRR16552290  /  P55.2PLE20-STpotato virus Y PVY DQ008213 99.62 - - 5.4331% 9517.27 DQ008213 9666/9666 99.63 OL472156 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 0.5646% 1074.24 KP008130 8913/8914 97.98 OL471946 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.47 - - 0.5083% 1805.31 KU179608 4766/4767 98.38 OL471947 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.01 - - 0.4960% 2864.77 DQ376178 2929/2927 99.62 OL471948 full genome assembled

SRR16552290  /  P55.2PLE20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - MK948541 99.00 23.1530% 29434.37 MK948541 13303/13320 96.35 OL472115 full genome assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 91.24 3.0891% 4266.95 NC_043389 7622/4018 91.24 OL472195 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA2 RWMV - - AF335430 88.00 AF335430 1787/263 88.17 OL472196 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.33 AY542957 1486/1063 92.33 OL472197 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 70.85 KY769704 1324/1381 71.85 OL472198 first full sequence of genome segment assembled

SRR16552289  /  P55.3PLE20-ST

SRR16552289  /  P55.3PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0940% 434.68 KT852573 3437/3438 99.97 OL471994 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus Y PVY MN216361 98.05 - - 17.1494% 28313.32 MN216361 9666/9666 98.93 OL472157 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus M PVM EU604672 93.55 - - 2.6925% 5039.69 EU604672 8523/8523 93.55 OL472244 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 6.4013% 11486.88 KP008130 8913/8914 97.98 OL471949 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.39 - - 4.1578% 13938.59 KU179608 4766/4767 96.39 OL471950 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.04 - - 4.1320% 22488.38 DQ376178 2927/2927 99.62 OL471951 full genome assembled

SRR16552288  /  P56PLE20-SW

SRR16552288  /  P56PLE20-SWAphis glycines virus 1 AGV1 - - KM015260 97.30 0.0076% 11.31 KM015260 8986/8680 98.97 OL472191 full genome assembled

SRR16552288  /  P56PLE20-SWRumex potyvirus 1 RumPV1 - - MK778804 71.15 3.9703% 5105.66 MK778804 10368/10068 71.15 OL472144 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.0557% 53.93 OU015520 13736/14421 66.38 OL472118 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum cytorhabdovirus 1 TCRV1 - - KM817650 65.25 0.0125% 12.09 KM817650 13781/13490 65.25 OL472125 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 2 PaSV2 - - MT559284 76.28 0.4589% 614.67 MT559284 9940/9795 76.28 OL472182 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 3 PaSV3 - - MT559283 75.59 0.4012% 523.38 MT559283 10227/9786 75.59 OL472184 new species, full genome assembled

SRR16552285  /  P57.1JUR20-ST

SRR16552285  /  P57.1JUR20-STpotato virus Y PVY MN216361 98.26 - - 0.2516% 402.50 MN216361 9609/9609 99.63 OL472149 full genome assembled

SRR16552285  /  P57.1JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 85.9657% 206944.04 MN267904 6383/6386 99.50 OL472097 full genome assembled

SRR16552284  /  P57.2JUR20-ST

SRR16552284  /  P57.2JUR20-STSouthern tomato virus STV LC487710 99.88 - - 0.0212% 124.39 LC487710 3438/3438 99.88 OL471995 full genome assembled

SRR16552284  /  P57.2JUR20-STpotato virus Y PVY JF927751 99.50 - - 0.6062% 1270.24 JF927751 9697/9697 99.45 OL472150 full genome assembled

SRR16552284  /  P57.2JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 90.9592% 289236.20 MN267904 6381/6386 99.50 OL472098 full genome assembled

SRR16552283  /  P58.1JUR20-SW

SRR16552283  /  P58.1JUR20-SWtomato mosaic virus ToMV MN267904 99.50 - - 1.6374% 3263.75 MN267904 6370/6383 99.50 OL472099 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 96.60 - - 5.7116% 20573.99 MN216370 3521/3445 96.60 OL472060 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 96.73 - - 1.6923% 7551.14 MN216373 2842/2757 96.73 OL472061 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.02 - - 8.9289% 49833.09 MN216376 2277/2242 98.02 OL472062 full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA1 PaDPV6 - - KX525268 83.90 0.1732% 707.56 KX525268 1593/1586 83.90 OL472023 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA2 PaDPV6 - - KY923704 72.36 KY923704 1512/1525 72.36 OL472024 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWNovo Mesto dicistrovirus 1 NMDV1 - - KX884398 67.63 0.0585% 74.11 KX884398 10055/9785 67.63 OL472188 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0135% 352.00 not applicable 580/ - - OL472262 viroid-like circular RNA (putative new viroid species)

SRR16552282  /  P58.2JUR20-SW

SRR16552282  /  P58.2JUR20-SWtomato mosaic virus ToMV MN267904 99.01 - - 0.0045% 9.28 MN267904 6345/6383 99.01 OL472100 full genome assembled

SRR16552282  /  P58.2JUR20-SWPlant associated alphaendornavirus 1 PaAEV1 - - LC500285 65.45 0.0983% 77.77 LC500285 14528/14878 65.45 OL472078 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.22 0.0038% 13.00 HQ677625 3895/3956 71.22 OL472223 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWNovo Mesto dicistrovirus 2 NMDV2 - - MT745591 80.82 0.0422% 43.76 MT745591 8897/8446 80.82 OL472189 new species, but only 45%  genome covered by best hit

SRR16552282  /  P58.2JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0016% 43.45 not applicable 580/ - - OL472261 viroid-like circular RNA (putative new viroid species)

SRR16552280  /  P59.1TUR20-ST

SRR16552280  /  P59.1TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1741% 824.26 MF422618 3438/3438 100.00 OL472003 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato mosaic virus ToMV MN267904 99.48 - - 0.0120% 30.62 MN267904 6345/6383 99.01 OL472103 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.99 - - 9.3851% 17240.41 KP008130 8913/8914 97.99 OL471952 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.07 - - 7.7732% 26697.40 KU179608 4766/4767 98.32 OL471953 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 6.1946% 34624.29 DQ376178 2926/2927 99.56 OL471954 full genome assembled

SRR16552280  /  P59.1TUR20-STHubei picorna-like virus 36 HuPiLV36 - - KX883970 99.22 0.1305% 214.72 KX883970 9951/9856 99.22 OL472186 full genome assembled

SRR16552280  /  P59.1TUR20-STNovo Mesto picornavirus 1 NMPV1 - - MH614316 71.28 0.0210% 33.59 MH614316 10189/- 71.28 OL472193 new species, but best hit covers only 10%  of the genome

SRR16552279  /  P59.2TUR20-ST

SRR16552279  /  P59.2TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1646% 824.26 MF422618 3438/3438 100.00 OL472000 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato mosaic virus ToMV MN267904 99.43 - - 0.0067% 18.05 MN267904 6383/6383 99.43 OL472104 full genome assembled

SRR16552279  /  P59.2TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.42 41.9384% 54539.21 KX636164 13313/13320 96.49 OL472124 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment L TSWV D10066 100.00 - - 2.7554% 5355.46 D10066 8813/8897 97.99 OL471955 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.27 - - 3.0355% 11030.08 KU179608 4766/4767 98.41 OL471956 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.91 - - 2.2612% 13373.55 DQ376178 2925/2927 99.52 OL471957 full genome assembled

SRR16552278  /  P59.3TUR20-ST

SRR16552278  /  P59.3TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0598% 359.49 MF422618 3438/3438 100.00 OL472002 full genome assembled

SRR16552278  /  P59.3TUR20-STpotato virus Y PVY - - AB185833 98.47 9.2900% 19495.54 AB185833 9726/9698 98.47 OL472164 full genome assembled, NTN strain

SRR16552278  /  P59.3TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.48 43.8871% 68474.03 KX636164 13313/13320 96.49 OL472110 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.9117% 4459.18 KP008130 8913/8914 97.98 OL471958 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.16 - - 1.5082% 6575.65 KU179608 4766/4767 98.41 OL471959 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.87 - - 1.4441% 10244.53 DQ376178 2926/2627 99.49 OL471960 full genome assembled

SRR16552277  /  P60TUR20-SW

SRR16552277  /  P60TUR20-SWwhite clover mosaic virus WCMV MN399741 96.37 - - 0.0049% 12.27 MN399741 5774/5774 96.39 OL472250 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.3634% 2204.07 KP008130 8913/8914 97.99 OL471961 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment M TSWV KU179608 96.37 - - 0.7429% 2235.94 KU179608 4766/4767 98.41 OL471962 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 1.5398% 7540.49 DQ376178 2925/2927 99.52 OL471963 full genome assembled

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A BLDVA - - NC_038560 91.00 0.0601% 105.72 NC_038560 8170/8174 91.00 OL472142 full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum viroid-like circular RNA 1 TVCR1 not applicable - not applicable - 0.0027% 86.14 not applicable 447/ - - OL472256 viroid-like circular RNA (putative new viroid species)

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A, divergent isolate BLDVA-divergent - - NC_038560 75.69 0.1074% 170.71 NC_038560 9047/8174 75.69 OL472143 divergent isolate, full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.1728% 180.41 OU015520 13680/14424 66.38 OL472121 new species, full genome assembled

SRR16552277  /  P60TUR20-SWNovo Mesto iflavirus 1 NMIV1 - - MK729664 76.74 0.0150% 24.55 MK729664 8849/8868 76.74 OL472192 new species, full genome assembled

SRR16552276  /  P61Pv-PK1  /  internal control

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1956% 254.20 MK948542 13903/13981 99.68 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5667% 698.89 MF281671 14240/14780 99.50 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0237% 28.43 NC_040558 7881/15205 88.90 - full genome assembled

SRR16552274  /  P62Pv-PK2  /  internal control

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1683% 154.27 MK948542 13901/13981 99.61 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4657% 405.61 MF281671 14224/14780 99.58 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0187% 15.83 NC_040558 7707/15205 88.41 - full genome assembled

cucumber mosaic virus, RNA1-3 CMV - - - - 0.0009% - - - - - possible sequencing crosstalk
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SRR16552271  /  P1.1BER19-ST

SRR16552271  /  P1.1BER19-STpotato virus Y PVY KX184817 99.69 - - 0.7087% 1745.64 KX184817 9709/9719 100.00 OL472145 full genome assembled

SRR16552271  /  P1.1BER19-STtomato mosaic virus ToMV MN267904 99.00 - - 93.7180% 351439.67 MN267904 6384/6383 99.00 OL472089 full genome assembled

SRR16552271  /  P1.1BER19-STsouthern tomato virus STV MN095716 96.00 - - 0.0003% 2.45 MN095716 - 96.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552270  /  P1.2BER19-ST

SRR16552270  /  P1.2BER19-STpotato virus Y PVY JF927761 99.80 - - 0.5200% 1209.20 JF927761 - 98.00 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552270  /  P1.2BER19-STtomato mosaic virus ToMV MN267904 99.42 - - 96.4897% 8246.41 MN267904 9684/9701 99.00 OL472090 full genome assembled

SRR16552270  /  P1.2BER19-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV KY706238 96.00 - - 0.6600% 1132.91 KY706238 13318/13319 99.00 MW366749 full genome assembled

SRR16552270  /  P1.2BER19-STtomato betanucleorhabdovirus 1 TBRV1 KM823531 66.80 - - 0.0106% 17.83 KM823531 13577/13188 66.80 OL472119 new species, full genome assembled

SRR16552235  /  P02BER19-AT

SRR16552235  /  P02BER19-ATtomato mosaic virus ToMV MN267904 99.40 - - 0.8000% 398.36 MN267904 6364/6383 99.40 OL472088 full genome assembled

SRR16552235  /  P02BER19-ATsouthern tomato virus STV MN216389 100.00 - - 0.0069% 6.41 MN216389 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552224  /  P3.1BER19-SW

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA1 CMV D00356 99.00 - - 0.1006% 441.58 D00356 3558/3557 98.70 OL472030 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA2 CMV AJ517801 99.00 - - 0.1017% 490.83 AJ517801 3052/3050 98.70 OL472048 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA3 CMV AJ517802 99.00 - - 0.2896% 1935.45 AJ517802 2216/2216 99.20 OL472039 full genome assembled

SRR16552224  /  P3.1BER19-SWtomato mosaic virus ToMV MN267904 97.74 - - 0.0141% 32.92 MN267904 6341/6383 99.40 OL472091 full genome assembled

SRR16552224  /  P3.1BER19-SWHubei polero-like virus 2 HuPLV2 KX882844 98.00 - - 0.4138% 1009.61 KX882844 6083/6083 99.10 OL472220 full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated alphaendornavirus 1 PaAEV1 MH182675 65.60 - - 0.0179% 18.35 MH182675 14445/14728 65.60 OL472077 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA1 PaDPV1 - - NC_038846 76.10 0.0091% 79.00 NC_038846 1555/1575 76.10 OL472010 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2a PaDPV1 - - MK731958 70.31 0.0076% 72.76 MK731958 1544/1583 70.31 OL472011 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2b PaDPV1 - - MK731957 64.88 0.0033% 32.11 MK731957 1510/1517 64.88 OL472012 new species, full genome assembled

SRR16552261  /  P3.2BER19-SW

SRR16552261  /  P3.2BER19-SWtomato mosaic virus ToMV MN267904 99.30 - - 0.0190% 38.68 MN267904 6383/6383 99.40 OL472092 full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated closterovirus 1 PaClV1 - - LC480248 65.80 0.0296% 29.22 LC480248 13177/15597 65.80 OL472072 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated waikavirus 1 PaWV1 - - NC_040586 67.00 0.0247% 29.23 NC_040586 11022/12313 67.04 OL472169 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWLjubljana dicistrovirus 1 LDV1 - - MH459180 67.00 0.0776% 114.32 MH459180 8841/8293 67.00 OL472194 new species, full genome assembled

SRR16552250  /  P04NGO19-AT

SRR16552250  /  P04NGO19-ATsouthern tomato virus STV MF422618 100.00 - - 0.0500% 180.61 MF422618 3414/3437 100.00 OL471986 full genome assembled

SRR16552250  /  P04NGO19-ATolive latent virus 1 OLV1 MK376952 98.00 - - 0.0022% 7.64 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.2140% 201.00 NC_043389 7622/4018 91.24 OL472207 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472208 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472209 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472210 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-ST

SRR16552286  /  P05NGO19-STsouthern tomato virus STV MF422618 100.00 - - 0.1073% 434.84 MF422618 3414/3437 100.00 OL471987 full genome assembled

SRR16552286  /  P05NGO19-STolive latent virus 1 OLV1 MK376952 97.70 - - 0.0040% 15.20 MK376952 3277/3699 98.00 - partial genome obtained (was not deposited)

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.1969% 231.00 NC_043389 7622/4018 91.24 OL472211 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472212 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472213 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472214 first full sequence of genome segment assembled

SRR16552275  /  P06NGO19-SW

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 88.30 1.7688% 3820.85 MN216350 5820/5771 88.27 OL472172 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 88.70 2.1729% 7952.26 MN216379 3435/3303 88.68 OL472173 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 97.90 0.0042% 16.34 MN627469 3198/3222 97.90 OL472267 full genome assembled

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR1 not applicable - not applicable - 0.0024% 55.03 not applicable 556/ - - OL472257 viroid-like circular RNA (putative new viroid species)

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR2 not applicable - not applicable - 0.0026% 65.88 not applicable 491/ - - OL472258 viroid-like circular RNA (putative new viroid species)

SRR16552273  /  P07BUK19-ST

SRR16552273  /  P07BUK19-STsouthern tomato virus STV KT85253 99.70 - - 0.0046% 23.56 KT85253 3364/3437 99.60 - partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus TBSV M21958 94.00 - - 0.0075% 2748.00 M21958 4755/4776 94.00 OL472233 full genome assembled

SRR16552273  /  P07BUK19-STLeveillula taurica-associated rhabdo-like virus LtaRLV1 MN609860 99.80 - - 0.0196% 24.94 MN609860 13978/14003 99.80 OL472123 full genome assembled

SRR16552273  /  P07BUK19-STolive latent virus 1 OLV1 MK376952 97.00 - - 0.0032% 15.26 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA L TBSV-satRNA-L FJ666076 90.70 - - 0.0001% 3.14 FJ666076 483/615 91.10 OL472255 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA B10 TBSV-satRNA-B10 AF022788 94.10 - - 0.0014% 41.41 AF022788 590/612 94.10 OL472254 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA C TBSV-satRNA-C AF022787 82.20 - - 0.0008% 16.96 AF022787 884/822 81.30 OL472253 new species, best hit covers only 55%  of the genome

SRR16552273  /  P07BUK19-STCymbidium ringspot virus satellite RNA CymRSV-satRNA D00720 94.81 - - 0.0008% 25.30 D00720 607/618 94.80 OL472252 full genome assembled

SRR16552272  /  P08BUK19-SW

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 82.60 1.3066% 2809.68 MN216350 5836/5771 82.63 OL472170 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 71.60 6.5586% 23566.87 MN216379 3386/3303 71.57 OL472171 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWHubei polero-like virus 2 HuPLV2 - - KX882844 97.40 0.5413% 1117.07 KX882844 6083/6083 97.40 OL472221 full genome assembled

SRR16552272  /  P08BUK19-SWPlantago potyvirus 1 PlaPV1 - - AF543212 73.60 0.9120% 1199.42 AF543212 9528/9797 73.60 OL472140 new species, full genome assembled

SRR16552269  /  P09KOP19-AT

SRR16552269  /  P09KOP19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0004% 1.82 MK376952 - 97.00 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-ST

SRR16552244  /  P10KOP19-STolive latent virus 1 OLV1 MK376952 95.78 - - 0.0037% 15.37 MK376952 - 95.66 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtobacco necrosis virus A TNVA KX906928 92.98 - - 0.0037% 15.84 KX906928 - 89.35 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STolive mild mosaic virus OMMV KX906929 92.63 - - 0.0043% 18.14 KX906929 - 94.10 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato mosaic virus ToMV MN267904 97.45 - - 0.0023% 5.45 MN267904 - 97.45 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato matilda virus TMaV MK517476 99.27 - - 0.0065% 11.81 MK517476 - 99.24 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.3633% 470.00 NC_043389 7622/4018 91.24 OL472199 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472200 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472201 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472202 first full sequence of genome segment assembled

SRR16552243  /  P11KOP19-SW

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.44 3.7889% 3780.22 JN560178 9024/8877 72.44 OL471967 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.77 2.6906% 4620.18 JN560177 5232/4786 70.77 OL471968 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.94 3.8029% 11629.66 AY686718 2887/2734 65.94 OL471969 new species, full genome assembled

SRR16552243  /  P11KOP19-SWplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0105% 15.00 NC_032449 6434/6969 35.06 OL472105 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0106% 14.29 MN627473 3489/3506 89.97 OL472271 full genome assembled, possibly a divergent strain

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0196% 48.65 MN035426 3586/3685 71.65 OL472274 new species, partial genome obtained 

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.2176% 538.75 QED42936 3627/ - 31.15 OL472275 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA1 EnaPV2 - - MN605492 99.54 0.0592% 175.42 MN605492 1723/1735 99.54 OL472008 full genome assembled

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA2 EnaPV2 - - MN605493 99.93 MN605493 1534/1557 99.93 OL472009 full genome assembled

SRR16552243  /  P11KOP19-SWPlasmopara viticola lesion associated monoambiguivirus 1 PvLAMV1 - - MN556995 96.59 0.2726% 396.98 MN556995 6159/6099 96.59 OL472280 full genome assembled

SRR16552243  /  P11KOP19-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.13 0.0336% 94.01 MW648508 3150/3115 67.13 OL472281 new species, best hit covers only 37%  of genome

SRR16552242  /  P12PAR19-AT

SRR16552242  /  P12PAR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0439% 129.88 MK948595 3436/3437 99.70 OL471989 full genome assembled

SRR16552242  /  P12PAR19-ATtobacco necrosis virus A TNVA KX906928 97.10 - - 0.0448% 124.06 KX906928 3684/3684 97.10 OL472227 full genome assembled

SRR16552242  /  P12PAR19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0229% 63.43 MK376952 3646/3669 96.20 OL472228 full genome assembled

SRR16552242  /  P12PAR19-ATolive mild mosaic virus OMMV KY769774 91.00 - - 0.0093% 25.35 KY769774 - 91.00 - partial genome obtained (was not deposited)

SRR16552242  /  P12PAR19-ATtomato albetovirus 1 TomAV1 - - L06057 74.01 0.0024% 19.35 L06057 1261/1239 74.01 OL472251 new species, full genome assembled

SRR16552242  /  P12PAR19-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.57 0.0303% 89.37 MN609858 3430/3314 69.57 OL472264 new species, full genome assembled

SRR16552241  /  P13PAR19-ST

SRR16552241  /  P13PAR19-STtomato mosaic virus ToMV MN267904 92.70 - - 0.0004% 1.31 MN267904 - 92.70 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0030% 6.50 MK517476 - 99.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 90.27 0.0071% 41.60 MN627469 3198/3222 90.27 OL472266 full genome assembled

SRR16552241  /  P13PAR19-STErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0093% 50.93 MN627473 3372/3506 89.97 OL472270 full genome assembled, possibly a divergent strain

SRR16552241  /  P13PAR19-STplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0079% 41.67 MN035426 3572/3685 71.65 OL472273 new species, has virga-like domains

SRR16552240  /  P14PAR19-SW

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 0.0306% 31.81 JN560178 9055/8877 72.47 OL471967 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 0.0712% 142.00 JN560177 4714/4786 70.61 OL471968 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 0.0636% 174.38 AY686718 3407/2734 65.93 OL471969 new species, full genome assembled

SRR16552239  /  P15.1BOL19-AT

SRR16552239  /  P15.1BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0145% 64.21 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552238  /  P15.2BOL19-AT

SRR16552238  /  P15.2BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0222% 78.51 MF422618 3413/3437 99.00 OL471983 full genome assembled

SRR16552237  /  P16BOL19-ST

SRR16552237  /  P16BOL19-STSouthern tomato virus STV MF422618 99.50 - - 0.0007% 5.51 MF422618 - 99.50 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0006% 2.04 MK517476 - 99.00 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA1 ToFBV MT434819 98.10 - - 0.0028% 13.74 MT434819 5767/5778 98.10 OL472087 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA2 ToFBV MT434820 98.80 - - 0.0010% 7.97 MT434820 3542/3610 98.80 OL472080 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA3 ToFBV MT434821 94.50 - - 0.0020% 20.08 MT434821 2756/2761 94.50 OL472081 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA4 ToFBV MT434822 95.60 - - 0.0009% 13.54 MT434822 1886/1900 95.60 OL472082 full genome assembled

SRR16552236  /  P17BOL19-SW

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.50 0.0088% 13.47 JN560178 8979/8877 72.50 OL471973 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 71.92 0.0289% 79.32 JN560177 4758/4786 71.92 OL471974 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.75 0.0236% 89.29 AY686718 3463/2734 65.75 OL471975 new species, full genome assembled

SRR16552236  /  P17BOL19-SWPlantago tobamovirus 1 PTV1 - - GQ401365 86.22 18.5267% 174.38 GQ401365 6295/6311 86.22 OL472109 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 1 PaPoV1 - - KT868949 76.87 0.1962% 448.83 KT868949 6025/6017 76.87 OL472217 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 2 PaPoV2 - - KR706247 73.27 0.0640% 155.67 KR706247 5669/5643 73.27 OL472218 new species, full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA1 ToFBV MT434819 98.15 - - 0.1904% 450.19 MT434819 5811/5811 98.15 OL472083 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA2 ToFBV MT434820 98.72 - - 0.0574% 217.18 MT434820 3629/3643 98.72 OL472084 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA3 ToFBV MT434821 99.37 - - 0.3069% 1470.54 MT434821 2872/2872 99.37 OL472085 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA4 ToFBV MT434822 99.64 - - 0.1122% 790.85 MT434822 1945/1946 99.64 OL472086 full genome assembled

SRR16552236  /  P17BOL19-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 73.24 48.4527% 167483.71 HQ677625 3933/3933 73.24 OL472224 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.10 0.0109% 50.22 MW546937 1512/1583 76.10 OL472019 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 65.92 MW546938 1471/1459 65.92 OL472020 new species, full genome assembled

SRR16552234  /  P18POR19-ST

SRR16552234  /  P18POR19-STSouthern tomato virus STV MK610257 98.00 - - 0.0103% 52.88 MK610257 - 98.00 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STolive latent virus 1 OLV1 DQ083996 95.60 - - 0.0019% 9.03 DQ083996 - 95.69 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STtomato matilda virus TMaV MK517476 99.70 - - 0.8361% 1718.93 MK517476 8653/8653 99.71 OL472166 full genome assembled

SRR16552234  /  P18POR19-STAphis glycines virus 1 AGV1 - - KM015260 97.33 0.1987% 393.70 KM015260 8983/8680 97.33 OL472190 full genome assembled

SRR16552234  /  P18POR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.64 0.1349% 533.68 MN609862 4483/4289 99.64 OL472283 2 sequences (MN609862-63) map to the assembled contig

SRR16552234  /  P18POR19-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 73.90 0.0017% 51.66 MZ443622 1500/1506 73.90 OL472291 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.72 0.0100% 20.06 MN609858 3427/3314 69.72 OL472265 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated virga-like virus 1 TaVLV1 - - no good hit - 0.1377% 459.02 no good hit 5277/ - - OL472265 new species, full genome assembled

SRR16552233  /  P19POR19-AT

SRR16552233  /  P19POR19-ATSouthern tomato virus STV MK610257 100.00 - - 0.0019% 5.47 MK610257 - 100.00 - partial genome obtained (was not deposited)

SRR16552233  /  P19POR19-ATtomato matilda virus TMaV MK517476 99.68 - - 0.0774% 90.03 MK517476 8656/8653 99.68 OL472167 full genome assembled

SRR16552233  /  P19POR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.36 0.0665% 148.27 MN609862 4483/4289 99.36 OL472284 2 sequences (MN609862-63) map to the assembled contig

SRR16552232  /  P20POR19-SW

SRR16552232  /  P20POR19-SWcarrot thin leaf virus CTLV - - MH170889 91.73 7.4399% 10282.14 MH170889 9534/9490 91.73 OL472133 full genome assembled

SRR16552232  /  P20POR19-SWbarley virus G BVG - - KT962089 97.99 0.3173% 748.49 KT962089 5584/5620 97.99 OL472215 full genome assembled

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 98.68 - - 0.0012% 4.73 MN216370 - 98.68 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 95.31 - - 0.0007% 3.16 MN216373 - 95.31 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.20 - - 0.0016% 9.05 MN216376 - 98.20 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWplant associated polerovirus 3 PaPoV3 - - GU327735 76.13 1.5439% 3345.45 GU327735 6009/5803 76.13 OL472219 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca potexvirus 1 PasPV1 - - LC460456 67.27 0.5653% 1262.61 LC460456 5896/5964 67.27 OL472238 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca cytorhabdovirus 1 PaCRV1 - - MH898500 67.04 0.0249% 25.05 MH898500 13072/14419 67.04 OL472112 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca umbravirus 1 PasUV1 - - LC434065 77.80 0.2817% 849.71 LC434065 4368/4193 77.80 OL472236 new species, full genome assembled

SRR16552232  /  P20POR19-SWPicris umbravirus 1 PicUV1 - - KT946712 80.00 1.8046% 5437.68 KT946712 4357/4196 80.00 OL472232 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.74 0.2362% 1049.28 MF136436 2962/1867 77.74 OL472298 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 82.05 0.0049% 25.46 KX883211 2524/5082 82.05 OL472297 new species, full genome assembled

SRR16552231  /  P21KOR19-AT

SRR16552231  /  P21KOR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0184% 95.18 MK948595 3408/3437 99.60 OL471984 full genome assembled

SRR16552231  /  P21KOR19-ATtomato matilda virus TMaV MK517476 99.70 - - 0.0440% 43.74 MK517476 8657/8653 99.70 OL472168 full genome assembled

SRR16552231  /  P21KOR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.39 0.0157% 29.93 MN609862 4430/4289 99.39 OL472285 2 sequences (MN609862-63) map to the assembled contig

SRR16552230  /  P22KOR19-ST

SRR16552230  /  P22KOR19-STSouthern tomato virus STV MK948595 99.60 - - 0.0193% 129.97 MK948595 3412/3437 99.60 OL471990 full genome assembled

SRR16552230  /  P22KOR19-STtomato mosaic virus ToMV MN267904 99.37 - - 0.0096% 35.20 MN267904 6383/6383 99.37 OL472101 full genome assembled

SRR16552230  /  P22KOR19-STtomato matilda virus TMaV MK517476 99.73 - - 0.0193% 99.25 MK517476 8562/8653 99.73 OL472177 full genome assembled

SRR16552230  /  P22KOR19-STolive latent virus 1 OLV1 MK376952 100.00 - - 0.0009% 6.54 MK376952 - 100.00 - partial genome obtained (was not deposited)

SRR16552230  /  P22KOR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0058% 29.93 MN609862 4483/4289 99.38 OL472286 2 sequences (MN609862-63) map to the assembled contig

SRR16552229  /  P23KOR19-SW

SRR16552229  /  P23KOR19-SWcarrot thin leaf virus CTLV MH170889 92.00 - - 1.2444% 1303.84 MH170889 9471/9490 91.00 OL472134 full genome assembled

SRR16552229  /  P23KOR19-SWKoper picorna-like virus 1 KPLV1 - - MN714669 73.59 0.0038% 9.81 MN714669 5151/9979 73.59 OL472294 new species, full genome assembled

SRR16552229  /  P23KOR19-SWKoper totivirus 3 KTV3 - - MK279493 62.51 0.0055% 14.63 MK279493 4988/5174 62.51 OL472029 new species, full genome assembled

SRR16552229  /  P23KOR19-SWplant associated botourmia-like virus 1 PaBLV1 - - MN532659 73.49 0.0063% 36.22 MN532659 2300/2339 73.49 OL472278 new species, full genome assembled

SRR16552228  /  P29Pv19-PK2  /  internal control

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1532% 214.50 MK948542 13901/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5200% 685.33 MF281671 14417/14780 98.91 - partial genome obtained, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0217% 27.58 NC_040558 8831/15205 88.05 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1  /  internal control

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1448% 214.50 MK948542 13900/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4340% 392.52 MF281671 14168/14780 99.59 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0185% 16.33 NC_040558 7633/15205 87.83 - partial genome obtained, not deposited (internal control)

SRR16552226  /  P31BER20-AT

SRR16552226  /  P31BER20-ATSouthern tomato virus STV MF422618 99.70 - - 0.0017% 8.48 MF422618 3438/3438 99.70 - full genome assembled (was not deposited)

SRR16552221  /  P32STR20-AT

SRR16552221  /  P32STR20-ATpotato virus Y PVY AB185833 96.08 - - 5.6002% 9230.31 AB185833 9688/9698 99.47 OL472161 full genome assembled

SRR16552221  /  P32STR20-ATpotato virus S PVS MH937416 98.74 - - 1.3352% 2515.60 MH937416 8477/8485 98.74 OL472247 full genome assembled

SRR16552221  /  P32STR20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 0.0064% 7.67 MF543022 13414/14432 67.02 OL472129 new species, full genome assembled

SRR16552265  /  P33BOL20-AT

SRR16552265  /  P33BOL20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MH323437 67.40 0.2493% 295.17 MH323437 13436/13546 70.05 OL472116 new species, full genome assembled

SRR16552265  /  P33BOL20-ATSouthern tomato virus STV MK948545 100.00 - - 0.0032% 14.75 MK948545 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-AT

SRR16552262  /  P34MIR20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0042% 11.41 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 1 TIV1 - - NC_039075 69.57 0.0441% 212.82 NC_039075 3392/3378 69.57 OL472057 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 2 TIV1 - - KY695013 74.03 0.0839% 481.15 KY695013 2866/2931 74.03 OL472058 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 3 TIV1 - - KY695014 67.27 0.1392% 1048.57 KY695014 2181/2296 67.27 OL472059 new species, full genome assembled

SRR16552258  /  P35KOP20-AT

SRR16552258  /  P35KOP20-ATSouthern tomato virus STV MK610257 99.97 - - 0.0110% 41.24 MK610257 3414/3414 99.97 OL471998 full genome assembled

SRR16552258  /  P35KOP20-ATolive latent virus 1 OLV1 MK376952 96.32 - - 0.0027% 9.49 MK376952 - 96.34 - full genome assembled (was not deposited, possible recombinant)

SRR16552258  /  P35KOP20-ATErysiphe necator ourmia-like virus 82 EnOLV82 MN611610 96.15 - - 0.0009% 4.90 MN611610 2627/2859 93.19 OL472300 full genome assembled

SRR16552254  /  P36SKO20-AT

SRR16552254  /  P36SKO20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0134% 62.18 MF422618 - 100.00 - full genome assembled

SRR16552254  /  P36SKO20-ATpotato virus Y PVY AB185833 97.77 - - 14.7054% 24495.49 AB185833 9698/9698 99.49 OL472158 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA1 CMV D00356 100.00 - - 2.6547% 12692.24 D00356 3357/3357 98.90 OL472036 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA2 CMV KC019300 96.98 - - 5.0193% 12010.42 KC019300 3048/3049 96.81 OL472054 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA3 CMV AJ517802 99.14 - - 2.6547% 36466.12 AJ517802 2215/2216 99.17 OL472045 full genome assembled

SRR16552254  /  P36SKO20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.82 1.7041% 2040.29 MF543022 13453/14432 67.82 OL472120 new species, full genome assembled

SRR16552249  /  P37KOR20-AT

SRR16552249  /  P37KOR20-ATpotato virus Y PVY AB185833 97.06 - - 5.6244% 10169.76 AB185833 9698/9698 99.44 OL472151 full genome assembled

SRR16552249  /  P37KOR20-ATpotato virus M PVM JX678982 97.02 - - 1.8675% 3843.19 JX678982 8523/8523 97.02 OL472242 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA1 CMV HE962478 94.62 - - 1.9706% 10237.36 HE962478 3359/3358 94.02 OL472032 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA2 CMV MG021461 96.28 - - 1.7648% 10088.19 MG021461 3055/3050 96.58 OL472050 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA3 CMV AJ517802 98.87 - - 3.8745% 30600.28 AJ517802 2216/2216 99.07 OL472041 full genome assembled

SRR16552249  /  P37KOR20-ATplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0045% 11.98 NC_032449 6552/6969 35.06 OL472106 new species, has virga-like domains (RdRP,CP), full genome

SRR16552249  /  P37KOR20-ATtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 8.32 MZ443622 1494/1506 71.17 OL472292 new species, best hit has only 41%  genome covered

SRR16552245  /  P38PLE20-AT

SRR16552245  /  P38PLE20-ATpotato virus Y PVY MN216361 98.18 - - 41.6262% 85069.36 MN216361 9609/9609 99.85 OL472154 full genome assembled

SRR16552245  /  P38PLE20-ATSouthern tomato virus STV MK948545 99.82 - - 0.0210% 119.29 MK948545 3436/3436 99.82 OL472006 full genome assembled

SRR16552245  /  P38PLE20-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 70.00 0.0030% 16.98 MN609858 3430/3314 70.00 OL472263 new species, full genome assembled

SRR16552245  /  P38PLE20-ATErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 95.89 0.0008% 4.99 MN627469 - 95.89 - low read coverage, partial genome obtained (was not deposited)

SRR16552287  /  P39JUR20-AT

SRR16552287  /  P39JUR20-ATtomato mosaic virus ToMV MN267904 99.50 - - 0.0807% 201.46 MN267904 6383/6386 99.50 OL472096 full genome assembled

SRR16552287  /  P39JUR20-ATpotato virus Y PVY - - KX184847 99.79 0.0444% 72.91 KX184847 9719/9719 99.79 OL472148 full genome assembled

SRR16552287  /  P39JUR20-ATHubei picorna-like virus 36 HuPiLV36 KX883970 99.06 - - 0.0171% 27.34 KX883970 9977/9856 99.06 OL472187 full genome assembled

SRR16552281  /  P40TUR20-AT

SRR16552281  /  P40TUR20-ATtomato mosaic virus ToMV MN267904 97.75 - - 0.0026% 5.70 MN267904 - 97.75 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATolive latent virus 1 OLV1 MK376952 96.91 - - 0.0006% 1.65 MK376952 - 96.91 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATSouthern tomato virus STV MK610257 100.00 - - 0.0008% 3.12 MK610257 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552225  /  P41.1BER20-ST

SRR16552225  /  P41.1BER20-STpotato virus Y PVY JF927755 97.68 - - 4.2245% 8824.20 JF927755 9689/9697 99.30 OL472146 full genome assembled

SRR16552225  /  P41.1BER20-STtomato mosaic virus ToMV MN267904 99.50 - - 0.0035% 10.98 MN267904  6383/6383 99.40 OL472093 full genome assembled

SRR16552225  /  P41.1BER20-STSouthern tomato virus STV KT438549 99.50 - - 0.0092% 53.70 KT438549 3411/3463 99.36 OL471992 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA1 CMV D00356 99.11 - - 29.3895% 177136.45 D00356 3357/3360 99.11 OL472031 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA2 CMV D00355 99.08 - - 20.9980% 139195.19 D00355 3045/3048 99.08 OL472049 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.64 - - 24.1833% 220717.27 AJ517802 2215/2216 99.64 OL472040 full genome assembled

SRR16552223  /  P41.2BER20-ST

SRR16552223  /  P41.2BER20-STpotato virus Y PVY AB185833 96.16 - - 0.5191% 1012.95 AB185833 9687/9698 99.01 OL472147 full genome assembled

SRR16552223  /  P41.2BER20-STpotato virus M PVM JX678982 96.83 - - 0.4948% 1098.02 JX678982 8507/8523 96.83 OL472246 full genome assembled

SRR16552223  /  P41.2BER20-STtomato mosaic virus ToMV MN267904 99.44 - - 31.4357% 177136.45 MN267904  6383/6383 99.40 OL472094 full genome assembled

SRR16552222  /  P42BER20-SW

SRR16552222  /  P42BER20-SWtomato mosaic virus ToMV MN267904 99.44 - - 19.2552% 21122.12 MN267904  6381/6383 99.44 OL472095 full genome assembled

SRR16552222  /  P42BER20-SWplant associated tombus-like virus 2 PaTLV2 - - MT317175 76.36 0.0099% 41.43 MT317175 3297/3360 76.36 OL472269 new species, full genome assembled

SRR16552268  /  P43.1STR20-ST

SRR16552268  /  P43.1STR20-STSouthern tomato virus STV MK610257 100.00 - - 0.0099% 52.82 MK610257 3413/3414 100.00 OL471996 full genome assembled

SRR16552268  /  P43.1STR20-STpotato virus Y PVY KY847961 99.68 - - 12.6303% 24095.87 KY847961 9628/9630 99.68 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato bushy stunt virus TBSV M21958 94.97 - - 0.0094% 36.06 M21958 4778/4776 95.61 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato alphanucleorhabdovirus 1 TARV1 - - KC905081 75.20 7.0251% 9626.99 KC905081 13406/13154 75.20 OL472234 new species, full genome assembled

SRR16552268  /  P43.1STR20-STtomato matilda virus TMaV MK517476 99.75 - - 0.0054% 11.54 MK517476 8653/8653 99.79 OL472174 full genome assembled

SRR16552267  /  P43.2STR20-ST

SRR16552267  /  P43.2STR20-STSouthern tomato virus STV KT852573 99.82 - - 0.0160% 70.06 KT852573 3438/3438 99.82 OL472004 full genome assembled

SRR16552267  /  P43.2STR20-STeggplant mottle dwarf virus EMDV LN680656 94.63 - - 14.9232% 17362.84 LN680656 13097/13100 94.63 OL472111 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus Y PVY JF927760 99.27 - - 6.2712% 9857.20 JF927760 9690/9697 99.45 OL472163 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus S PVS MH937416 98.62 - - 0.3527% 633.50 MH937416 8485/8485 98.62 OL472249 full genome assembled

SRR16552267  /  P43.2STR20-STtomato matilda virus TMaV MK517476 99.78 - - 0.0158% 27.81 MK517476 8653/8653 99.78 OL472178 full genome assembled

SRR16552267  /  P43.2STR20-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0057% 19.47 MN609862 4483/4289 99.38 OL472287 2 sequences (MN609862-63) map to the assembled contig

SRR16552266  /  P44STR20-SW

SRR16552266  /  P44STR20-SWwatermelon mosaic virus WMV MN914158 99.49 - - 14.5047% 119818.52 MN914158 10040/10040 99.47 OL472139 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA1 PSV LC380687 97.52 - - 14.1287% 57575.88 LC380687 3347/3354 97.10 OL472066 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA2 PSV LC380688 97.35 - - 10.4424% 48511.80 LC380688 2940/2943 97.15 OL472067 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA3 PSV LC380680 97.35 - - 22.2985% 139685.41 LC380680 2185/2185 98.81 OL472068 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA1 BBWV1 MN216350 90.78 - - 0.0275% 65.29 MN216350 5766/5771 91.68 OL472175 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA2 BBWV1 MN216379 88.91 - - 0.0227% 92.84 MN216379 3341/3303 88.67 OL472176 full genome assembled

SRR16552264  /  P45BOL20-ST

SRR16552264  /  P45BOL20-STSouthern tomato virus STV MF422618 100.00 - - 0.0275% 134.33 MF422618 3415/3438 100.00 OL472007 full genome assembled

SRR16552264  /  P45BOL20-STtomato associated alphaendornavirus 1 TaAEV1 - - MH094752 75.83 0.0108% 15.64 MH094752 11692/11683 75.83 OL472079 new species, full genome assembled

SRR16552264  /  P45BOL20-STErysiphales associated totivirus 24 EaTV24 MN628271 99.74 - - 0.0047% 14.76 MN628271 5400/5400 99.76 OL472028 full genome assembled

SRR16552263  /  P46BOL20-SW

SRR16552263  /  P46BOL20-SWplant associated polerovirus 1 PaPoV1 - - KT868949 74.87 0.0042% 11.41 KT868949 6025/6017 74.35 OL472216 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris umbravirus 1 PicUV1 - - KT946712 79.97 0.0904% 337.69 KT946712 4411/4196 79.97 OL472231 new species, full genome assembled

SRR16552263  /  P46BOL20-SWConvolvulus aureusvirus 1 ConAV1 - - MG967280 76.28 0.0299% 73.22 MG967280 4448/4512 76.28 OL472230 new species, full genome assembled

SRR16552263  /  P46BOL20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.27 34.2071% 143655.86 HQ677625 3866/3965 71.27 OL472222 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA1 PrVI - - MW579753 97.49 0.0258% 1213.06 MW579753 3444/3470 97.49 OL472063 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA2 PrVI - - MW579754 97.95 0.0416% 156.76 MW579754 2947/2876 97.95 OL472064 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA3 PrVI - - MW579755 95.11 0.0299% 436.64 MW579755 2222/2249 95.11 OL472065 full genome assembled

SRR16552263  /  P46BOL20-SWPicris betanucleorhabdovirus 1 PBRV1 - - BK014301 67.93 0.0112% 12.02 BK014301 15193/13719 67.93 OL472130 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, L segment PiCRV1 - - MT952336 72.33 0.0434% 110.00 MT952336 6548/ - 72.33 OL472127 new species, putatively  bisegmented, best hit covered only  2%  of genome

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, N segment PiCRV1 - - CP048848 80.00 0.0345% 156.95 CP048848 3622/ - 80.00 OL472128 new species, putatively  bisegmented, best hit covered only  1%  of genome

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA1 PaCrV1 - - MW892835 70.88 0.0228% 58.11 MW892835 7823/8637 70.88 OL472073 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA2 PaCrV1 - - KT069221 73.99 0.0516% 120.07 KT069221 7876/8210 73.99 OL472074 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.03 0.0100% 52.35 MW546937 1499/1583 76.03 OL472021 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 66.34 MW546938 1503/1459 66.34 OL472022 new species, full genome assembled

SRR16552260  /  P47MIR20-ST

SRR16552260  /  P47MIR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0135% 64.14 MF422618 3438/3438 100.00 OL471999 full genome assembled

SRR16552260  /  P47MIR20-STpotato virus Y PVY KX184817 99.55 - - 5.7688% 9848.89 KX184817 - 99.55 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment L TaBLV1 - - ATP79731 30.13 0.0144% 18.79 ATP79731 7864/8911 30.13 OL471976 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment M TaBLV1 - - QNT38480 23.86 QNT38480 4910/4955 23.86 OL471977 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552259  /  P48MIR20-SW

SRR16552259  /  P48MIR20-SWSoybean dwarf virus SbDV JN674402 94.55 - - 0.0661% 168.46 JN674402 5860/5862 94.57 OL472235 full genome assembled

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA1 ArtV1 - - BBM96177 45.01 0.0361% 42.98 BBM96177 7249/ 7291 45.01 OL471978 new species, BLASTx hits to RNA1 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA2 ArtV1 - - BBM96178 32.52 BBM96178 2057/2092 32.52 OL471979 new species, BLASTx hits to RNA2 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA3 ArtV1 - - BBM96179 39.56 BBM96179 1088/1080 39.56 OL471980 new species, BLASTx hits to RNA3 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA4 ArtV1 - - BBM96181 45.38 BBM96181 1325/1294 45.38 OL471981 new species, BLASTx hits to RNA4 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA5 ArtV1 - - BBM96182 36.31 BBM96182 902/1066 36.31 OL471982 new species, BLASTx hits to RNA5 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWplant associated closterovirus 2 PaClV2 - - MH460557 67.04 0.7318% 663.59 MH460557 16522/17313 67.43 OL472075 new species, full genome assembled

SRR16552259  /  P48MIR20-SWSanxia tombus-like virus 7 STLV7 KX883177 90.40 - - 0.0029% 9.43 KX883177 4558/4557 90.57 OL472301 full genome assembled

SRR16552259  /  P48MIR20-SWErysiphe necator ourmia-like virus 82 EnOLV82 MN611610                93.19 - - 0.0004% 3.37 MN611610                - 93.19 - partial genome obtained (was not deposited)

SRR16552257  /  P49KOP20-ST

SRR16552257  /  P49KOP20-STolive latent virus 1 OLV1 MK376952 96.95 - - 0.0167% 85.19 MK376952 3669/3669 96.95 OL472229 full genome assembled

SRR16552257  /  P49KOP20-STtobacco necrosis virus A TNVA KX906928 96.68 - - 0.0097% 49.67 KX906928 3686/3686 90.43 - full genome but probable recombinant (was not deposited)

SRR16552256  /  P50.1KOP20-SW

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 90.90 0.0065% 9.58 NC_043389 7677/4018 90.90 OL472203 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA2 RWMV - - AF355430 88.21 AF355430 1839/263 88.97 OL472204 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.63 AY542957 1476/1063 91.88 OL472205 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 71.10 KY769704 1315/1315 71.10 OL472206 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 9.9625% 10050.06 JN560178 9055/8877 72.47 OL471964 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 JN560177 4714/4786 70.61 OL471965 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 AY686718 3407/2734 65.93 OL471966 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWLa Jolla virus LJV - - KP714073 98.69 0.0153% 26.75 KP714073 10253/9722 98.69 OL472185 full genome assembled

SRR16552256  /  P50.1KOP20-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.93 0.0012% 6.24 MN627473 3456/3506 89.93 OL472272 full genome assembled, possibly a divergent strain

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.24 0.0091% 51.98 MW648508 3147/3147 67.24 OL472282 new species, only 37%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 2 KNLV2 - - MT482496 69.61 0.0019% 10.31 MT482496 3195/3195 69.61 OL472288 new species, only 16%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 3 KNLV3 - - MK533155 64.75 0.0039% 20.17 MK533155 3482/3482 64.75 OL472289 new species, only 65%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 4 KNLV4 - - KX883237 68.24 0.0037% 19.02 KX883237 3459/3459 68.24 OL472290 new species, only 4%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWplant associated tombus-like virus 1 PaTLV1 - - MT317175 76.36 0.0017% 8.97 MT317175 3297/3360 76.36 OL472268 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.0012% 6.09 QED42936 3561/ - 31.15 OL472276 new species, has virga-like domains, BLASTx hit is shown

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA1 PaDPV2 - - MH898486 66.77 0.0288% 171.96 MH898486 1566/1590 66.77 OL472013 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA2 PaDPV2 - - MT159330 64.10 MT159330 1443/1410 64.10 OL472014 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SW

SRR16552256  /  P50.2KOP20-SWlettuce mosaic virus LMV - - KJ161185 92.65 2.3264% 3899.38 KJ161185 10065/10065 92.65 OL472136 full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 1 KTV1 - - MN428836 69.00 0.0171% 48.51 MN428836 5240/4999 69.00 OL472026 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 2 KTV2 - - KX882939 70.49 0.0145% 51.05 KX882939 4794/4958 70.49 OL472027 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated caulimovirus 1 PaCaV1 - - MH898523 68.12 2.2229% 3882.70 MH898523 9644/8026 68.12 OL472131 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated soymovirus 1 PaSoV1 - - X15828 68.91 0.4420% 779.22 X15828 9571/8178 68.91 OL472132 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 68.89 0.0741% 305.57 MH231181 3952/3867 68.89 OL472225 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated botourmia-like virus 2 PaBLV2 - - MN611580 70.17 0.0026% 17.47 MN611580 2227/2257 70.17 OL472279 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia geminivirus 1, partial genome CGV1 - - AF224760 73.85 0.0003% 4.47 AF224760 1208/2632 73.85 OL472025 new species, partial DNA-A (rep-encoding) genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0025% 73.29 not applicable 580/ - - OL472259 viroid-like circular RNA (putative new viroid species)

SRR16552253  /  P51.1SKO20-ST

SRR16552253  /  P51.1SKO20-STSouthern tomato virus STV MF422618 100.00 - - 0.0107% 63.04 MF422618 3438/3438 100.00 OL472001 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus Y PVY MN216357 99.05 - - 2.3761% 5040.00 MN216357 9525/9649 99.80 OL472159 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus S PVS MH937416 98.62 - - 1.7858% 4306.63 MH937416 8485/8485 98.62 OL472248 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA1 CMV D00356 99.40 - - 8.5781% 52083.05 D00356 3357/3357 98.89 OL472037 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA2 CMV HE793684 99.14 - - 4.2257% 28138.61 HE793684 3048/3050 98.85 OL472055 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.60 - - 22.0708% 204713.16 AJ517802 2203/2216 98.46 OL472046 full genome assembled

SRR16552253  /  P51.1SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 70.28 2.7331% 7418.50 MT454065 7501/7565 70.28 OL472239 new species, full genome assembled

SRR16552253  /  P51.1SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.14 0.0107% 523.78 MF543022 13423/14432 67.14 OL472114 new species, full genome assembled

SRR16552252  /  P51.2SKO20-ST

SRR16552252  /  P51.2SKO20-STSouthern tomato virus STV MF422618 99.97 - - 0.0209% 118.46 MF422618 3438/3438 100.00 OL471993 full genome assembled

SRR16552252  /  P51.2SKO20-STpotato virus Y PVY AB185833 96.78 - - 6.9756% 14070.72 AB185833 9699/9698 96.78 OL472160 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA1 TAV LC380669 99.59 - - 12.2690% 70227.26 LC380669 3412/3414 99.41 OL472069 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA2 TAV KF432414 98.39 - - 8.5030% 53640.10 KF432414 3070/3096 99.29 OL472070 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA3 TAV AJ277268 98.91 - - 11.6600% 95556.45 AJ277268 2385/2386 99.03 OL472071 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA1 CMV D00356 98.33 - - 2.5361% 14681.51 D00356 3357/3357 96.65 OL472038 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA2 CMV KC019300 95.22 - - 1.8205% 11652.00 KC019300 3007/3049 96.85 OL472056 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 96.91 - - 3.8116% 33588.51 AJ517802 2201/2216 99.18 OL472047 full genome assembled

SRR16552252  /  P51.2SKO20-STHenbane mosaic virus HMV MH779472 99.06 - - 0.7538% 1456.09 MH779472 10155/10127 99.06 OL472138 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 72.79 0.7931% 2027.14 NC_043088 7501/7565 72.79 OL472241 new species, full genome assembled

SRR16552252  /  P51.2SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 1.0702% 1555.31 MF543022 13453/14432 67.02 OL472113 new species, full genome assembled

SRR16552251  /  P52SKO20-SW

SRR16552251  /  P52SKO20-SWpotato virus Y PVY AJ890347 97.97 - - 2.3643% 3946.54 AJ890347 9677/9701 99.18 OL472165 full genome assembled

SRR16552251  /  P52SKO20-SWlettuce mosaic virus LMV - - KJ161185 85.25 1.1995% 1924.08 KJ161185 10079/10065 85.25 OL472137 full genome assembled, divergent strain

SRR16552251  /  P52SKO20-SWPicris betanucleorhabdovirus 1 PBRV1 - - OU015520 67.04 0.0573% 61.09 OU015520 15193/13719 67.04 OL472117 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA1 PaDPV3 - - NC_040483 68.35 0.0060% 30.08 NC_040483 1581/1569 68.35 OL472015 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA2 PaDPV3 - - MT159292 73.20 MT159292 1602/1418 73.20 OL472016 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA1 PaDPV4 - - MW546937 75.79 0.0014% 7.59 MW546937 1499/1583 75.79 OL472017 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA2 PaDPV4 - - MW546938 67.49 MW546938 1468/1459 67.49 OL472018 new species, full genome assembled

SRR16552248  /  P53.1KOR20-ST

SRR16552248  /  P53.1KOR20-STpotato virus Y PVY AB185833 97.59 - - 4.6472% 8651.54 AB185833 9698/9698 99.38 OL472152 full genome assembled

SRR16552248  /  P53.1KOR20-STpotato virus M PVM JX678982 97.19 - - 0.0082% 17.46 JX678982 8523/8523 97.19 OL472243 full genome assembled

SRR16552248  /  P53.1KOR20-STtomato mosaic virus ToMV MN267904 99.42 - - 0.0243% 68.07 MN267904 6383/6383 99.42 OL472102 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA1 CMV HE793684 99.08 - - 7.3644% 39461.92 HE793684 3359/3360 98.54 OL472033 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA2 CMV HF572915 98.49 - - 5.8783% 34691.12 HF572915 3046/3046 97.93 OL472051 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.51 - - 15.8069% 129494.19 AJ517802 2201/2216 98.51 OL472042 full genome assembled

SRR16552248  /  P53.1KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0050% 13.68 NC_032449 6552/6969 35.06 OL472107 new species, has virga-like domains (RdRP, CP), full genome

SRR16552247  /  P53.2KOR20-ST

SRR16552247  /  P53.2KOR20-STpotato virus Y PVY AB185833 96.11 - - 3.8621% 6080.61 AB185833 9698/9698 99.46 OL472153 full genome assembled

SRR16552247  /  P53.2KOR20-STpotato virus M PVM JX678982 97.19 - - 5.1725% 9268.55 JX678982 8523/8523 97.19 OL472245 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA1 CMV D00356 91.35 - - 4.0621% 18381.11 D00356 3358/3357 92.10 OL472034 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA2 CMV D00355 91.53 - - 1.7048% 8470.45 D00355 3048/3050 94.71 OL472052 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 89.03 - - 3.4026% 23276.95 AJ517802 2211/2216 91.70 OL472043 full genome assembled

SRR16552247  /  P53.2KOR20-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 7.38 MZ443622 1496/1506 71.17 OL472293 new species, best hit has only 41%  genome covered

SRR16552247  /  P53.2KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0067% 15.56 NC_032449 6552/6969 35.06 OL472108 new species, has virga-like domains (RdRP, CP), full genome

SRR16552246  /  P54KOR20-SW

SRR16552246  /  P54KOR20-SWbeet yellows virus BYV AF190581 97.72 - - 3.1094% 3407.77 AF190581 15469/15468 97.72 OL472076 full genome assembled

SRR16552246  /  P54KOR20-SWcarrot thin leaf virus CTLV MH170889 91.46 - - 0.3981% 710.56 MH170889 9490/9490 91.46 OL472135 full genome assembled

SRR16552246  /  P54KOR20-SWPastinaca umbravirus 1 PasUV1 - - LC434065 78.33 0.0147% 57.04 LC434065 4354/4193 78.33 OL472237 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 69.49 0.5793% 2452.04 MH231181 4006/3867 69.49 OL472226 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated waikavirus 2 PaWV2 - - KT238881 69.00 0.1458% 213.32 KT238881 11512/11649 69.00 OL472179 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated sequivirus 1 PaSV1 - - NC_038320 68.27 0.1177% 100.09 NC_038320 9988/9905 68.27 OL472180 new species, full genome assembled

SRR16552246  /  P54KOR20-SWMentha macluravirus 1 MenMV1 - - KP405232 67.44 3.0165% 6199.99 KP405232 8250/~8287 67.44 OL472141 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCirsium cytorhabdovirus 1 CCRV1 - - KY075646 69.04 0.0139% 22.26 KY075646 12216/13389 69.04 OL472122 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated viroid-like circular RNA 4 PaVCR4 not applicable - not applicable - 0.0175% 1081.50 not applicable 274/ - - OL472260 viroid-like circular RNA (putative new viroid species)

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.44 0.0180% 103.15 MF136436 2903/1867 77.44 OL472296 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 79.07 0.0031% 20.58 KX883211 2505/5082 79.07 OL472295 new species, only 3%  of genome covered by best hit

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 3 PTaR3 - - MF136436 72.04 0.0173% 116.79 MF136436 2515/1867 72.04 OL472299 new species, full genome assembled

SRR16552291  /  P55.1PLE20-ST

SRR16552291  /  P55.1PLE20-STpotato virus Y PVY MN216361 98.98 - - 0.9470% 2012.44 MN216361 9609/9609 99.82 OL472155 full genome assembled

SRR16552291  /  P55.1PLE20-STSouthern tomato virus STV MK948545 99.82 - - 0.0024% 14.32 MK948545 3436/3436 99.82 OL471997 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA1 CMV D00356 99.37 - - 9.6260% 58233.96 D00356 3361/3357 98.63 OL472035 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA2 CMV AJ517801 99.15 - - 7.6703% 51002.24 AJ517801 3055/3052 98.95 OL472053 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.19 - - 18.7449% 172075.53 AJ517802 2217/2216 99.19 OL472044 full genome assembled

SRR16552290  /  P55.2PLE20-ST

SRR16552290  /  P55.2PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0441% 215.41 KT852573 3438/3438 99.97 OL472005 full genome assembled

SRR16552290  /  P55.2PLE20-STpotato virus Y PVY DQ008213 99.62 - - 5.4331% 9517.27 DQ008213 9666/9666 99.63 OL472156 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 0.5646% 1074.24 KP008130 8913/8914 97.98 OL471946 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.47 - - 0.5083% 1805.31 KU179608 4766/4767 98.38 OL471947 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.01 - - 0.4960% 2864.77 DQ376178 2929/2927 99.62 OL471948 full genome assembled

SRR16552290  /  P55.2PLE20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - MK948541 99.00 23.1530% 29434.37 MK948541 13303/13320 96.35 OL472115 full genome assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 91.24 3.0891% 4266.95 NC_043389 7622/4018 91.24 OL472195 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA2 RWMV - - AF335430 88.00 AF335430 1787/263 88.17 OL472196 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.33 AY542957 1486/1063 92.33 OL472197 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 70.85 KY769704 1324/1381 71.85 OL472198 first full sequence of genome segment assembled

SRR16552289  /  P55.3PLE20-ST

SRR16552289  /  P55.3PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0940% 434.68 KT852573 3437/3438 99.97 OL471994 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus Y PVY MN216361 98.05 - - 17.1494% 28313.32 MN216361 9666/9666 98.93 OL472157 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus M PVM EU604672 93.55 - - 2.6925% 5039.69 EU604672 8523/8523 93.55 OL472244 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 6.4013% 11486.88 KP008130 8913/8914 97.98 OL471949 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.39 - - 4.1578% 13938.59 KU179608 4766/4767 96.39 OL471950 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.04 - - 4.1320% 22488.38 DQ376178 2927/2927 99.62 OL471951 full genome assembled

SRR16552288  /  P56PLE20-SW

SRR16552288  /  P56PLE20-SWAphis glycines virus 1 AGV1 - - KM015260 97.30 0.0076% 11.31 KM015260 8986/8680 98.97 OL472191 full genome assembled

SRR16552288  /  P56PLE20-SWRumex potyvirus 1 RumPV1 - - MK778804 71.15 3.9703% 5105.66 MK778804 10368/10068 71.15 OL472144 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.0557% 53.93 OU015520 13736/14421 66.38 OL472118 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum cytorhabdovirus 1 TCRV1 - - KM817650 65.25 0.0125% 12.09 KM817650 13781/13490 65.25 OL472125 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 2 PaSV2 - - MT559284 76.28 0.4589% 614.67 MT559284 9940/9795 76.28 OL472182 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 3 PaSV3 - - MT559283 75.59 0.4012% 523.38 MT559283 10227/9786 75.59 OL472184 new species, full genome assembled

SRR16552285  /  P57.1JUR20-ST

SRR16552285  /  P57.1JUR20-STpotato virus Y PVY MN216361 98.26 - - 0.2516% 402.50 MN216361 9609/9609 99.63 OL472149 full genome assembled

SRR16552285  /  P57.1JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 85.9657% 206944.04 MN267904 6383/6386 99.50 OL472097 full genome assembled

SRR16552284  /  P57.2JUR20-ST

SRR16552284  /  P57.2JUR20-STSouthern tomato virus STV LC487710 99.88 - - 0.0212% 124.39 LC487710 3438/3438 99.88 OL471995 full genome assembled

SRR16552284  /  P57.2JUR20-STpotato virus Y PVY JF927751 99.50 - - 0.6062% 1270.24 JF927751 9697/9697 99.45 OL472150 full genome assembled

SRR16552284  /  P57.2JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 90.9592% 289236.20 MN267904 6381/6386 99.50 OL472098 full genome assembled

SRR16552283  /  P58.1JUR20-SW

SRR16552283  /  P58.1JUR20-SWtomato mosaic virus ToMV MN267904 99.50 - - 1.6374% 3263.75 MN267904 6370/6383 99.50 OL472099 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 96.60 - - 5.7116% 20573.99 MN216370 3521/3445 96.60 OL472060 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 96.73 - - 1.6923% 7551.14 MN216373 2842/2757 96.73 OL472061 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.02 - - 8.9289% 49833.09 MN216376 2277/2242 98.02 OL472062 full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA1 PaDPV6 - - KX525268 83.90 0.1732% 707.56 KX525268 1593/1586 83.90 OL472023 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA2 PaDPV6 - - KY923704 72.36 KY923704 1512/1525 72.36 OL472024 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWNovo Mesto dicistrovirus 1 NMDV1 - - KX884398 67.63 0.0585% 74.11 KX884398 10055/9785 67.63 OL472188 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0135% 352.00 not applicable 580/ - - OL472262 viroid-like circular RNA (putative new viroid species)

SRR16552282  /  P58.2JUR20-SW

SRR16552282  /  P58.2JUR20-SWtomato mosaic virus ToMV MN267904 99.01 - - 0.0045% 9.28 MN267904 6345/6383 99.01 OL472100 full genome assembled

SRR16552282  /  P58.2JUR20-SWPlant associated alphaendornavirus 1 PaAEV1 - - LC500285 65.45 0.0983% 77.77 LC500285 14528/14878 65.45 OL472078 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.22 0.0038% 13.00 HQ677625 3895/3956 71.22 OL472223 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWNovo Mesto dicistrovirus 2 NMDV2 - - MT745591 80.82 0.0422% 43.76 MT745591 8897/8446 80.82 OL472189 new species, but only 45%  genome covered by best hit

SRR16552282  /  P58.2JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0016% 43.45 not applicable 580/ - - OL472261 viroid-like circular RNA (putative new viroid species)

SRR16552280  /  P59.1TUR20-ST

SRR16552280  /  P59.1TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1741% 824.26 MF422618 3438/3438 100.00 OL472003 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato mosaic virus ToMV MN267904 99.48 - - 0.0120% 30.62 MN267904 6345/6383 99.01 OL472103 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.99 - - 9.3851% 17240.41 KP008130 8913/8914 97.99 OL471952 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.07 - - 7.7732% 26697.40 KU179608 4766/4767 98.32 OL471953 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 6.1946% 34624.29 DQ376178 2926/2927 99.56 OL471954 full genome assembled

SRR16552280  /  P59.1TUR20-STHubei picorna-like virus 36 HuPiLV36 - - KX883970 99.22 0.1305% 214.72 KX883970 9951/9856 99.22 OL472186 full genome assembled

SRR16552280  /  P59.1TUR20-STNovo Mesto picornavirus 1 NMPV1 - - MH614316 71.28 0.0210% 33.59 MH614316 10189/- 71.28 OL472193 new species, but best hit covers only 10%  of the genome

SRR16552279  /  P59.2TUR20-ST

SRR16552279  /  P59.2TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1646% 824.26 MF422618 3438/3438 100.00 OL472000 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato mosaic virus ToMV MN267904 99.43 - - 0.0067% 18.05 MN267904 6383/6383 99.43 OL472104 full genome assembled

SRR16552279  /  P59.2TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.42 41.9384% 54539.21 KX636164 13313/13320 96.49 OL472124 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment L TSWV D10066 100.00 - - 2.7554% 5355.46 D10066 8813/8897 97.99 OL471955 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.27 - - 3.0355% 11030.08 KU179608 4766/4767 98.41 OL471956 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.91 - - 2.2612% 13373.55 DQ376178 2925/2927 99.52 OL471957 full genome assembled

SRR16552278  /  P59.3TUR20-ST

SRR16552278  /  P59.3TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0598% 359.49 MF422618 3438/3438 100.00 OL472002 full genome assembled

SRR16552278  /  P59.3TUR20-STpotato virus Y PVY - - AB185833 98.47 9.2900% 19495.54 AB185833 9726/9698 98.47 OL472164 full genome assembled, NTN strain

SRR16552278  /  P59.3TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.48 43.8871% 68474.03 KX636164 13313/13320 96.49 OL472110 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.9117% 4459.18 KP008130 8913/8914 97.98 OL471958 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.16 - - 1.5082% 6575.65 KU179608 4766/4767 98.41 OL471959 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.87 - - 1.4441% 10244.53 DQ376178 2926/2627 99.49 OL471960 full genome assembled

SRR16552277  /  P60TUR20-SW

SRR16552277  /  P60TUR20-SWwhite clover mosaic virus WCMV MN399741 96.37 - - 0.0049% 12.27 MN399741 5774/5774 96.39 OL472250 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.3634% 2204.07 KP008130 8913/8914 97.99 OL471961 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment M TSWV KU179608 96.37 - - 0.7429% 2235.94 KU179608 4766/4767 98.41 OL471962 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 1.5398% 7540.49 DQ376178 2925/2927 99.52 OL471963 full genome assembled

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A BLDVA - - NC_038560 91.00 0.0601% 105.72 NC_038560 8170/8174 91.00 OL472142 full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum viroid-like circular RNA 1 TVCR1 not applicable - not applicable - 0.0027% 86.14 not applicable 447/ - - OL472256 viroid-like circular RNA (putative new viroid species)

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A, divergent isolate BLDVA-divergent - - NC_038560 75.69 0.1074% 170.71 NC_038560 9047/8174 75.69 OL472143 divergent isolate, full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.1728% 180.41 OU015520 13680/14424 66.38 OL472121 new species, full genome assembled

SRR16552277  /  P60TUR20-SWNovo Mesto iflavirus 1 NMIV1 - - MK729664 76.74 0.0150% 24.55 MK729664 8849/8868 76.74 OL472192 new species, full genome assembled

SRR16552276  /  P61Pv-PK1  /  internal control

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1956% 254.20 MK948542 13903/13981 99.68 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5667% 698.89 MF281671 14240/14780 99.50 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0237% 28.43 NC_040558 7881/15205 88.90 - full genome assembled

SRR16552274  /  P62Pv-PK2  /  internal control

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1683% 154.27 MK948542 13901/13981 99.61 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4657% 405.61 MF281671 14224/14780 99.58 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0187% 15.83 NC_040558 7707/15205 88.41 - full genome assembled

cucumber mosaic virus, RNA1-3 CMV - - - - 0.0009% - - - - - possible sequencing crosstalk
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SRR16552271  /  P1.1BER19-ST

SRR16552271  /  P1.1BER19-STpotato virus Y PVY KX184817 99.69 - - 0.7087% 1745.64 KX184817 9709/9719 100.00 OL472145 full genome assembled

SRR16552271  /  P1.1BER19-STtomato mosaic virus ToMV MN267904 99.00 - - 93.7180% 351439.67 MN267904 6384/6383 99.00 OL472089 full genome assembled

SRR16552271  /  P1.1BER19-STsouthern tomato virus STV MN095716 96.00 - - 0.0003% 2.45 MN095716 - 96.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552270  /  P1.2BER19-ST

SRR16552270  /  P1.2BER19-STpotato virus Y PVY JF927761 99.80 - - 0.5200% 1209.20 JF927761 - 98.00 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552270  /  P1.2BER19-STtomato mosaic virus ToMV MN267904 99.42 - - 96.4897% 8246.41 MN267904 9684/9701 99.00 OL472090 full genome assembled

SRR16552270  /  P1.2BER19-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV KY706238 96.00 - - 0.6600% 1132.91 KY706238 13318/13319 99.00 MW366749 full genome assembled

SRR16552270  /  P1.2BER19-STtomato betanucleorhabdovirus 1 TBRV1 KM823531 66.80 - - 0.0106% 17.83 KM823531 13577/13188 66.80 OL472119 new species, full genome assembled

SRR16552235  /  P02BER19-AT

SRR16552235  /  P02BER19-ATtomato mosaic virus ToMV MN267904 99.40 - - 0.8000% 398.36 MN267904 6364/6383 99.40 OL472088 full genome assembled

SRR16552235  /  P02BER19-ATsouthern tomato virus STV MN216389 100.00 - - 0.0069% 6.41 MN216389 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552224  /  P3.1BER19-SW

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA1 CMV D00356 99.00 - - 0.1006% 441.58 D00356 3558/3557 98.70 OL472030 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA2 CMV AJ517801 99.00 - - 0.1017% 490.83 AJ517801 3052/3050 98.70 OL472048 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA3 CMV AJ517802 99.00 - - 0.2896% 1935.45 AJ517802 2216/2216 99.20 OL472039 full genome assembled

SRR16552224  /  P3.1BER19-SWtomato mosaic virus ToMV MN267904 97.74 - - 0.0141% 32.92 MN267904 6341/6383 99.40 OL472091 full genome assembled

SRR16552224  /  P3.1BER19-SWHubei polero-like virus 2 HuPLV2 KX882844 98.00 - - 0.4138% 1009.61 KX882844 6083/6083 99.10 OL472220 full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated alphaendornavirus 1 PaAEV1 MH182675 65.60 - - 0.0179% 18.35 MH182675 14445/14728 65.60 OL472077 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA1 PaDPV1 - - NC_038846 76.10 0.0091% 79.00 NC_038846 1555/1575 76.10 OL472010 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2a PaDPV1 - - MK731958 70.31 0.0076% 72.76 MK731958 1544/1583 70.31 OL472011 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2b PaDPV1 - - MK731957 64.88 0.0033% 32.11 MK731957 1510/1517 64.88 OL472012 new species, full genome assembled

SRR16552261  /  P3.2BER19-SW

SRR16552261  /  P3.2BER19-SWtomato mosaic virus ToMV MN267904 99.30 - - 0.0190% 38.68 MN267904 6383/6383 99.40 OL472092 full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated closterovirus 1 PaClV1 - - LC480248 65.80 0.0296% 29.22 LC480248 13177/15597 65.80 OL472072 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated waikavirus 1 PaWV1 - - NC_040586 67.00 0.0247% 29.23 NC_040586 11022/12313 67.04 OL472169 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWLjubljana dicistrovirus 1 LDV1 - - MH459180 67.00 0.0776% 114.32 MH459180 8841/8293 67.00 OL472194 new species, full genome assembled

SRR16552250  /  P04NGO19-AT

SRR16552250  /  P04NGO19-ATsouthern tomato virus STV MF422618 100.00 - - 0.0500% 180.61 MF422618 3414/3437 100.00 OL471986 full genome assembled

SRR16552250  /  P04NGO19-ATolive latent virus 1 OLV1 MK376952 98.00 - - 0.0022% 7.64 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.2140% 201.00 NC_043389 7622/4018 91.24 OL472207 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472208 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472209 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472210 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-ST

SRR16552286  /  P05NGO19-STsouthern tomato virus STV MF422618 100.00 - - 0.1073% 434.84 MF422618 3414/3437 100.00 OL471987 full genome assembled

SRR16552286  /  P05NGO19-STolive latent virus 1 OLV1 MK376952 97.70 - - 0.0040% 15.20 MK376952 3277/3699 98.00 - partial genome obtained (was not deposited)

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.1969% 231.00 NC_043389 7622/4018 91.24 OL472211 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472212 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472213 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472214 first full sequence of genome segment assembled

SRR16552275  /  P06NGO19-SW

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 88.30 1.7688% 3820.85 MN216350 5820/5771 88.27 OL472172 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 88.70 2.1729% 7952.26 MN216379 3435/3303 88.68 OL472173 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 97.90 0.0042% 16.34 MN627469 3198/3222 97.90 OL472267 full genome assembled

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR1 not applicable - not applicable - 0.0024% 55.03 not applicable 556/ - - OL472257 viroid-like circular RNA (putative new viroid species)

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR2 not applicable - not applicable - 0.0026% 65.88 not applicable 491/ - - OL472258 viroid-like circular RNA (putative new viroid species)

SRR16552273  /  P07BUK19-ST

SRR16552273  /  P07BUK19-STsouthern tomato virus STV KT85253 99.70 - - 0.0046% 23.56 KT85253 3364/3437 99.60 - partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus TBSV M21958 94.00 - - 0.0075% 2748.00 M21958 4755/4776 94.00 OL472233 full genome assembled

SRR16552273  /  P07BUK19-STLeveillula taurica-associated rhabdo-like virus LtaRLV1 MN609860 99.80 - - 0.0196% 24.94 MN609860 13978/14003 99.80 OL472123 full genome assembled

SRR16552273  /  P07BUK19-STolive latent virus 1 OLV1 MK376952 97.00 - - 0.0032% 15.26 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA L TBSV-satRNA-L FJ666076 90.70 - - 0.0001% 3.14 FJ666076 483/615 91.10 OL472255 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA B10 TBSV-satRNA-B10 AF022788 94.10 - - 0.0014% 41.41 AF022788 590/612 94.10 OL472254 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA C TBSV-satRNA-C AF022787 82.20 - - 0.0008% 16.96 AF022787 884/822 81.30 OL472253 new species, best hit covers only 55%  of the genome

SRR16552273  /  P07BUK19-STCymbidium ringspot virus satellite RNA CymRSV-satRNA D00720 94.81 - - 0.0008% 25.30 D00720 607/618 94.80 OL472252 full genome assembled

SRR16552272  /  P08BUK19-SW

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 82.60 1.3066% 2809.68 MN216350 5836/5771 82.63 OL472170 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 71.60 6.5586% 23566.87 MN216379 3386/3303 71.57 OL472171 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWHubei polero-like virus 2 HuPLV2 - - KX882844 97.40 0.5413% 1117.07 KX882844 6083/6083 97.40 OL472221 full genome assembled

SRR16552272  /  P08BUK19-SWPlantago potyvirus 1 PlaPV1 - - AF543212 73.60 0.9120% 1199.42 AF543212 9528/9797 73.60 OL472140 new species, full genome assembled

SRR16552269  /  P09KOP19-AT

SRR16552269  /  P09KOP19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0004% 1.82 MK376952 - 97.00 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-ST

SRR16552244  /  P10KOP19-STolive latent virus 1 OLV1 MK376952 95.78 - - 0.0037% 15.37 MK376952 - 95.66 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtobacco necrosis virus A TNVA KX906928 92.98 - - 0.0037% 15.84 KX906928 - 89.35 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STolive mild mosaic virus OMMV KX906929 92.63 - - 0.0043% 18.14 KX906929 - 94.10 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato mosaic virus ToMV MN267904 97.45 - - 0.0023% 5.45 MN267904 - 97.45 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato matilda virus TMaV MK517476 99.27 - - 0.0065% 11.81 MK517476 - 99.24 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.3633% 470.00 NC_043389 7622/4018 91.24 OL472199 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472200 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472201 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472202 first full sequence of genome segment assembled

SRR16552243  /  P11KOP19-SW

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.44 3.7889% 3780.22 JN560178 9024/8877 72.44 OL471967 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.77 2.6906% 4620.18 JN560177 5232/4786 70.77 OL471968 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.94 3.8029% 11629.66 AY686718 2887/2734 65.94 OL471969 new species, full genome assembled

SRR16552243  /  P11KOP19-SWplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0105% 15.00 NC_032449 6434/6969 35.06 OL472105 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0106% 14.29 MN627473 3489/3506 89.97 OL472271 full genome assembled, possibly a divergent strain

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0196% 48.65 MN035426 3586/3685 71.65 OL472274 new species, partial genome obtained 

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.2176% 538.75 QED42936 3627/ - 31.15 OL472275 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA1 EnaPV2 - - MN605492 99.54 0.0592% 175.42 MN605492 1723/1735 99.54 OL472008 full genome assembled

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA2 EnaPV2 - - MN605493 99.93 MN605493 1534/1557 99.93 OL472009 full genome assembled

SRR16552243  /  P11KOP19-SWPlasmopara viticola lesion associated monoambiguivirus 1 PvLAMV1 - - MN556995 96.59 0.2726% 396.98 MN556995 6159/6099 96.59 OL472280 full genome assembled

SRR16552243  /  P11KOP19-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.13 0.0336% 94.01 MW648508 3150/3115 67.13 OL472281 new species, best hit covers only 37%  of genome

SRR16552242  /  P12PAR19-AT

SRR16552242  /  P12PAR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0439% 129.88 MK948595 3436/3437 99.70 OL471989 full genome assembled

SRR16552242  /  P12PAR19-ATtobacco necrosis virus A TNVA KX906928 97.10 - - 0.0448% 124.06 KX906928 3684/3684 97.10 OL472227 full genome assembled

SRR16552242  /  P12PAR19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0229% 63.43 MK376952 3646/3669 96.20 OL472228 full genome assembled

SRR16552242  /  P12PAR19-ATolive mild mosaic virus OMMV KY769774 91.00 - - 0.0093% 25.35 KY769774 - 91.00 - partial genome obtained (was not deposited)

SRR16552242  /  P12PAR19-ATtomato albetovirus 1 TomAV1 - - L06057 74.01 0.0024% 19.35 L06057 1261/1239 74.01 OL472251 new species, full genome assembled

SRR16552242  /  P12PAR19-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.57 0.0303% 89.37 MN609858 3430/3314 69.57 OL472264 new species, full genome assembled

SRR16552241  /  P13PAR19-ST

SRR16552241  /  P13PAR19-STtomato mosaic virus ToMV MN267904 92.70 - - 0.0004% 1.31 MN267904 - 92.70 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0030% 6.50 MK517476 - 99.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 90.27 0.0071% 41.60 MN627469 3198/3222 90.27 OL472266 full genome assembled

SRR16552241  /  P13PAR19-STErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0093% 50.93 MN627473 3372/3506 89.97 OL472270 full genome assembled, possibly a divergent strain

SRR16552241  /  P13PAR19-STplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0079% 41.67 MN035426 3572/3685 71.65 OL472273 new species, has virga-like domains

SRR16552240  /  P14PAR19-SW

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 0.0306% 31.81 JN560178 9055/8877 72.47 OL471967 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 0.0712% 142.00 JN560177 4714/4786 70.61 OL471968 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 0.0636% 174.38 AY686718 3407/2734 65.93 OL471969 new species, full genome assembled

SRR16552239  /  P15.1BOL19-AT

SRR16552239  /  P15.1BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0145% 64.21 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552238  /  P15.2BOL19-AT

SRR16552238  /  P15.2BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0222% 78.51 MF422618 3413/3437 99.00 OL471983 full genome assembled

SRR16552237  /  P16BOL19-ST

SRR16552237  /  P16BOL19-STSouthern tomato virus STV MF422618 99.50 - - 0.0007% 5.51 MF422618 - 99.50 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0006% 2.04 MK517476 - 99.00 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA1 ToFBV MT434819 98.10 - - 0.0028% 13.74 MT434819 5767/5778 98.10 OL472087 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA2 ToFBV MT434820 98.80 - - 0.0010% 7.97 MT434820 3542/3610 98.80 OL472080 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA3 ToFBV MT434821 94.50 - - 0.0020% 20.08 MT434821 2756/2761 94.50 OL472081 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA4 ToFBV MT434822 95.60 - - 0.0009% 13.54 MT434822 1886/1900 95.60 OL472082 full genome assembled

SRR16552236  /  P17BOL19-SW

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.50 0.0088% 13.47 JN560178 8979/8877 72.50 OL471973 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 71.92 0.0289% 79.32 JN560177 4758/4786 71.92 OL471974 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.75 0.0236% 89.29 AY686718 3463/2734 65.75 OL471975 new species, full genome assembled

SRR16552236  /  P17BOL19-SWPlantago tobamovirus 1 PTV1 - - GQ401365 86.22 18.5267% 174.38 GQ401365 6295/6311 86.22 OL472109 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 1 PaPoV1 - - KT868949 76.87 0.1962% 448.83 KT868949 6025/6017 76.87 OL472217 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 2 PaPoV2 - - KR706247 73.27 0.0640% 155.67 KR706247 5669/5643 73.27 OL472218 new species, full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA1 ToFBV MT434819 98.15 - - 0.1904% 450.19 MT434819 5811/5811 98.15 OL472083 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA2 ToFBV MT434820 98.72 - - 0.0574% 217.18 MT434820 3629/3643 98.72 OL472084 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA3 ToFBV MT434821 99.37 - - 0.3069% 1470.54 MT434821 2872/2872 99.37 OL472085 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA4 ToFBV MT434822 99.64 - - 0.1122% 790.85 MT434822 1945/1946 99.64 OL472086 full genome assembled

SRR16552236  /  P17BOL19-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 73.24 48.4527% 167483.71 HQ677625 3933/3933 73.24 OL472224 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.10 0.0109% 50.22 MW546937 1512/1583 76.10 OL472019 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 65.92 MW546938 1471/1459 65.92 OL472020 new species, full genome assembled

SRR16552234  /  P18POR19-ST

SRR16552234  /  P18POR19-STSouthern tomato virus STV MK610257 98.00 - - 0.0103% 52.88 MK610257 - 98.00 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STolive latent virus 1 OLV1 DQ083996 95.60 - - 0.0019% 9.03 DQ083996 - 95.69 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STtomato matilda virus TMaV MK517476 99.70 - - 0.8361% 1718.93 MK517476 8653/8653 99.71 OL472166 full genome assembled

SRR16552234  /  P18POR19-STAphis glycines virus 1 AGV1 - - KM015260 97.33 0.1987% 393.70 KM015260 8983/8680 97.33 OL472190 full genome assembled

SRR16552234  /  P18POR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.64 0.1349% 533.68 MN609862 4483/4289 99.64 OL472283 2 sequences (MN609862-63) map to the assembled contig

SRR16552234  /  P18POR19-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 73.90 0.0017% 51.66 MZ443622 1500/1506 73.90 OL472291 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.72 0.0100% 20.06 MN609858 3427/3314 69.72 OL472265 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated virga-like virus 1 TaVLV1 - - no good hit - 0.1377% 459.02 no good hit 5277/ - - OL472265 new species, full genome assembled

SRR16552233  /  P19POR19-AT

SRR16552233  /  P19POR19-ATSouthern tomato virus STV MK610257 100.00 - - 0.0019% 5.47 MK610257 - 100.00 - partial genome obtained (was not deposited)

SRR16552233  /  P19POR19-ATtomato matilda virus TMaV MK517476 99.68 - - 0.0774% 90.03 MK517476 8656/8653 99.68 OL472167 full genome assembled

SRR16552233  /  P19POR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.36 0.0665% 148.27 MN609862 4483/4289 99.36 OL472284 2 sequences (MN609862-63) map to the assembled contig

SRR16552232  /  P20POR19-SW

SRR16552232  /  P20POR19-SWcarrot thin leaf virus CTLV - - MH170889 91.73 7.4399% 10282.14 MH170889 9534/9490 91.73 OL472133 full genome assembled

SRR16552232  /  P20POR19-SWbarley virus G BVG - - KT962089 97.99 0.3173% 748.49 KT962089 5584/5620 97.99 OL472215 full genome assembled

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 98.68 - - 0.0012% 4.73 MN216370 - 98.68 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 95.31 - - 0.0007% 3.16 MN216373 - 95.31 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.20 - - 0.0016% 9.05 MN216376 - 98.20 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWplant associated polerovirus 3 PaPoV3 - - GU327735 76.13 1.5439% 3345.45 GU327735 6009/5803 76.13 OL472219 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca potexvirus 1 PasPV1 - - LC460456 67.27 0.5653% 1262.61 LC460456 5896/5964 67.27 OL472238 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca cytorhabdovirus 1 PaCRV1 - - MH898500 67.04 0.0249% 25.05 MH898500 13072/14419 67.04 OL472112 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca umbravirus 1 PasUV1 - - LC434065 77.80 0.2817% 849.71 LC434065 4368/4193 77.80 OL472236 new species, full genome assembled

SRR16552232  /  P20POR19-SWPicris umbravirus 1 PicUV1 - - KT946712 80.00 1.8046% 5437.68 KT946712 4357/4196 80.00 OL472232 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.74 0.2362% 1049.28 MF136436 2962/1867 77.74 OL472298 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 82.05 0.0049% 25.46 KX883211 2524/5082 82.05 OL472297 new species, full genome assembled

SRR16552231  /  P21KOR19-AT

SRR16552231  /  P21KOR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0184% 95.18 MK948595 3408/3437 99.60 OL471984 full genome assembled

SRR16552231  /  P21KOR19-ATtomato matilda virus TMaV MK517476 99.70 - - 0.0440% 43.74 MK517476 8657/8653 99.70 OL472168 full genome assembled

SRR16552231  /  P21KOR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.39 0.0157% 29.93 MN609862 4430/4289 99.39 OL472285 2 sequences (MN609862-63) map to the assembled contig

SRR16552230  /  P22KOR19-ST

SRR16552230  /  P22KOR19-STSouthern tomato virus STV MK948595 99.60 - - 0.0193% 129.97 MK948595 3412/3437 99.60 OL471990 full genome assembled

SRR16552230  /  P22KOR19-STtomato mosaic virus ToMV MN267904 99.37 - - 0.0096% 35.20 MN267904 6383/6383 99.37 OL472101 full genome assembled

SRR16552230  /  P22KOR19-STtomato matilda virus TMaV MK517476 99.73 - - 0.0193% 99.25 MK517476 8562/8653 99.73 OL472177 full genome assembled

SRR16552230  /  P22KOR19-STolive latent virus 1 OLV1 MK376952 100.00 - - 0.0009% 6.54 MK376952 - 100.00 - partial genome obtained (was not deposited)

SRR16552230  /  P22KOR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0058% 29.93 MN609862 4483/4289 99.38 OL472286 2 sequences (MN609862-63) map to the assembled contig

SRR16552229  /  P23KOR19-SW

SRR16552229  /  P23KOR19-SWcarrot thin leaf virus CTLV MH170889 92.00 - - 1.2444% 1303.84 MH170889 9471/9490 91.00 OL472134 full genome assembled

SRR16552229  /  P23KOR19-SWKoper picorna-like virus 1 KPLV1 - - MN714669 73.59 0.0038% 9.81 MN714669 5151/9979 73.59 OL472294 new species, full genome assembled

SRR16552229  /  P23KOR19-SWKoper totivirus 3 KTV3 - - MK279493 62.51 0.0055% 14.63 MK279493 4988/5174 62.51 OL472029 new species, full genome assembled

SRR16552229  /  P23KOR19-SWplant associated botourmia-like virus 1 PaBLV1 - - MN532659 73.49 0.0063% 36.22 MN532659 2300/2339 73.49 OL472278 new species, full genome assembled

SRR16552228  /  P29Pv19-PK2  /  internal control

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1532% 214.50 MK948542 13901/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5200% 685.33 MF281671 14417/14780 98.91 - partial genome obtained, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0217% 27.58 NC_040558 8831/15205 88.05 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1  /  internal control

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1448% 214.50 MK948542 13900/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4340% 392.52 MF281671 14168/14780 99.59 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0185% 16.33 NC_040558 7633/15205 87.83 - partial genome obtained, not deposited (internal control)

SRR16552226  /  P31BER20-AT

SRR16552226  /  P31BER20-ATSouthern tomato virus STV MF422618 99.70 - - 0.0017% 8.48 MF422618 3438/3438 99.70 - full genome assembled (was not deposited)

SRR16552221  /  P32STR20-AT

SRR16552221  /  P32STR20-ATpotato virus Y PVY AB185833 96.08 - - 5.6002% 9230.31 AB185833 9688/9698 99.47 OL472161 full genome assembled

SRR16552221  /  P32STR20-ATpotato virus S PVS MH937416 98.74 - - 1.3352% 2515.60 MH937416 8477/8485 98.74 OL472247 full genome assembled

SRR16552221  /  P32STR20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 0.0064% 7.67 MF543022 13414/14432 67.02 OL472129 new species, full genome assembled

SRR16552265  /  P33BOL20-AT

SRR16552265  /  P33BOL20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MH323437 67.40 0.2493% 295.17 MH323437 13436/13546 70.05 OL472116 new species, full genome assembled

SRR16552265  /  P33BOL20-ATSouthern tomato virus STV MK948545 100.00 - - 0.0032% 14.75 MK948545 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-AT

SRR16552262  /  P34MIR20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0042% 11.41 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 1 TIV1 - - NC_039075 69.57 0.0441% 212.82 NC_039075 3392/3378 69.57 OL472057 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 2 TIV1 - - KY695013 74.03 0.0839% 481.15 KY695013 2866/2931 74.03 OL472058 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 3 TIV1 - - KY695014 67.27 0.1392% 1048.57 KY695014 2181/2296 67.27 OL472059 new species, full genome assembled

SRR16552258  /  P35KOP20-AT

SRR16552258  /  P35KOP20-ATSouthern tomato virus STV MK610257 99.97 - - 0.0110% 41.24 MK610257 3414/3414 99.97 OL471998 full genome assembled

SRR16552258  /  P35KOP20-ATolive latent virus 1 OLV1 MK376952 96.32 - - 0.0027% 9.49 MK376952 - 96.34 - full genome assembled (was not deposited, possible recombinant)

SRR16552258  /  P35KOP20-ATErysiphe necator ourmia-like virus 82 EnOLV82 MN611610 96.15 - - 0.0009% 4.90 MN611610 2627/2859 93.19 OL472300 full genome assembled

SRR16552254  /  P36SKO20-AT

SRR16552254  /  P36SKO20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0134% 62.18 MF422618 - 100.00 - full genome assembled

SRR16552254  /  P36SKO20-ATpotato virus Y PVY AB185833 97.77 - - 14.7054% 24495.49 AB185833 9698/9698 99.49 OL472158 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA1 CMV D00356 100.00 - - 2.6547% 12692.24 D00356 3357/3357 98.90 OL472036 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA2 CMV KC019300 96.98 - - 5.0193% 12010.42 KC019300 3048/3049 96.81 OL472054 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA3 CMV AJ517802 99.14 - - 2.6547% 36466.12 AJ517802 2215/2216 99.17 OL472045 full genome assembled

SRR16552254  /  P36SKO20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.82 1.7041% 2040.29 MF543022 13453/14432 67.82 OL472120 new species, full genome assembled

SRR16552249  /  P37KOR20-AT

SRR16552249  /  P37KOR20-ATpotato virus Y PVY AB185833 97.06 - - 5.6244% 10169.76 AB185833 9698/9698 99.44 OL472151 full genome assembled

SRR16552249  /  P37KOR20-ATpotato virus M PVM JX678982 97.02 - - 1.8675% 3843.19 JX678982 8523/8523 97.02 OL472242 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA1 CMV HE962478 94.62 - - 1.9706% 10237.36 HE962478 3359/3358 94.02 OL472032 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA2 CMV MG021461 96.28 - - 1.7648% 10088.19 MG021461 3055/3050 96.58 OL472050 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA3 CMV AJ517802 98.87 - - 3.8745% 30600.28 AJ517802 2216/2216 99.07 OL472041 full genome assembled

SRR16552249  /  P37KOR20-ATplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0045% 11.98 NC_032449 6552/6969 35.06 OL472106 new species, has virga-like domains (RdRP,CP), full genome

SRR16552249  /  P37KOR20-ATtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 8.32 MZ443622 1494/1506 71.17 OL472292 new species, best hit has only 41%  genome covered

SRR16552245  /  P38PLE20-AT

SRR16552245  /  P38PLE20-ATpotato virus Y PVY MN216361 98.18 - - 41.6262% 85069.36 MN216361 9609/9609 99.85 OL472154 full genome assembled

SRR16552245  /  P38PLE20-ATSouthern tomato virus STV MK948545 99.82 - - 0.0210% 119.29 MK948545 3436/3436 99.82 OL472006 full genome assembled

SRR16552245  /  P38PLE20-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 70.00 0.0030% 16.98 MN609858 3430/3314 70.00 OL472263 new species, full genome assembled

SRR16552245  /  P38PLE20-ATErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 95.89 0.0008% 4.99 MN627469 - 95.89 - low read coverage, partial genome obtained (was not deposited)

SRR16552287  /  P39JUR20-AT

SRR16552287  /  P39JUR20-ATtomato mosaic virus ToMV MN267904 99.50 - - 0.0807% 201.46 MN267904 6383/6386 99.50 OL472096 full genome assembled

SRR16552287  /  P39JUR20-ATpotato virus Y PVY - - KX184847 99.79 0.0444% 72.91 KX184847 9719/9719 99.79 OL472148 full genome assembled

SRR16552287  /  P39JUR20-ATHubei picorna-like virus 36 HuPiLV36 KX883970 99.06 - - 0.0171% 27.34 KX883970 9977/9856 99.06 OL472187 full genome assembled

SRR16552281  /  P40TUR20-AT

SRR16552281  /  P40TUR20-ATtomato mosaic virus ToMV MN267904 97.75 - - 0.0026% 5.70 MN267904 - 97.75 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATolive latent virus 1 OLV1 MK376952 96.91 - - 0.0006% 1.65 MK376952 - 96.91 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATSouthern tomato virus STV MK610257 100.00 - - 0.0008% 3.12 MK610257 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552225  /  P41.1BER20-ST

SRR16552225  /  P41.1BER20-STpotato virus Y PVY JF927755 97.68 - - 4.2245% 8824.20 JF927755 9689/9697 99.30 OL472146 full genome assembled

SRR16552225  /  P41.1BER20-STtomato mosaic virus ToMV MN267904 99.50 - - 0.0035% 10.98 MN267904  6383/6383 99.40 OL472093 full genome assembled

SRR16552225  /  P41.1BER20-STSouthern tomato virus STV KT438549 99.50 - - 0.0092% 53.70 KT438549 3411/3463 99.36 OL471992 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA1 CMV D00356 99.11 - - 29.3895% 177136.45 D00356 3357/3360 99.11 OL472031 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA2 CMV D00355 99.08 - - 20.9980% 139195.19 D00355 3045/3048 99.08 OL472049 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.64 - - 24.1833% 220717.27 AJ517802 2215/2216 99.64 OL472040 full genome assembled

SRR16552223  /  P41.2BER20-ST

SRR16552223  /  P41.2BER20-STpotato virus Y PVY AB185833 96.16 - - 0.5191% 1012.95 AB185833 9687/9698 99.01 OL472147 full genome assembled

SRR16552223  /  P41.2BER20-STpotato virus M PVM JX678982 96.83 - - 0.4948% 1098.02 JX678982 8507/8523 96.83 OL472246 full genome assembled

SRR16552223  /  P41.2BER20-STtomato mosaic virus ToMV MN267904 99.44 - - 31.4357% 177136.45 MN267904  6383/6383 99.40 OL472094 full genome assembled

SRR16552222  /  P42BER20-SW

SRR16552222  /  P42BER20-SWtomato mosaic virus ToMV MN267904 99.44 - - 19.2552% 21122.12 MN267904  6381/6383 99.44 OL472095 full genome assembled

SRR16552222  /  P42BER20-SWplant associated tombus-like virus 2 PaTLV2 - - MT317175 76.36 0.0099% 41.43 MT317175 3297/3360 76.36 OL472269 new species, full genome assembled

SRR16552268  /  P43.1STR20-ST

SRR16552268  /  P43.1STR20-STSouthern tomato virus STV MK610257 100.00 - - 0.0099% 52.82 MK610257 3413/3414 100.00 OL471996 full genome assembled

SRR16552268  /  P43.1STR20-STpotato virus Y PVY KY847961 99.68 - - 12.6303% 24095.87 KY847961 9628/9630 99.68 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato bushy stunt virus TBSV M21958 94.97 - - 0.0094% 36.06 M21958 4778/4776 95.61 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato alphanucleorhabdovirus 1 TARV1 - - KC905081 75.20 7.0251% 9626.99 KC905081 13406/13154 75.20 OL472234 new species, full genome assembled

SRR16552268  /  P43.1STR20-STtomato matilda virus TMaV MK517476 99.75 - - 0.0054% 11.54 MK517476 8653/8653 99.79 OL472174 full genome assembled

SRR16552267  /  P43.2STR20-ST

SRR16552267  /  P43.2STR20-STSouthern tomato virus STV KT852573 99.82 - - 0.0160% 70.06 KT852573 3438/3438 99.82 OL472004 full genome assembled

SRR16552267  /  P43.2STR20-STeggplant mottle dwarf virus EMDV LN680656 94.63 - - 14.9232% 17362.84 LN680656 13097/13100 94.63 OL472111 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus Y PVY JF927760 99.27 - - 6.2712% 9857.20 JF927760 9690/9697 99.45 OL472163 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus S PVS MH937416 98.62 - - 0.3527% 633.50 MH937416 8485/8485 98.62 OL472249 full genome assembled

SRR16552267  /  P43.2STR20-STtomato matilda virus TMaV MK517476 99.78 - - 0.0158% 27.81 MK517476 8653/8653 99.78 OL472178 full genome assembled

SRR16552267  /  P43.2STR20-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0057% 19.47 MN609862 4483/4289 99.38 OL472287 2 sequences (MN609862-63) map to the assembled contig

SRR16552266  /  P44STR20-SW

SRR16552266  /  P44STR20-SWwatermelon mosaic virus WMV MN914158 99.49 - - 14.5047% 119818.52 MN914158 10040/10040 99.47 OL472139 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA1 PSV LC380687 97.52 - - 14.1287% 57575.88 LC380687 3347/3354 97.10 OL472066 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA2 PSV LC380688 97.35 - - 10.4424% 48511.80 LC380688 2940/2943 97.15 OL472067 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA3 PSV LC380680 97.35 - - 22.2985% 139685.41 LC380680 2185/2185 98.81 OL472068 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA1 BBWV1 MN216350 90.78 - - 0.0275% 65.29 MN216350 5766/5771 91.68 OL472175 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA2 BBWV1 MN216379 88.91 - - 0.0227% 92.84 MN216379 3341/3303 88.67 OL472176 full genome assembled

SRR16552264  /  P45BOL20-ST

SRR16552264  /  P45BOL20-STSouthern tomato virus STV MF422618 100.00 - - 0.0275% 134.33 MF422618 3415/3438 100.00 OL472007 full genome assembled

SRR16552264  /  P45BOL20-STtomato associated alphaendornavirus 1 TaAEV1 - - MH094752 75.83 0.0108% 15.64 MH094752 11692/11683 75.83 OL472079 new species, full genome assembled

SRR16552264  /  P45BOL20-STErysiphales associated totivirus 24 EaTV24 MN628271 99.74 - - 0.0047% 14.76 MN628271 5400/5400 99.76 OL472028 full genome assembled

SRR16552263  /  P46BOL20-SW

SRR16552263  /  P46BOL20-SWplant associated polerovirus 1 PaPoV1 - - KT868949 74.87 0.0042% 11.41 KT868949 6025/6017 74.35 OL472216 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris umbravirus 1 PicUV1 - - KT946712 79.97 0.0904% 337.69 KT946712 4411/4196 79.97 OL472231 new species, full genome assembled

SRR16552263  /  P46BOL20-SWConvolvulus aureusvirus 1 ConAV1 - - MG967280 76.28 0.0299% 73.22 MG967280 4448/4512 76.28 OL472230 new species, full genome assembled

SRR16552263  /  P46BOL20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.27 34.2071% 143655.86 HQ677625 3866/3965 71.27 OL472222 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA1 PrVI - - MW579753 97.49 0.0258% 1213.06 MW579753 3444/3470 97.49 OL472063 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA2 PrVI - - MW579754 97.95 0.0416% 156.76 MW579754 2947/2876 97.95 OL472064 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA3 PrVI - - MW579755 95.11 0.0299% 436.64 MW579755 2222/2249 95.11 OL472065 full genome assembled

SRR16552263  /  P46BOL20-SWPicris betanucleorhabdovirus 1 PBRV1 - - BK014301 67.93 0.0112% 12.02 BK014301 15193/13719 67.93 OL472130 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, L segment PiCRV1 - - MT952336 72.33 0.0434% 110.00 MT952336 6548/ - 72.33 OL472127 new species, putatively  bisegmented, best hit covered only  2%  of genome

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, N segment PiCRV1 - - CP048848 80.00 0.0345% 156.95 CP048848 3622/ - 80.00 OL472128 new species, putatively  bisegmented, best hit covered only  1%  of genome

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA1 PaCrV1 - - MW892835 70.88 0.0228% 58.11 MW892835 7823/8637 70.88 OL472073 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA2 PaCrV1 - - KT069221 73.99 0.0516% 120.07 KT069221 7876/8210 73.99 OL472074 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.03 0.0100% 52.35 MW546937 1499/1583 76.03 OL472021 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 66.34 MW546938 1503/1459 66.34 OL472022 new species, full genome assembled

SRR16552260  /  P47MIR20-ST

SRR16552260  /  P47MIR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0135% 64.14 MF422618 3438/3438 100.00 OL471999 full genome assembled

SRR16552260  /  P47MIR20-STpotato virus Y PVY KX184817 99.55 - - 5.7688% 9848.89 KX184817 - 99.55 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment L TaBLV1 - - ATP79731 30.13 0.0144% 18.79 ATP79731 7864/8911 30.13 OL471976 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment M TaBLV1 - - QNT38480 23.86 QNT38480 4910/4955 23.86 OL471977 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552259  /  P48MIR20-SW

SRR16552259  /  P48MIR20-SWSoybean dwarf virus SbDV JN674402 94.55 - - 0.0661% 168.46 JN674402 5860/5862 94.57 OL472235 full genome assembled

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA1 ArtV1 - - BBM96177 45.01 0.0361% 42.98 BBM96177 7249/ 7291 45.01 OL471978 new species, BLASTx hits to RNA1 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA2 ArtV1 - - BBM96178 32.52 BBM96178 2057/2092 32.52 OL471979 new species, BLASTx hits to RNA2 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA3 ArtV1 - - BBM96179 39.56 BBM96179 1088/1080 39.56 OL471980 new species, BLASTx hits to RNA3 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA4 ArtV1 - - BBM96181 45.38 BBM96181 1325/1294 45.38 OL471981 new species, BLASTx hits to RNA4 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA5 ArtV1 - - BBM96182 36.31 BBM96182 902/1066 36.31 OL471982 new species, BLASTx hits to RNA5 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWplant associated closterovirus 2 PaClV2 - - MH460557 67.04 0.7318% 663.59 MH460557 16522/17313 67.43 OL472075 new species, full genome assembled

SRR16552259  /  P48MIR20-SWSanxia tombus-like virus 7 STLV7 KX883177 90.40 - - 0.0029% 9.43 KX883177 4558/4557 90.57 OL472301 full genome assembled

SRR16552259  /  P48MIR20-SWErysiphe necator ourmia-like virus 82 EnOLV82 MN611610                93.19 - - 0.0004% 3.37 MN611610                - 93.19 - partial genome obtained (was not deposited)

SRR16552257  /  P49KOP20-ST

SRR16552257  /  P49KOP20-STolive latent virus 1 OLV1 MK376952 96.95 - - 0.0167% 85.19 MK376952 3669/3669 96.95 OL472229 full genome assembled

SRR16552257  /  P49KOP20-STtobacco necrosis virus A TNVA KX906928 96.68 - - 0.0097% 49.67 KX906928 3686/3686 90.43 - full genome but probable recombinant (was not deposited)

SRR16552256  /  P50.1KOP20-SW

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 90.90 0.0065% 9.58 NC_043389 7677/4018 90.90 OL472203 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA2 RWMV - - AF355430 88.21 AF355430 1839/263 88.97 OL472204 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.63 AY542957 1476/1063 91.88 OL472205 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 71.10 KY769704 1315/1315 71.10 OL472206 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 9.9625% 10050.06 JN560178 9055/8877 72.47 OL471964 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 JN560177 4714/4786 70.61 OL471965 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 AY686718 3407/2734 65.93 OL471966 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWLa Jolla virus LJV - - KP714073 98.69 0.0153% 26.75 KP714073 10253/9722 98.69 OL472185 full genome assembled

SRR16552256  /  P50.1KOP20-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.93 0.0012% 6.24 MN627473 3456/3506 89.93 OL472272 full genome assembled, possibly a divergent strain

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.24 0.0091% 51.98 MW648508 3147/3147 67.24 OL472282 new species, only 37%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 2 KNLV2 - - MT482496 69.61 0.0019% 10.31 MT482496 3195/3195 69.61 OL472288 new species, only 16%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 3 KNLV3 - - MK533155 64.75 0.0039% 20.17 MK533155 3482/3482 64.75 OL472289 new species, only 65%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 4 KNLV4 - - KX883237 68.24 0.0037% 19.02 KX883237 3459/3459 68.24 OL472290 new species, only 4%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWplant associated tombus-like virus 1 PaTLV1 - - MT317175 76.36 0.0017% 8.97 MT317175 3297/3360 76.36 OL472268 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.0012% 6.09 QED42936 3561/ - 31.15 OL472276 new species, has virga-like domains, BLASTx hit is shown

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA1 PaDPV2 - - MH898486 66.77 0.0288% 171.96 MH898486 1566/1590 66.77 OL472013 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA2 PaDPV2 - - MT159330 64.10 MT159330 1443/1410 64.10 OL472014 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SW

SRR16552256  /  P50.2KOP20-SWlettuce mosaic virus LMV - - KJ161185 92.65 2.3264% 3899.38 KJ161185 10065/10065 92.65 OL472136 full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 1 KTV1 - - MN428836 69.00 0.0171% 48.51 MN428836 5240/4999 69.00 OL472026 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 2 KTV2 - - KX882939 70.49 0.0145% 51.05 KX882939 4794/4958 70.49 OL472027 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated caulimovirus 1 PaCaV1 - - MH898523 68.12 2.2229% 3882.70 MH898523 9644/8026 68.12 OL472131 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated soymovirus 1 PaSoV1 - - X15828 68.91 0.4420% 779.22 X15828 9571/8178 68.91 OL472132 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 68.89 0.0741% 305.57 MH231181 3952/3867 68.89 OL472225 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated botourmia-like virus 2 PaBLV2 - - MN611580 70.17 0.0026% 17.47 MN611580 2227/2257 70.17 OL472279 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia geminivirus 1, partial genome CGV1 - - AF224760 73.85 0.0003% 4.47 AF224760 1208/2632 73.85 OL472025 new species, partial DNA-A (rep-encoding) genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0025% 73.29 not applicable 580/ - - OL472259 viroid-like circular RNA (putative new viroid species)

SRR16552253  /  P51.1SKO20-ST

SRR16552253  /  P51.1SKO20-STSouthern tomato virus STV MF422618 100.00 - - 0.0107% 63.04 MF422618 3438/3438 100.00 OL472001 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus Y PVY MN216357 99.05 - - 2.3761% 5040.00 MN216357 9525/9649 99.80 OL472159 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus S PVS MH937416 98.62 - - 1.7858% 4306.63 MH937416 8485/8485 98.62 OL472248 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA1 CMV D00356 99.40 - - 8.5781% 52083.05 D00356 3357/3357 98.89 OL472037 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA2 CMV HE793684 99.14 - - 4.2257% 28138.61 HE793684 3048/3050 98.85 OL472055 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.60 - - 22.0708% 204713.16 AJ517802 2203/2216 98.46 OL472046 full genome assembled

SRR16552253  /  P51.1SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 70.28 2.7331% 7418.50 MT454065 7501/7565 70.28 OL472239 new species, full genome assembled

SRR16552253  /  P51.1SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.14 0.0107% 523.78 MF543022 13423/14432 67.14 OL472114 new species, full genome assembled

SRR16552252  /  P51.2SKO20-ST

SRR16552252  /  P51.2SKO20-STSouthern tomato virus STV MF422618 99.97 - - 0.0209% 118.46 MF422618 3438/3438 100.00 OL471993 full genome assembled

SRR16552252  /  P51.2SKO20-STpotato virus Y PVY AB185833 96.78 - - 6.9756% 14070.72 AB185833 9699/9698 96.78 OL472160 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA1 TAV LC380669 99.59 - - 12.2690% 70227.26 LC380669 3412/3414 99.41 OL472069 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA2 TAV KF432414 98.39 - - 8.5030% 53640.10 KF432414 3070/3096 99.29 OL472070 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA3 TAV AJ277268 98.91 - - 11.6600% 95556.45 AJ277268 2385/2386 99.03 OL472071 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA1 CMV D00356 98.33 - - 2.5361% 14681.51 D00356 3357/3357 96.65 OL472038 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA2 CMV KC019300 95.22 - - 1.8205% 11652.00 KC019300 3007/3049 96.85 OL472056 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 96.91 - - 3.8116% 33588.51 AJ517802 2201/2216 99.18 OL472047 full genome assembled

SRR16552252  /  P51.2SKO20-STHenbane mosaic virus HMV MH779472 99.06 - - 0.7538% 1456.09 MH779472 10155/10127 99.06 OL472138 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 72.79 0.7931% 2027.14 NC_043088 7501/7565 72.79 OL472241 new species, full genome assembled

SRR16552252  /  P51.2SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 1.0702% 1555.31 MF543022 13453/14432 67.02 OL472113 new species, full genome assembled

SRR16552251  /  P52SKO20-SW

SRR16552251  /  P52SKO20-SWpotato virus Y PVY AJ890347 97.97 - - 2.3643% 3946.54 AJ890347 9677/9701 99.18 OL472165 full genome assembled

SRR16552251  /  P52SKO20-SWlettuce mosaic virus LMV - - KJ161185 85.25 1.1995% 1924.08 KJ161185 10079/10065 85.25 OL472137 full genome assembled, divergent strain

SRR16552251  /  P52SKO20-SWPicris betanucleorhabdovirus 1 PBRV1 - - OU015520 67.04 0.0573% 61.09 OU015520 15193/13719 67.04 OL472117 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA1 PaDPV3 - - NC_040483 68.35 0.0060% 30.08 NC_040483 1581/1569 68.35 OL472015 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA2 PaDPV3 - - MT159292 73.20 MT159292 1602/1418 73.20 OL472016 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA1 PaDPV4 - - MW546937 75.79 0.0014% 7.59 MW546937 1499/1583 75.79 OL472017 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA2 PaDPV4 - - MW546938 67.49 MW546938 1468/1459 67.49 OL472018 new species, full genome assembled

SRR16552248  /  P53.1KOR20-ST

SRR16552248  /  P53.1KOR20-STpotato virus Y PVY AB185833 97.59 - - 4.6472% 8651.54 AB185833 9698/9698 99.38 OL472152 full genome assembled

SRR16552248  /  P53.1KOR20-STpotato virus M PVM JX678982 97.19 - - 0.0082% 17.46 JX678982 8523/8523 97.19 OL472243 full genome assembled

SRR16552248  /  P53.1KOR20-STtomato mosaic virus ToMV MN267904 99.42 - - 0.0243% 68.07 MN267904 6383/6383 99.42 OL472102 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA1 CMV HE793684 99.08 - - 7.3644% 39461.92 HE793684 3359/3360 98.54 OL472033 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA2 CMV HF572915 98.49 - - 5.8783% 34691.12 HF572915 3046/3046 97.93 OL472051 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.51 - - 15.8069% 129494.19 AJ517802 2201/2216 98.51 OL472042 full genome assembled

SRR16552248  /  P53.1KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0050% 13.68 NC_032449 6552/6969 35.06 OL472107 new species, has virga-like domains (RdRP, CP), full genome

SRR16552247  /  P53.2KOR20-ST

SRR16552247  /  P53.2KOR20-STpotato virus Y PVY AB185833 96.11 - - 3.8621% 6080.61 AB185833 9698/9698 99.46 OL472153 full genome assembled

SRR16552247  /  P53.2KOR20-STpotato virus M PVM JX678982 97.19 - - 5.1725% 9268.55 JX678982 8523/8523 97.19 OL472245 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA1 CMV D00356 91.35 - - 4.0621% 18381.11 D00356 3358/3357 92.10 OL472034 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA2 CMV D00355 91.53 - - 1.7048% 8470.45 D00355 3048/3050 94.71 OL472052 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 89.03 - - 3.4026% 23276.95 AJ517802 2211/2216 91.70 OL472043 full genome assembled

SRR16552247  /  P53.2KOR20-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 7.38 MZ443622 1496/1506 71.17 OL472293 new species, best hit has only 41%  genome covered

SRR16552247  /  P53.2KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0067% 15.56 NC_032449 6552/6969 35.06 OL472108 new species, has virga-like domains (RdRP, CP), full genome

SRR16552246  /  P54KOR20-SW

SRR16552246  /  P54KOR20-SWbeet yellows virus BYV AF190581 97.72 - - 3.1094% 3407.77 AF190581 15469/15468 97.72 OL472076 full genome assembled

SRR16552246  /  P54KOR20-SWcarrot thin leaf virus CTLV MH170889 91.46 - - 0.3981% 710.56 MH170889 9490/9490 91.46 OL472135 full genome assembled

SRR16552246  /  P54KOR20-SWPastinaca umbravirus 1 PasUV1 - - LC434065 78.33 0.0147% 57.04 LC434065 4354/4193 78.33 OL472237 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 69.49 0.5793% 2452.04 MH231181 4006/3867 69.49 OL472226 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated waikavirus 2 PaWV2 - - KT238881 69.00 0.1458% 213.32 KT238881 11512/11649 69.00 OL472179 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated sequivirus 1 PaSV1 - - NC_038320 68.27 0.1177% 100.09 NC_038320 9988/9905 68.27 OL472180 new species, full genome assembled

SRR16552246  /  P54KOR20-SWMentha macluravirus 1 MenMV1 - - KP405232 67.44 3.0165% 6199.99 KP405232 8250/~8287 67.44 OL472141 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCirsium cytorhabdovirus 1 CCRV1 - - KY075646 69.04 0.0139% 22.26 KY075646 12216/13389 69.04 OL472122 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated viroid-like circular RNA 4 PaVCR4 not applicable - not applicable - 0.0175% 1081.50 not applicable 274/ - - OL472260 viroid-like circular RNA (putative new viroid species)

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.44 0.0180% 103.15 MF136436 2903/1867 77.44 OL472296 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 79.07 0.0031% 20.58 KX883211 2505/5082 79.07 OL472295 new species, only 3%  of genome covered by best hit

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 3 PTaR3 - - MF136436 72.04 0.0173% 116.79 MF136436 2515/1867 72.04 OL472299 new species, full genome assembled

SRR16552291  /  P55.1PLE20-ST

SRR16552291  /  P55.1PLE20-STpotato virus Y PVY MN216361 98.98 - - 0.9470% 2012.44 MN216361 9609/9609 99.82 OL472155 full genome assembled

SRR16552291  /  P55.1PLE20-STSouthern tomato virus STV MK948545 99.82 - - 0.0024% 14.32 MK948545 3436/3436 99.82 OL471997 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA1 CMV D00356 99.37 - - 9.6260% 58233.96 D00356 3361/3357 98.63 OL472035 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA2 CMV AJ517801 99.15 - - 7.6703% 51002.24 AJ517801 3055/3052 98.95 OL472053 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.19 - - 18.7449% 172075.53 AJ517802 2217/2216 99.19 OL472044 full genome assembled

SRR16552290  /  P55.2PLE20-ST

SRR16552290  /  P55.2PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0441% 215.41 KT852573 3438/3438 99.97 OL472005 full genome assembled

SRR16552290  /  P55.2PLE20-STpotato virus Y PVY DQ008213 99.62 - - 5.4331% 9517.27 DQ008213 9666/9666 99.63 OL472156 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 0.5646% 1074.24 KP008130 8913/8914 97.98 OL471946 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.47 - - 0.5083% 1805.31 KU179608 4766/4767 98.38 OL471947 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.01 - - 0.4960% 2864.77 DQ376178 2929/2927 99.62 OL471948 full genome assembled

SRR16552290  /  P55.2PLE20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - MK948541 99.00 23.1530% 29434.37 MK948541 13303/13320 96.35 OL472115 full genome assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 91.24 3.0891% 4266.95 NC_043389 7622/4018 91.24 OL472195 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA2 RWMV - - AF335430 88.00 AF335430 1787/263 88.17 OL472196 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.33 AY542957 1486/1063 92.33 OL472197 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 70.85 KY769704 1324/1381 71.85 OL472198 first full sequence of genome segment assembled

SRR16552289  /  P55.3PLE20-ST

SRR16552289  /  P55.3PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0940% 434.68 KT852573 3437/3438 99.97 OL471994 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus Y PVY MN216361 98.05 - - 17.1494% 28313.32 MN216361 9666/9666 98.93 OL472157 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus M PVM EU604672 93.55 - - 2.6925% 5039.69 EU604672 8523/8523 93.55 OL472244 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 6.4013% 11486.88 KP008130 8913/8914 97.98 OL471949 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.39 - - 4.1578% 13938.59 KU179608 4766/4767 96.39 OL471950 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.04 - - 4.1320% 22488.38 DQ376178 2927/2927 99.62 OL471951 full genome assembled

SRR16552288  /  P56PLE20-SW

SRR16552288  /  P56PLE20-SWAphis glycines virus 1 AGV1 - - KM015260 97.30 0.0076% 11.31 KM015260 8986/8680 98.97 OL472191 full genome assembled

SRR16552288  /  P56PLE20-SWRumex potyvirus 1 RumPV1 - - MK778804 71.15 3.9703% 5105.66 MK778804 10368/10068 71.15 OL472144 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.0557% 53.93 OU015520 13736/14421 66.38 OL472118 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum cytorhabdovirus 1 TCRV1 - - KM817650 65.25 0.0125% 12.09 KM817650 13781/13490 65.25 OL472125 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 2 PaSV2 - - MT559284 76.28 0.4589% 614.67 MT559284 9940/9795 76.28 OL472182 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 3 PaSV3 - - MT559283 75.59 0.4012% 523.38 MT559283 10227/9786 75.59 OL472184 new species, full genome assembled

SRR16552285  /  P57.1JUR20-ST

SRR16552285  /  P57.1JUR20-STpotato virus Y PVY MN216361 98.26 - - 0.2516% 402.50 MN216361 9609/9609 99.63 OL472149 full genome assembled

SRR16552285  /  P57.1JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 85.9657% 206944.04 MN267904 6383/6386 99.50 OL472097 full genome assembled

SRR16552284  /  P57.2JUR20-ST

SRR16552284  /  P57.2JUR20-STSouthern tomato virus STV LC487710 99.88 - - 0.0212% 124.39 LC487710 3438/3438 99.88 OL471995 full genome assembled

SRR16552284  /  P57.2JUR20-STpotato virus Y PVY JF927751 99.50 - - 0.6062% 1270.24 JF927751 9697/9697 99.45 OL472150 full genome assembled

SRR16552284  /  P57.2JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 90.9592% 289236.20 MN267904 6381/6386 99.50 OL472098 full genome assembled

SRR16552283  /  P58.1JUR20-SW

SRR16552283  /  P58.1JUR20-SWtomato mosaic virus ToMV MN267904 99.50 - - 1.6374% 3263.75 MN267904 6370/6383 99.50 OL472099 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 96.60 - - 5.7116% 20573.99 MN216370 3521/3445 96.60 OL472060 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 96.73 - - 1.6923% 7551.14 MN216373 2842/2757 96.73 OL472061 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.02 - - 8.9289% 49833.09 MN216376 2277/2242 98.02 OL472062 full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA1 PaDPV6 - - KX525268 83.90 0.1732% 707.56 KX525268 1593/1586 83.90 OL472023 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA2 PaDPV6 - - KY923704 72.36 KY923704 1512/1525 72.36 OL472024 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWNovo Mesto dicistrovirus 1 NMDV1 - - KX884398 67.63 0.0585% 74.11 KX884398 10055/9785 67.63 OL472188 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0135% 352.00 not applicable 580/ - - OL472262 viroid-like circular RNA (putative new viroid species)

SRR16552282  /  P58.2JUR20-SW

SRR16552282  /  P58.2JUR20-SWtomato mosaic virus ToMV MN267904 99.01 - - 0.0045% 9.28 MN267904 6345/6383 99.01 OL472100 full genome assembled

SRR16552282  /  P58.2JUR20-SWPlant associated alphaendornavirus 1 PaAEV1 - - LC500285 65.45 0.0983% 77.77 LC500285 14528/14878 65.45 OL472078 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.22 0.0038% 13.00 HQ677625 3895/3956 71.22 OL472223 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWNovo Mesto dicistrovirus 2 NMDV2 - - MT745591 80.82 0.0422% 43.76 MT745591 8897/8446 80.82 OL472189 new species, but only 45%  genome covered by best hit

SRR16552282  /  P58.2JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0016% 43.45 not applicable 580/ - - OL472261 viroid-like circular RNA (putative new viroid species)

SRR16552280  /  P59.1TUR20-ST

SRR16552280  /  P59.1TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1741% 824.26 MF422618 3438/3438 100.00 OL472003 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato mosaic virus ToMV MN267904 99.48 - - 0.0120% 30.62 MN267904 6345/6383 99.01 OL472103 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.99 - - 9.3851% 17240.41 KP008130 8913/8914 97.99 OL471952 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.07 - - 7.7732% 26697.40 KU179608 4766/4767 98.32 OL471953 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 6.1946% 34624.29 DQ376178 2926/2927 99.56 OL471954 full genome assembled

SRR16552280  /  P59.1TUR20-STHubei picorna-like virus 36 HuPiLV36 - - KX883970 99.22 0.1305% 214.72 KX883970 9951/9856 99.22 OL472186 full genome assembled

SRR16552280  /  P59.1TUR20-STNovo Mesto picornavirus 1 NMPV1 - - MH614316 71.28 0.0210% 33.59 MH614316 10189/- 71.28 OL472193 new species, but best hit covers only 10%  of the genome

SRR16552279  /  P59.2TUR20-ST

SRR16552279  /  P59.2TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1646% 824.26 MF422618 3438/3438 100.00 OL472000 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato mosaic virus ToMV MN267904 99.43 - - 0.0067% 18.05 MN267904 6383/6383 99.43 OL472104 full genome assembled

SRR16552279  /  P59.2TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.42 41.9384% 54539.21 KX636164 13313/13320 96.49 OL472124 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment L TSWV D10066 100.00 - - 2.7554% 5355.46 D10066 8813/8897 97.99 OL471955 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.27 - - 3.0355% 11030.08 KU179608 4766/4767 98.41 OL471956 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.91 - - 2.2612% 13373.55 DQ376178 2925/2927 99.52 OL471957 full genome assembled

SRR16552278  /  P59.3TUR20-ST

SRR16552278  /  P59.3TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0598% 359.49 MF422618 3438/3438 100.00 OL472002 full genome assembled

SRR16552278  /  P59.3TUR20-STpotato virus Y PVY - - AB185833 98.47 9.2900% 19495.54 AB185833 9726/9698 98.47 OL472164 full genome assembled, NTN strain

SRR16552278  /  P59.3TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.48 43.8871% 68474.03 KX636164 13313/13320 96.49 OL472110 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.9117% 4459.18 KP008130 8913/8914 97.98 OL471958 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.16 - - 1.5082% 6575.65 KU179608 4766/4767 98.41 OL471959 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.87 - - 1.4441% 10244.53 DQ376178 2926/2627 99.49 OL471960 full genome assembled

SRR16552277  /  P60TUR20-SW

SRR16552277  /  P60TUR20-SWwhite clover mosaic virus WCMV MN399741 96.37 - - 0.0049% 12.27 MN399741 5774/5774 96.39 OL472250 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.3634% 2204.07 KP008130 8913/8914 97.99 OL471961 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment M TSWV KU179608 96.37 - - 0.7429% 2235.94 KU179608 4766/4767 98.41 OL471962 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 1.5398% 7540.49 DQ376178 2925/2927 99.52 OL471963 full genome assembled

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A BLDVA - - NC_038560 91.00 0.0601% 105.72 NC_038560 8170/8174 91.00 OL472142 full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum viroid-like circular RNA 1 TVCR1 not applicable - not applicable - 0.0027% 86.14 not applicable 447/ - - OL472256 viroid-like circular RNA (putative new viroid species)

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A, divergent isolate BLDVA-divergent - - NC_038560 75.69 0.1074% 170.71 NC_038560 9047/8174 75.69 OL472143 divergent isolate, full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.1728% 180.41 OU015520 13680/14424 66.38 OL472121 new species, full genome assembled

SRR16552277  /  P60TUR20-SWNovo Mesto iflavirus 1 NMIV1 - - MK729664 76.74 0.0150% 24.55 MK729664 8849/8868 76.74 OL472192 new species, full genome assembled

SRR16552276  /  P61Pv-PK1  /  internal control

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1956% 254.20 MK948542 13903/13981 99.68 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5667% 698.89 MF281671 14240/14780 99.50 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0237% 28.43 NC_040558 7881/15205 88.90 - full genome assembled

SRR16552274  /  P62Pv-PK2  /  internal control

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1683% 154.27 MK948542 13901/13981 99.61 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4657% 405.61 MF281671 14224/14780 99.58 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0187% 15.83 NC_040558 7707/15205 88.41 - full genome assembled

cucumber mosaic virus, RNA1-3 CMV - - - - 0.0009% - - - - - possible sequencing crosstalk
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SRR16552271  /  P1.1BER19-ST

SRR16552271  /  P1.1BER19-STpotato virus Y PVY KX184817 99.69 - - 0.7087% 1745.64 KX184817 9709/9719 100.00 OL472145 full genome assembled

SRR16552271  /  P1.1BER19-STtomato mosaic virus ToMV MN267904 99.00 - - 93.7180% 351439.67 MN267904 6384/6383 99.00 OL472089 full genome assembled

SRR16552271  /  P1.1BER19-STsouthern tomato virus STV MN095716 96.00 - - 0.0003% 2.45 MN095716 - 96.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552270  /  P1.2BER19-ST

SRR16552270  /  P1.2BER19-STpotato virus Y PVY JF927761 99.80 - - 0.5200% 1209.20 JF927761 - 98.00 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552270  /  P1.2BER19-STtomato mosaic virus ToMV MN267904 99.42 - - 96.4897% 8246.41 MN267904 9684/9701 99.00 OL472090 full genome assembled

SRR16552270  /  P1.2BER19-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV KY706238 96.00 - - 0.6600% 1132.91 KY706238 13318/13319 99.00 MW366749 full genome assembled

SRR16552270  /  P1.2BER19-STtomato betanucleorhabdovirus 1 TBRV1 KM823531 66.80 - - 0.0106% 17.83 KM823531 13577/13188 66.80 OL472119 new species, full genome assembled

SRR16552235  /  P02BER19-AT

SRR16552235  /  P02BER19-ATtomato mosaic virus ToMV MN267904 99.40 - - 0.8000% 398.36 MN267904 6364/6383 99.40 OL472088 full genome assembled

SRR16552235  /  P02BER19-ATsouthern tomato virus STV MN216389 100.00 - - 0.0069% 6.41 MN216389 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552224  /  P3.1BER19-SW

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA1 CMV D00356 99.00 - - 0.1006% 441.58 D00356 3558/3557 98.70 OL472030 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA2 CMV AJ517801 99.00 - - 0.1017% 490.83 AJ517801 3052/3050 98.70 OL472048 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA3 CMV AJ517802 99.00 - - 0.2896% 1935.45 AJ517802 2216/2216 99.20 OL472039 full genome assembled

SRR16552224  /  P3.1BER19-SWtomato mosaic virus ToMV MN267904 97.74 - - 0.0141% 32.92 MN267904 6341/6383 99.40 OL472091 full genome assembled

SRR16552224  /  P3.1BER19-SWHubei polero-like virus 2 HuPLV2 KX882844 98.00 - - 0.4138% 1009.61 KX882844 6083/6083 99.10 OL472220 full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated alphaendornavirus 1 PaAEV1 MH182675 65.60 - - 0.0179% 18.35 MH182675 14445/14728 65.60 OL472077 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA1 PaDPV1 - - NC_038846 76.10 0.0091% 79.00 NC_038846 1555/1575 76.10 OL472010 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2a PaDPV1 - - MK731958 70.31 0.0076% 72.76 MK731958 1544/1583 70.31 OL472011 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2b PaDPV1 - - MK731957 64.88 0.0033% 32.11 MK731957 1510/1517 64.88 OL472012 new species, full genome assembled

SRR16552261  /  P3.2BER19-SW

SRR16552261  /  P3.2BER19-SWtomato mosaic virus ToMV MN267904 99.30 - - 0.0190% 38.68 MN267904 6383/6383 99.40 OL472092 full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated closterovirus 1 PaClV1 - - LC480248 65.80 0.0296% 29.22 LC480248 13177/15597 65.80 OL472072 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated waikavirus 1 PaWV1 - - NC_040586 67.00 0.0247% 29.23 NC_040586 11022/12313 67.04 OL472169 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWLjubljana dicistrovirus 1 LDV1 - - MH459180 67.00 0.0776% 114.32 MH459180 8841/8293 67.00 OL472194 new species, full genome assembled

SRR16552250  /  P04NGO19-AT

SRR16552250  /  P04NGO19-ATsouthern tomato virus STV MF422618 100.00 - - 0.0500% 180.61 MF422618 3414/3437 100.00 OL471986 full genome assembled

SRR16552250  /  P04NGO19-ATolive latent virus 1 OLV1 MK376952 98.00 - - 0.0022% 7.64 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.2140% 201.00 NC_043389 7622/4018 91.24 OL472207 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472208 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472209 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472210 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-ST

SRR16552286  /  P05NGO19-STsouthern tomato virus STV MF422618 100.00 - - 0.1073% 434.84 MF422618 3414/3437 100.00 OL471987 full genome assembled

SRR16552286  /  P05NGO19-STolive latent virus 1 OLV1 MK376952 97.70 - - 0.0040% 15.20 MK376952 3277/3699 98.00 - partial genome obtained (was not deposited)

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.1969% 231.00 NC_043389 7622/4018 91.24 OL472211 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472212 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472213 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472214 first full sequence of genome segment assembled

SRR16552275  /  P06NGO19-SW

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 88.30 1.7688% 3820.85 MN216350 5820/5771 88.27 OL472172 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 88.70 2.1729% 7952.26 MN216379 3435/3303 88.68 OL472173 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 97.90 0.0042% 16.34 MN627469 3198/3222 97.90 OL472267 full genome assembled

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR1 not applicable - not applicable - 0.0024% 55.03 not applicable 556/ - - OL472257 viroid-like circular RNA (putative new viroid species)

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR2 not applicable - not applicable - 0.0026% 65.88 not applicable 491/ - - OL472258 viroid-like circular RNA (putative new viroid species)

SRR16552273  /  P07BUK19-ST

SRR16552273  /  P07BUK19-STsouthern tomato virus STV KT85253 99.70 - - 0.0046% 23.56 KT85253 3364/3437 99.60 - partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus TBSV M21958 94.00 - - 0.0075% 2748.00 M21958 4755/4776 94.00 OL472233 full genome assembled

SRR16552273  /  P07BUK19-STLeveillula taurica-associated rhabdo-like virus LtaRLV1 MN609860 99.80 - - 0.0196% 24.94 MN609860 13978/14003 99.80 OL472123 full genome assembled

SRR16552273  /  P07BUK19-STolive latent virus 1 OLV1 MK376952 97.00 - - 0.0032% 15.26 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA L TBSV-satRNA-L FJ666076 90.70 - - 0.0001% 3.14 FJ666076 483/615 91.10 OL472255 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA B10 TBSV-satRNA-B10 AF022788 94.10 - - 0.0014% 41.41 AF022788 590/612 94.10 OL472254 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA C TBSV-satRNA-C AF022787 82.20 - - 0.0008% 16.96 AF022787 884/822 81.30 OL472253 new species, best hit covers only 55%  of the genome

SRR16552273  /  P07BUK19-STCymbidium ringspot virus satellite RNA CymRSV-satRNA D00720 94.81 - - 0.0008% 25.30 D00720 607/618 94.80 OL472252 full genome assembled

SRR16552272  /  P08BUK19-SW

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 82.60 1.3066% 2809.68 MN216350 5836/5771 82.63 OL472170 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 71.60 6.5586% 23566.87 MN216379 3386/3303 71.57 OL472171 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWHubei polero-like virus 2 HuPLV2 - - KX882844 97.40 0.5413% 1117.07 KX882844 6083/6083 97.40 OL472221 full genome assembled

SRR16552272  /  P08BUK19-SWPlantago potyvirus 1 PlaPV1 - - AF543212 73.60 0.9120% 1199.42 AF543212 9528/9797 73.60 OL472140 new species, full genome assembled

SRR16552269  /  P09KOP19-AT

SRR16552269  /  P09KOP19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0004% 1.82 MK376952 - 97.00 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-ST

SRR16552244  /  P10KOP19-STolive latent virus 1 OLV1 MK376952 95.78 - - 0.0037% 15.37 MK376952 - 95.66 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtobacco necrosis virus A TNVA KX906928 92.98 - - 0.0037% 15.84 KX906928 - 89.35 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STolive mild mosaic virus OMMV KX906929 92.63 - - 0.0043% 18.14 KX906929 - 94.10 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato mosaic virus ToMV MN267904 97.45 - - 0.0023% 5.45 MN267904 - 97.45 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato matilda virus TMaV MK517476 99.27 - - 0.0065% 11.81 MK517476 - 99.24 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.3633% 470.00 NC_043389 7622/4018 91.24 OL472199 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472200 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472201 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472202 first full sequence of genome segment assembled

SRR16552243  /  P11KOP19-SW

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.44 3.7889% 3780.22 JN560178 9024/8877 72.44 OL471967 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.77 2.6906% 4620.18 JN560177 5232/4786 70.77 OL471968 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.94 3.8029% 11629.66 AY686718 2887/2734 65.94 OL471969 new species, full genome assembled

SRR16552243  /  P11KOP19-SWplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0105% 15.00 NC_032449 6434/6969 35.06 OL472105 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0106% 14.29 MN627473 3489/3506 89.97 OL472271 full genome assembled, possibly a divergent strain

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0196% 48.65 MN035426 3586/3685 71.65 OL472274 new species, partial genome obtained 

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.2176% 538.75 QED42936 3627/ - 31.15 OL472275 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA1 EnaPV2 - - MN605492 99.54 0.0592% 175.42 MN605492 1723/1735 99.54 OL472008 full genome assembled

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA2 EnaPV2 - - MN605493 99.93 MN605493 1534/1557 99.93 OL472009 full genome assembled

SRR16552243  /  P11KOP19-SWPlasmopara viticola lesion associated monoambiguivirus 1 PvLAMV1 - - MN556995 96.59 0.2726% 396.98 MN556995 6159/6099 96.59 OL472280 full genome assembled

SRR16552243  /  P11KOP19-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.13 0.0336% 94.01 MW648508 3150/3115 67.13 OL472281 new species, best hit covers only 37%  of genome

SRR16552242  /  P12PAR19-AT

SRR16552242  /  P12PAR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0439% 129.88 MK948595 3436/3437 99.70 OL471989 full genome assembled

SRR16552242  /  P12PAR19-ATtobacco necrosis virus A TNVA KX906928 97.10 - - 0.0448% 124.06 KX906928 3684/3684 97.10 OL472227 full genome assembled

SRR16552242  /  P12PAR19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0229% 63.43 MK376952 3646/3669 96.20 OL472228 full genome assembled

SRR16552242  /  P12PAR19-ATolive mild mosaic virus OMMV KY769774 91.00 - - 0.0093% 25.35 KY769774 - 91.00 - partial genome obtained (was not deposited)

SRR16552242  /  P12PAR19-ATtomato albetovirus 1 TomAV1 - - L06057 74.01 0.0024% 19.35 L06057 1261/1239 74.01 OL472251 new species, full genome assembled

SRR16552242  /  P12PAR19-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.57 0.0303% 89.37 MN609858 3430/3314 69.57 OL472264 new species, full genome assembled

SRR16552241  /  P13PAR19-ST

SRR16552241  /  P13PAR19-STtomato mosaic virus ToMV MN267904 92.70 - - 0.0004% 1.31 MN267904 - 92.70 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0030% 6.50 MK517476 - 99.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 90.27 0.0071% 41.60 MN627469 3198/3222 90.27 OL472266 full genome assembled

SRR16552241  /  P13PAR19-STErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0093% 50.93 MN627473 3372/3506 89.97 OL472270 full genome assembled, possibly a divergent strain

SRR16552241  /  P13PAR19-STplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0079% 41.67 MN035426 3572/3685 71.65 OL472273 new species, has virga-like domains

SRR16552240  /  P14PAR19-SW

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 0.0306% 31.81 JN560178 9055/8877 72.47 OL471967 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 0.0712% 142.00 JN560177 4714/4786 70.61 OL471968 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 0.0636% 174.38 AY686718 3407/2734 65.93 OL471969 new species, full genome assembled

SRR16552239  /  P15.1BOL19-AT

SRR16552239  /  P15.1BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0145% 64.21 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552238  /  P15.2BOL19-AT

SRR16552238  /  P15.2BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0222% 78.51 MF422618 3413/3437 99.00 OL471983 full genome assembled

SRR16552237  /  P16BOL19-ST

SRR16552237  /  P16BOL19-STSouthern tomato virus STV MF422618 99.50 - - 0.0007% 5.51 MF422618 - 99.50 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0006% 2.04 MK517476 - 99.00 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA1 ToFBV MT434819 98.10 - - 0.0028% 13.74 MT434819 5767/5778 98.10 OL472087 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA2 ToFBV MT434820 98.80 - - 0.0010% 7.97 MT434820 3542/3610 98.80 OL472080 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA3 ToFBV MT434821 94.50 - - 0.0020% 20.08 MT434821 2756/2761 94.50 OL472081 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA4 ToFBV MT434822 95.60 - - 0.0009% 13.54 MT434822 1886/1900 95.60 OL472082 full genome assembled

SRR16552236  /  P17BOL19-SW

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.50 0.0088% 13.47 JN560178 8979/8877 72.50 OL471973 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 71.92 0.0289% 79.32 JN560177 4758/4786 71.92 OL471974 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.75 0.0236% 89.29 AY686718 3463/2734 65.75 OL471975 new species, full genome assembled

SRR16552236  /  P17BOL19-SWPlantago tobamovirus 1 PTV1 - - GQ401365 86.22 18.5267% 174.38 GQ401365 6295/6311 86.22 OL472109 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 1 PaPoV1 - - KT868949 76.87 0.1962% 448.83 KT868949 6025/6017 76.87 OL472217 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 2 PaPoV2 - - KR706247 73.27 0.0640% 155.67 KR706247 5669/5643 73.27 OL472218 new species, full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA1 ToFBV MT434819 98.15 - - 0.1904% 450.19 MT434819 5811/5811 98.15 OL472083 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA2 ToFBV MT434820 98.72 - - 0.0574% 217.18 MT434820 3629/3643 98.72 OL472084 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA3 ToFBV MT434821 99.37 - - 0.3069% 1470.54 MT434821 2872/2872 99.37 OL472085 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA4 ToFBV MT434822 99.64 - - 0.1122% 790.85 MT434822 1945/1946 99.64 OL472086 full genome assembled

SRR16552236  /  P17BOL19-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 73.24 48.4527% 167483.71 HQ677625 3933/3933 73.24 OL472224 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.10 0.0109% 50.22 MW546937 1512/1583 76.10 OL472019 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 65.92 MW546938 1471/1459 65.92 OL472020 new species, full genome assembled

SRR16552234  /  P18POR19-ST

SRR16552234  /  P18POR19-STSouthern tomato virus STV MK610257 98.00 - - 0.0103% 52.88 MK610257 - 98.00 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STolive latent virus 1 OLV1 DQ083996 95.60 - - 0.0019% 9.03 DQ083996 - 95.69 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STtomato matilda virus TMaV MK517476 99.70 - - 0.8361% 1718.93 MK517476 8653/8653 99.71 OL472166 full genome assembled

SRR16552234  /  P18POR19-STAphis glycines virus 1 AGV1 - - KM015260 97.33 0.1987% 393.70 KM015260 8983/8680 97.33 OL472190 full genome assembled

SRR16552234  /  P18POR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.64 0.1349% 533.68 MN609862 4483/4289 99.64 OL472283 2 sequences (MN609862-63) map to the assembled contig

SRR16552234  /  P18POR19-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 73.90 0.0017% 51.66 MZ443622 1500/1506 73.90 OL472291 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.72 0.0100% 20.06 MN609858 3427/3314 69.72 OL472265 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated virga-like virus 1 TaVLV1 - - no good hit - 0.1377% 459.02 no good hit 5277/ - - OL472265 new species, full genome assembled

SRR16552233  /  P19POR19-AT

SRR16552233  /  P19POR19-ATSouthern tomato virus STV MK610257 100.00 - - 0.0019% 5.47 MK610257 - 100.00 - partial genome obtained (was not deposited)

SRR16552233  /  P19POR19-ATtomato matilda virus TMaV MK517476 99.68 - - 0.0774% 90.03 MK517476 8656/8653 99.68 OL472167 full genome assembled

SRR16552233  /  P19POR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.36 0.0665% 148.27 MN609862 4483/4289 99.36 OL472284 2 sequences (MN609862-63) map to the assembled contig

SRR16552232  /  P20POR19-SW

SRR16552232  /  P20POR19-SWcarrot thin leaf virus CTLV - - MH170889 91.73 7.4399% 10282.14 MH170889 9534/9490 91.73 OL472133 full genome assembled

SRR16552232  /  P20POR19-SWbarley virus G BVG - - KT962089 97.99 0.3173% 748.49 KT962089 5584/5620 97.99 OL472215 full genome assembled

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 98.68 - - 0.0012% 4.73 MN216370 - 98.68 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 95.31 - - 0.0007% 3.16 MN216373 - 95.31 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.20 - - 0.0016% 9.05 MN216376 - 98.20 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWplant associated polerovirus 3 PaPoV3 - - GU327735 76.13 1.5439% 3345.45 GU327735 6009/5803 76.13 OL472219 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca potexvirus 1 PasPV1 - - LC460456 67.27 0.5653% 1262.61 LC460456 5896/5964 67.27 OL472238 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca cytorhabdovirus 1 PaCRV1 - - MH898500 67.04 0.0249% 25.05 MH898500 13072/14419 67.04 OL472112 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca umbravirus 1 PasUV1 - - LC434065 77.80 0.2817% 849.71 LC434065 4368/4193 77.80 OL472236 new species, full genome assembled

SRR16552232  /  P20POR19-SWPicris umbravirus 1 PicUV1 - - KT946712 80.00 1.8046% 5437.68 KT946712 4357/4196 80.00 OL472232 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.74 0.2362% 1049.28 MF136436 2962/1867 77.74 OL472298 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 82.05 0.0049% 25.46 KX883211 2524/5082 82.05 OL472297 new species, full genome assembled

SRR16552231  /  P21KOR19-AT

SRR16552231  /  P21KOR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0184% 95.18 MK948595 3408/3437 99.60 OL471984 full genome assembled

SRR16552231  /  P21KOR19-ATtomato matilda virus TMaV MK517476 99.70 - - 0.0440% 43.74 MK517476 8657/8653 99.70 OL472168 full genome assembled

SRR16552231  /  P21KOR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.39 0.0157% 29.93 MN609862 4430/4289 99.39 OL472285 2 sequences (MN609862-63) map to the assembled contig

SRR16552230  /  P22KOR19-ST

SRR16552230  /  P22KOR19-STSouthern tomato virus STV MK948595 99.60 - - 0.0193% 129.97 MK948595 3412/3437 99.60 OL471990 full genome assembled

SRR16552230  /  P22KOR19-STtomato mosaic virus ToMV MN267904 99.37 - - 0.0096% 35.20 MN267904 6383/6383 99.37 OL472101 full genome assembled

SRR16552230  /  P22KOR19-STtomato matilda virus TMaV MK517476 99.73 - - 0.0193% 99.25 MK517476 8562/8653 99.73 OL472177 full genome assembled

SRR16552230  /  P22KOR19-STolive latent virus 1 OLV1 MK376952 100.00 - - 0.0009% 6.54 MK376952 - 100.00 - partial genome obtained (was not deposited)

SRR16552230  /  P22KOR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0058% 29.93 MN609862 4483/4289 99.38 OL472286 2 sequences (MN609862-63) map to the assembled contig

SRR16552229  /  P23KOR19-SW

SRR16552229  /  P23KOR19-SWcarrot thin leaf virus CTLV MH170889 92.00 - - 1.2444% 1303.84 MH170889 9471/9490 91.00 OL472134 full genome assembled

SRR16552229  /  P23KOR19-SWKoper picorna-like virus 1 KPLV1 - - MN714669 73.59 0.0038% 9.81 MN714669 5151/9979 73.59 OL472294 new species, full genome assembled

SRR16552229  /  P23KOR19-SWKoper totivirus 3 KTV3 - - MK279493 62.51 0.0055% 14.63 MK279493 4988/5174 62.51 OL472029 new species, full genome assembled

SRR16552229  /  P23KOR19-SWplant associated botourmia-like virus 1 PaBLV1 - - MN532659 73.49 0.0063% 36.22 MN532659 2300/2339 73.49 OL472278 new species, full genome assembled

SRR16552228  /  P29Pv19-PK2  /  internal control

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1532% 214.50 MK948542 13901/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5200% 685.33 MF281671 14417/14780 98.91 - partial genome obtained, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0217% 27.58 NC_040558 8831/15205 88.05 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1  /  internal control

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1448% 214.50 MK948542 13900/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4340% 392.52 MF281671 14168/14780 99.59 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0185% 16.33 NC_040558 7633/15205 87.83 - partial genome obtained, not deposited (internal control)

SRR16552226  /  P31BER20-AT

SRR16552226  /  P31BER20-ATSouthern tomato virus STV MF422618 99.70 - - 0.0017% 8.48 MF422618 3438/3438 99.70 - full genome assembled (was not deposited)

SRR16552221  /  P32STR20-AT

SRR16552221  /  P32STR20-ATpotato virus Y PVY AB185833 96.08 - - 5.6002% 9230.31 AB185833 9688/9698 99.47 OL472161 full genome assembled

SRR16552221  /  P32STR20-ATpotato virus S PVS MH937416 98.74 - - 1.3352% 2515.60 MH937416 8477/8485 98.74 OL472247 full genome assembled

SRR16552221  /  P32STR20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 0.0064% 7.67 MF543022 13414/14432 67.02 OL472129 new species, full genome assembled

SRR16552265  /  P33BOL20-AT

SRR16552265  /  P33BOL20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MH323437 67.40 0.2493% 295.17 MH323437 13436/13546 70.05 OL472116 new species, full genome assembled

SRR16552265  /  P33BOL20-ATSouthern tomato virus STV MK948545 100.00 - - 0.0032% 14.75 MK948545 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-AT

SRR16552262  /  P34MIR20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0042% 11.41 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 1 TIV1 - - NC_039075 69.57 0.0441% 212.82 NC_039075 3392/3378 69.57 OL472057 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 2 TIV1 - - KY695013 74.03 0.0839% 481.15 KY695013 2866/2931 74.03 OL472058 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 3 TIV1 - - KY695014 67.27 0.1392% 1048.57 KY695014 2181/2296 67.27 OL472059 new species, full genome assembled

SRR16552258  /  P35KOP20-AT

SRR16552258  /  P35KOP20-ATSouthern tomato virus STV MK610257 99.97 - - 0.0110% 41.24 MK610257 3414/3414 99.97 OL471998 full genome assembled

SRR16552258  /  P35KOP20-ATolive latent virus 1 OLV1 MK376952 96.32 - - 0.0027% 9.49 MK376952 - 96.34 - full genome assembled (was not deposited, possible recombinant)

SRR16552258  /  P35KOP20-ATErysiphe necator ourmia-like virus 82 EnOLV82 MN611610 96.15 - - 0.0009% 4.90 MN611610 2627/2859 93.19 OL472300 full genome assembled

SRR16552254  /  P36SKO20-AT

SRR16552254  /  P36SKO20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0134% 62.18 MF422618 - 100.00 - full genome assembled

SRR16552254  /  P36SKO20-ATpotato virus Y PVY AB185833 97.77 - - 14.7054% 24495.49 AB185833 9698/9698 99.49 OL472158 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA1 CMV D00356 100.00 - - 2.6547% 12692.24 D00356 3357/3357 98.90 OL472036 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA2 CMV KC019300 96.98 - - 5.0193% 12010.42 KC019300 3048/3049 96.81 OL472054 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA3 CMV AJ517802 99.14 - - 2.6547% 36466.12 AJ517802 2215/2216 99.17 OL472045 full genome assembled

SRR16552254  /  P36SKO20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.82 1.7041% 2040.29 MF543022 13453/14432 67.82 OL472120 new species, full genome assembled

SRR16552249  /  P37KOR20-AT

SRR16552249  /  P37KOR20-ATpotato virus Y PVY AB185833 97.06 - - 5.6244% 10169.76 AB185833 9698/9698 99.44 OL472151 full genome assembled

SRR16552249  /  P37KOR20-ATpotato virus M PVM JX678982 97.02 - - 1.8675% 3843.19 JX678982 8523/8523 97.02 OL472242 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA1 CMV HE962478 94.62 - - 1.9706% 10237.36 HE962478 3359/3358 94.02 OL472032 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA2 CMV MG021461 96.28 - - 1.7648% 10088.19 MG021461 3055/3050 96.58 OL472050 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA3 CMV AJ517802 98.87 - - 3.8745% 30600.28 AJ517802 2216/2216 99.07 OL472041 full genome assembled

SRR16552249  /  P37KOR20-ATplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0045% 11.98 NC_032449 6552/6969 35.06 OL472106 new species, has virga-like domains (RdRP,CP), full genome

SRR16552249  /  P37KOR20-ATtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 8.32 MZ443622 1494/1506 71.17 OL472292 new species, best hit has only 41%  genome covered

SRR16552245  /  P38PLE20-AT

SRR16552245  /  P38PLE20-ATpotato virus Y PVY MN216361 98.18 - - 41.6262% 85069.36 MN216361 9609/9609 99.85 OL472154 full genome assembled

SRR16552245  /  P38PLE20-ATSouthern tomato virus STV MK948545 99.82 - - 0.0210% 119.29 MK948545 3436/3436 99.82 OL472006 full genome assembled

SRR16552245  /  P38PLE20-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 70.00 0.0030% 16.98 MN609858 3430/3314 70.00 OL472263 new species, full genome assembled

SRR16552245  /  P38PLE20-ATErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 95.89 0.0008% 4.99 MN627469 - 95.89 - low read coverage, partial genome obtained (was not deposited)

SRR16552287  /  P39JUR20-AT

SRR16552287  /  P39JUR20-ATtomato mosaic virus ToMV MN267904 99.50 - - 0.0807% 201.46 MN267904 6383/6386 99.50 OL472096 full genome assembled

SRR16552287  /  P39JUR20-ATpotato virus Y PVY - - KX184847 99.79 0.0444% 72.91 KX184847 9719/9719 99.79 OL472148 full genome assembled

SRR16552287  /  P39JUR20-ATHubei picorna-like virus 36 HuPiLV36 KX883970 99.06 - - 0.0171% 27.34 KX883970 9977/9856 99.06 OL472187 full genome assembled

SRR16552281  /  P40TUR20-AT

SRR16552281  /  P40TUR20-ATtomato mosaic virus ToMV MN267904 97.75 - - 0.0026% 5.70 MN267904 - 97.75 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATolive latent virus 1 OLV1 MK376952 96.91 - - 0.0006% 1.65 MK376952 - 96.91 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATSouthern tomato virus STV MK610257 100.00 - - 0.0008% 3.12 MK610257 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552225  /  P41.1BER20-ST

SRR16552225  /  P41.1BER20-STpotato virus Y PVY JF927755 97.68 - - 4.2245% 8824.20 JF927755 9689/9697 99.30 OL472146 full genome assembled

SRR16552225  /  P41.1BER20-STtomato mosaic virus ToMV MN267904 99.50 - - 0.0035% 10.98 MN267904  6383/6383 99.40 OL472093 full genome assembled

SRR16552225  /  P41.1BER20-STSouthern tomato virus STV KT438549 99.50 - - 0.0092% 53.70 KT438549 3411/3463 99.36 OL471992 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA1 CMV D00356 99.11 - - 29.3895% 177136.45 D00356 3357/3360 99.11 OL472031 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA2 CMV D00355 99.08 - - 20.9980% 139195.19 D00355 3045/3048 99.08 OL472049 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.64 - - 24.1833% 220717.27 AJ517802 2215/2216 99.64 OL472040 full genome assembled

SRR16552223  /  P41.2BER20-ST

SRR16552223  /  P41.2BER20-STpotato virus Y PVY AB185833 96.16 - - 0.5191% 1012.95 AB185833 9687/9698 99.01 OL472147 full genome assembled

SRR16552223  /  P41.2BER20-STpotato virus M PVM JX678982 96.83 - - 0.4948% 1098.02 JX678982 8507/8523 96.83 OL472246 full genome assembled

SRR16552223  /  P41.2BER20-STtomato mosaic virus ToMV MN267904 99.44 - - 31.4357% 177136.45 MN267904  6383/6383 99.40 OL472094 full genome assembled

SRR16552222  /  P42BER20-SW

SRR16552222  /  P42BER20-SWtomato mosaic virus ToMV MN267904 99.44 - - 19.2552% 21122.12 MN267904  6381/6383 99.44 OL472095 full genome assembled

SRR16552222  /  P42BER20-SWplant associated tombus-like virus 2 PaTLV2 - - MT317175 76.36 0.0099% 41.43 MT317175 3297/3360 76.36 OL472269 new species, full genome assembled

SRR16552268  /  P43.1STR20-ST

SRR16552268  /  P43.1STR20-STSouthern tomato virus STV MK610257 100.00 - - 0.0099% 52.82 MK610257 3413/3414 100.00 OL471996 full genome assembled

SRR16552268  /  P43.1STR20-STpotato virus Y PVY KY847961 99.68 - - 12.6303% 24095.87 KY847961 9628/9630 99.68 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato bushy stunt virus TBSV M21958 94.97 - - 0.0094% 36.06 M21958 4778/4776 95.61 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato alphanucleorhabdovirus 1 TARV1 - - KC905081 75.20 7.0251% 9626.99 KC905081 13406/13154 75.20 OL472234 new species, full genome assembled

SRR16552268  /  P43.1STR20-STtomato matilda virus TMaV MK517476 99.75 - - 0.0054% 11.54 MK517476 8653/8653 99.79 OL472174 full genome assembled

SRR16552267  /  P43.2STR20-ST

SRR16552267  /  P43.2STR20-STSouthern tomato virus STV KT852573 99.82 - - 0.0160% 70.06 KT852573 3438/3438 99.82 OL472004 full genome assembled

SRR16552267  /  P43.2STR20-STeggplant mottle dwarf virus EMDV LN680656 94.63 - - 14.9232% 17362.84 LN680656 13097/13100 94.63 OL472111 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus Y PVY JF927760 99.27 - - 6.2712% 9857.20 JF927760 9690/9697 99.45 OL472163 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus S PVS MH937416 98.62 - - 0.3527% 633.50 MH937416 8485/8485 98.62 OL472249 full genome assembled

SRR16552267  /  P43.2STR20-STtomato matilda virus TMaV MK517476 99.78 - - 0.0158% 27.81 MK517476 8653/8653 99.78 OL472178 full genome assembled

SRR16552267  /  P43.2STR20-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0057% 19.47 MN609862 4483/4289 99.38 OL472287 2 sequences (MN609862-63) map to the assembled contig

SRR16552266  /  P44STR20-SW

SRR16552266  /  P44STR20-SWwatermelon mosaic virus WMV MN914158 99.49 - - 14.5047% 119818.52 MN914158 10040/10040 99.47 OL472139 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA1 PSV LC380687 97.52 - - 14.1287% 57575.88 LC380687 3347/3354 97.10 OL472066 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA2 PSV LC380688 97.35 - - 10.4424% 48511.80 LC380688 2940/2943 97.15 OL472067 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA3 PSV LC380680 97.35 - - 22.2985% 139685.41 LC380680 2185/2185 98.81 OL472068 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA1 BBWV1 MN216350 90.78 - - 0.0275% 65.29 MN216350 5766/5771 91.68 OL472175 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA2 BBWV1 MN216379 88.91 - - 0.0227% 92.84 MN216379 3341/3303 88.67 OL472176 full genome assembled

SRR16552264  /  P45BOL20-ST

SRR16552264  /  P45BOL20-STSouthern tomato virus STV MF422618 100.00 - - 0.0275% 134.33 MF422618 3415/3438 100.00 OL472007 full genome assembled

SRR16552264  /  P45BOL20-STtomato associated alphaendornavirus 1 TaAEV1 - - MH094752 75.83 0.0108% 15.64 MH094752 11692/11683 75.83 OL472079 new species, full genome assembled

SRR16552264  /  P45BOL20-STErysiphales associated totivirus 24 EaTV24 MN628271 99.74 - - 0.0047% 14.76 MN628271 5400/5400 99.76 OL472028 full genome assembled

SRR16552263  /  P46BOL20-SW

SRR16552263  /  P46BOL20-SWplant associated polerovirus 1 PaPoV1 - - KT868949 74.87 0.0042% 11.41 KT868949 6025/6017 74.35 OL472216 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris umbravirus 1 PicUV1 - - KT946712 79.97 0.0904% 337.69 KT946712 4411/4196 79.97 OL472231 new species, full genome assembled

SRR16552263  /  P46BOL20-SWConvolvulus aureusvirus 1 ConAV1 - - MG967280 76.28 0.0299% 73.22 MG967280 4448/4512 76.28 OL472230 new species, full genome assembled

SRR16552263  /  P46BOL20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.27 34.2071% 143655.86 HQ677625 3866/3965 71.27 OL472222 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA1 PrVI - - MW579753 97.49 0.0258% 1213.06 MW579753 3444/3470 97.49 OL472063 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA2 PrVI - - MW579754 97.95 0.0416% 156.76 MW579754 2947/2876 97.95 OL472064 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA3 PrVI - - MW579755 95.11 0.0299% 436.64 MW579755 2222/2249 95.11 OL472065 full genome assembled

SRR16552263  /  P46BOL20-SWPicris betanucleorhabdovirus 1 PBRV1 - - BK014301 67.93 0.0112% 12.02 BK014301 15193/13719 67.93 OL472130 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, L segment PiCRV1 - - MT952336 72.33 0.0434% 110.00 MT952336 6548/ - 72.33 OL472127 new species, putatively  bisegmented, best hit covered only  2%  of genome

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, N segment PiCRV1 - - CP048848 80.00 0.0345% 156.95 CP048848 3622/ - 80.00 OL472128 new species, putatively  bisegmented, best hit covered only  1%  of genome

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA1 PaCrV1 - - MW892835 70.88 0.0228% 58.11 MW892835 7823/8637 70.88 OL472073 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA2 PaCrV1 - - KT069221 73.99 0.0516% 120.07 KT069221 7876/8210 73.99 OL472074 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.03 0.0100% 52.35 MW546937 1499/1583 76.03 OL472021 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 66.34 MW546938 1503/1459 66.34 OL472022 new species, full genome assembled

SRR16552260  /  P47MIR20-ST

SRR16552260  /  P47MIR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0135% 64.14 MF422618 3438/3438 100.00 OL471999 full genome assembled

SRR16552260  /  P47MIR20-STpotato virus Y PVY KX184817 99.55 - - 5.7688% 9848.89 KX184817 - 99.55 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment L TaBLV1 - - ATP79731 30.13 0.0144% 18.79 ATP79731 7864/8911 30.13 OL471976 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment M TaBLV1 - - QNT38480 23.86 QNT38480 4910/4955 23.86 OL471977 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552259  /  P48MIR20-SW

SRR16552259  /  P48MIR20-SWSoybean dwarf virus SbDV JN674402 94.55 - - 0.0661% 168.46 JN674402 5860/5862 94.57 OL472235 full genome assembled

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA1 ArtV1 - - BBM96177 45.01 0.0361% 42.98 BBM96177 7249/ 7291 45.01 OL471978 new species, BLASTx hits to RNA1 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA2 ArtV1 - - BBM96178 32.52 BBM96178 2057/2092 32.52 OL471979 new species, BLASTx hits to RNA2 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA3 ArtV1 - - BBM96179 39.56 BBM96179 1088/1080 39.56 OL471980 new species, BLASTx hits to RNA3 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA4 ArtV1 - - BBM96181 45.38 BBM96181 1325/1294 45.38 OL471981 new species, BLASTx hits to RNA4 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA5 ArtV1 - - BBM96182 36.31 BBM96182 902/1066 36.31 OL471982 new species, BLASTx hits to RNA5 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWplant associated closterovirus 2 PaClV2 - - MH460557 67.04 0.7318% 663.59 MH460557 16522/17313 67.43 OL472075 new species, full genome assembled

SRR16552259  /  P48MIR20-SWSanxia tombus-like virus 7 STLV7 KX883177 90.40 - - 0.0029% 9.43 KX883177 4558/4557 90.57 OL472301 full genome assembled

SRR16552259  /  P48MIR20-SWErysiphe necator ourmia-like virus 82 EnOLV82 MN611610                93.19 - - 0.0004% 3.37 MN611610                - 93.19 - partial genome obtained (was not deposited)

SRR16552257  /  P49KOP20-ST

SRR16552257  /  P49KOP20-STolive latent virus 1 OLV1 MK376952 96.95 - - 0.0167% 85.19 MK376952 3669/3669 96.95 OL472229 full genome assembled

SRR16552257  /  P49KOP20-STtobacco necrosis virus A TNVA KX906928 96.68 - - 0.0097% 49.67 KX906928 3686/3686 90.43 - full genome but probable recombinant (was not deposited)

SRR16552256  /  P50.1KOP20-SW

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 90.90 0.0065% 9.58 NC_043389 7677/4018 90.90 OL472203 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA2 RWMV - - AF355430 88.21 AF355430 1839/263 88.97 OL472204 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.63 AY542957 1476/1063 91.88 OL472205 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 71.10 KY769704 1315/1315 71.10 OL472206 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 9.9625% 10050.06 JN560178 9055/8877 72.47 OL471964 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 JN560177 4714/4786 70.61 OL471965 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 AY686718 3407/2734 65.93 OL471966 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWLa Jolla virus LJV - - KP714073 98.69 0.0153% 26.75 KP714073 10253/9722 98.69 OL472185 full genome assembled

SRR16552256  /  P50.1KOP20-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.93 0.0012% 6.24 MN627473 3456/3506 89.93 OL472272 full genome assembled, possibly a divergent strain

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.24 0.0091% 51.98 MW648508 3147/3147 67.24 OL472282 new species, only 37%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 2 KNLV2 - - MT482496 69.61 0.0019% 10.31 MT482496 3195/3195 69.61 OL472288 new species, only 16%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 3 KNLV3 - - MK533155 64.75 0.0039% 20.17 MK533155 3482/3482 64.75 OL472289 new species, only 65%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 4 KNLV4 - - KX883237 68.24 0.0037% 19.02 KX883237 3459/3459 68.24 OL472290 new species, only 4%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWplant associated tombus-like virus 1 PaTLV1 - - MT317175 76.36 0.0017% 8.97 MT317175 3297/3360 76.36 OL472268 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.0012% 6.09 QED42936 3561/ - 31.15 OL472276 new species, has virga-like domains, BLASTx hit is shown

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA1 PaDPV2 - - MH898486 66.77 0.0288% 171.96 MH898486 1566/1590 66.77 OL472013 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA2 PaDPV2 - - MT159330 64.10 MT159330 1443/1410 64.10 OL472014 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SW

SRR16552256  /  P50.2KOP20-SWlettuce mosaic virus LMV - - KJ161185 92.65 2.3264% 3899.38 KJ161185 10065/10065 92.65 OL472136 full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 1 KTV1 - - MN428836 69.00 0.0171% 48.51 MN428836 5240/4999 69.00 OL472026 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 2 KTV2 - - KX882939 70.49 0.0145% 51.05 KX882939 4794/4958 70.49 OL472027 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated caulimovirus 1 PaCaV1 - - MH898523 68.12 2.2229% 3882.70 MH898523 9644/8026 68.12 OL472131 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated soymovirus 1 PaSoV1 - - X15828 68.91 0.4420% 779.22 X15828 9571/8178 68.91 OL472132 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 68.89 0.0741% 305.57 MH231181 3952/3867 68.89 OL472225 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated botourmia-like virus 2 PaBLV2 - - MN611580 70.17 0.0026% 17.47 MN611580 2227/2257 70.17 OL472279 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia geminivirus 1, partial genome CGV1 - - AF224760 73.85 0.0003% 4.47 AF224760 1208/2632 73.85 OL472025 new species, partial DNA-A (rep-encoding) genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0025% 73.29 not applicable 580/ - - OL472259 viroid-like circular RNA (putative new viroid species)

SRR16552253  /  P51.1SKO20-ST

SRR16552253  /  P51.1SKO20-STSouthern tomato virus STV MF422618 100.00 - - 0.0107% 63.04 MF422618 3438/3438 100.00 OL472001 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus Y PVY MN216357 99.05 - - 2.3761% 5040.00 MN216357 9525/9649 99.80 OL472159 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus S PVS MH937416 98.62 - - 1.7858% 4306.63 MH937416 8485/8485 98.62 OL472248 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA1 CMV D00356 99.40 - - 8.5781% 52083.05 D00356 3357/3357 98.89 OL472037 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA2 CMV HE793684 99.14 - - 4.2257% 28138.61 HE793684 3048/3050 98.85 OL472055 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.60 - - 22.0708% 204713.16 AJ517802 2203/2216 98.46 OL472046 full genome assembled

SRR16552253  /  P51.1SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 70.28 2.7331% 7418.50 MT454065 7501/7565 70.28 OL472239 new species, full genome assembled

SRR16552253  /  P51.1SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.14 0.0107% 523.78 MF543022 13423/14432 67.14 OL472114 new species, full genome assembled

SRR16552252  /  P51.2SKO20-ST

SRR16552252  /  P51.2SKO20-STSouthern tomato virus STV MF422618 99.97 - - 0.0209% 118.46 MF422618 3438/3438 100.00 OL471993 full genome assembled

SRR16552252  /  P51.2SKO20-STpotato virus Y PVY AB185833 96.78 - - 6.9756% 14070.72 AB185833 9699/9698 96.78 OL472160 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA1 TAV LC380669 99.59 - - 12.2690% 70227.26 LC380669 3412/3414 99.41 OL472069 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA2 TAV KF432414 98.39 - - 8.5030% 53640.10 KF432414 3070/3096 99.29 OL472070 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA3 TAV AJ277268 98.91 - - 11.6600% 95556.45 AJ277268 2385/2386 99.03 OL472071 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA1 CMV D00356 98.33 - - 2.5361% 14681.51 D00356 3357/3357 96.65 OL472038 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA2 CMV KC019300 95.22 - - 1.8205% 11652.00 KC019300 3007/3049 96.85 OL472056 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 96.91 - - 3.8116% 33588.51 AJ517802 2201/2216 99.18 OL472047 full genome assembled

SRR16552252  /  P51.2SKO20-STHenbane mosaic virus HMV MH779472 99.06 - - 0.7538% 1456.09 MH779472 10155/10127 99.06 OL472138 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 72.79 0.7931% 2027.14 NC_043088 7501/7565 72.79 OL472241 new species, full genome assembled

SRR16552252  /  P51.2SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 1.0702% 1555.31 MF543022 13453/14432 67.02 OL472113 new species, full genome assembled

SRR16552251  /  P52SKO20-SW

SRR16552251  /  P52SKO20-SWpotato virus Y PVY AJ890347 97.97 - - 2.3643% 3946.54 AJ890347 9677/9701 99.18 OL472165 full genome assembled

SRR16552251  /  P52SKO20-SWlettuce mosaic virus LMV - - KJ161185 85.25 1.1995% 1924.08 KJ161185 10079/10065 85.25 OL472137 full genome assembled, divergent strain

SRR16552251  /  P52SKO20-SWPicris betanucleorhabdovirus 1 PBRV1 - - OU015520 67.04 0.0573% 61.09 OU015520 15193/13719 67.04 OL472117 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA1 PaDPV3 - - NC_040483 68.35 0.0060% 30.08 NC_040483 1581/1569 68.35 OL472015 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA2 PaDPV3 - - MT159292 73.20 MT159292 1602/1418 73.20 OL472016 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA1 PaDPV4 - - MW546937 75.79 0.0014% 7.59 MW546937 1499/1583 75.79 OL472017 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA2 PaDPV4 - - MW546938 67.49 MW546938 1468/1459 67.49 OL472018 new species, full genome assembled

SRR16552248  /  P53.1KOR20-ST

SRR16552248  /  P53.1KOR20-STpotato virus Y PVY AB185833 97.59 - - 4.6472% 8651.54 AB185833 9698/9698 99.38 OL472152 full genome assembled

SRR16552248  /  P53.1KOR20-STpotato virus M PVM JX678982 97.19 - - 0.0082% 17.46 JX678982 8523/8523 97.19 OL472243 full genome assembled

SRR16552248  /  P53.1KOR20-STtomato mosaic virus ToMV MN267904 99.42 - - 0.0243% 68.07 MN267904 6383/6383 99.42 OL472102 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA1 CMV HE793684 99.08 - - 7.3644% 39461.92 HE793684 3359/3360 98.54 OL472033 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA2 CMV HF572915 98.49 - - 5.8783% 34691.12 HF572915 3046/3046 97.93 OL472051 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.51 - - 15.8069% 129494.19 AJ517802 2201/2216 98.51 OL472042 full genome assembled

SRR16552248  /  P53.1KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0050% 13.68 NC_032449 6552/6969 35.06 OL472107 new species, has virga-like domains (RdRP, CP), full genome

SRR16552247  /  P53.2KOR20-ST

SRR16552247  /  P53.2KOR20-STpotato virus Y PVY AB185833 96.11 - - 3.8621% 6080.61 AB185833 9698/9698 99.46 OL472153 full genome assembled

SRR16552247  /  P53.2KOR20-STpotato virus M PVM JX678982 97.19 - - 5.1725% 9268.55 JX678982 8523/8523 97.19 OL472245 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA1 CMV D00356 91.35 - - 4.0621% 18381.11 D00356 3358/3357 92.10 OL472034 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA2 CMV D00355 91.53 - - 1.7048% 8470.45 D00355 3048/3050 94.71 OL472052 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 89.03 - - 3.4026% 23276.95 AJ517802 2211/2216 91.70 OL472043 full genome assembled

SRR16552247  /  P53.2KOR20-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 7.38 MZ443622 1496/1506 71.17 OL472293 new species, best hit has only 41%  genome covered

SRR16552247  /  P53.2KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0067% 15.56 NC_032449 6552/6969 35.06 OL472108 new species, has virga-like domains (RdRP, CP), full genome

SRR16552246  /  P54KOR20-SW

SRR16552246  /  P54KOR20-SWbeet yellows virus BYV AF190581 97.72 - - 3.1094% 3407.77 AF190581 15469/15468 97.72 OL472076 full genome assembled

SRR16552246  /  P54KOR20-SWcarrot thin leaf virus CTLV MH170889 91.46 - - 0.3981% 710.56 MH170889 9490/9490 91.46 OL472135 full genome assembled

SRR16552246  /  P54KOR20-SWPastinaca umbravirus 1 PasUV1 - - LC434065 78.33 0.0147% 57.04 LC434065 4354/4193 78.33 OL472237 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 69.49 0.5793% 2452.04 MH231181 4006/3867 69.49 OL472226 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated waikavirus 2 PaWV2 - - KT238881 69.00 0.1458% 213.32 KT238881 11512/11649 69.00 OL472179 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated sequivirus 1 PaSV1 - - NC_038320 68.27 0.1177% 100.09 NC_038320 9988/9905 68.27 OL472180 new species, full genome assembled

SRR16552246  /  P54KOR20-SWMentha macluravirus 1 MenMV1 - - KP405232 67.44 3.0165% 6199.99 KP405232 8250/~8287 67.44 OL472141 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCirsium cytorhabdovirus 1 CCRV1 - - KY075646 69.04 0.0139% 22.26 KY075646 12216/13389 69.04 OL472122 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated viroid-like circular RNA 4 PaVCR4 not applicable - not applicable - 0.0175% 1081.50 not applicable 274/ - - OL472260 viroid-like circular RNA (putative new viroid species)

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.44 0.0180% 103.15 MF136436 2903/1867 77.44 OL472296 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 79.07 0.0031% 20.58 KX883211 2505/5082 79.07 OL472295 new species, only 3%  of genome covered by best hit

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 3 PTaR3 - - MF136436 72.04 0.0173% 116.79 MF136436 2515/1867 72.04 OL472299 new species, full genome assembled

SRR16552291  /  P55.1PLE20-ST

SRR16552291  /  P55.1PLE20-STpotato virus Y PVY MN216361 98.98 - - 0.9470% 2012.44 MN216361 9609/9609 99.82 OL472155 full genome assembled

SRR16552291  /  P55.1PLE20-STSouthern tomato virus STV MK948545 99.82 - - 0.0024% 14.32 MK948545 3436/3436 99.82 OL471997 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA1 CMV D00356 99.37 - - 9.6260% 58233.96 D00356 3361/3357 98.63 OL472035 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA2 CMV AJ517801 99.15 - - 7.6703% 51002.24 AJ517801 3055/3052 98.95 OL472053 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.19 - - 18.7449% 172075.53 AJ517802 2217/2216 99.19 OL472044 full genome assembled

SRR16552290  /  P55.2PLE20-ST

SRR16552290  /  P55.2PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0441% 215.41 KT852573 3438/3438 99.97 OL472005 full genome assembled

SRR16552290  /  P55.2PLE20-STpotato virus Y PVY DQ008213 99.62 - - 5.4331% 9517.27 DQ008213 9666/9666 99.63 OL472156 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 0.5646% 1074.24 KP008130 8913/8914 97.98 OL471946 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.47 - - 0.5083% 1805.31 KU179608 4766/4767 98.38 OL471947 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.01 - - 0.4960% 2864.77 DQ376178 2929/2927 99.62 OL471948 full genome assembled

SRR16552290  /  P55.2PLE20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - MK948541 99.00 23.1530% 29434.37 MK948541 13303/13320 96.35 OL472115 full genome assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 91.24 3.0891% 4266.95 NC_043389 7622/4018 91.24 OL472195 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA2 RWMV - - AF335430 88.00 AF335430 1787/263 88.17 OL472196 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.33 AY542957 1486/1063 92.33 OL472197 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 70.85 KY769704 1324/1381 71.85 OL472198 first full sequence of genome segment assembled

SRR16552289  /  P55.3PLE20-ST

SRR16552289  /  P55.3PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0940% 434.68 KT852573 3437/3438 99.97 OL471994 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus Y PVY MN216361 98.05 - - 17.1494% 28313.32 MN216361 9666/9666 98.93 OL472157 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus M PVM EU604672 93.55 - - 2.6925% 5039.69 EU604672 8523/8523 93.55 OL472244 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 6.4013% 11486.88 KP008130 8913/8914 97.98 OL471949 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.39 - - 4.1578% 13938.59 KU179608 4766/4767 96.39 OL471950 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.04 - - 4.1320% 22488.38 DQ376178 2927/2927 99.62 OL471951 full genome assembled

SRR16552288  /  P56PLE20-SW

SRR16552288  /  P56PLE20-SWAphis glycines virus 1 AGV1 - - KM015260 97.30 0.0076% 11.31 KM015260 8986/8680 98.97 OL472191 full genome assembled

SRR16552288  /  P56PLE20-SWRumex potyvirus 1 RumPV1 - - MK778804 71.15 3.9703% 5105.66 MK778804 10368/10068 71.15 OL472144 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.0557% 53.93 OU015520 13736/14421 66.38 OL472118 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum cytorhabdovirus 1 TCRV1 - - KM817650 65.25 0.0125% 12.09 KM817650 13781/13490 65.25 OL472125 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 2 PaSV2 - - MT559284 76.28 0.4589% 614.67 MT559284 9940/9795 76.28 OL472182 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 3 PaSV3 - - MT559283 75.59 0.4012% 523.38 MT559283 10227/9786 75.59 OL472184 new species, full genome assembled

SRR16552285  /  P57.1JUR20-ST

SRR16552285  /  P57.1JUR20-STpotato virus Y PVY MN216361 98.26 - - 0.2516% 402.50 MN216361 9609/9609 99.63 OL472149 full genome assembled

SRR16552285  /  P57.1JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 85.9657% 206944.04 MN267904 6383/6386 99.50 OL472097 full genome assembled

SRR16552284  /  P57.2JUR20-ST

SRR16552284  /  P57.2JUR20-STSouthern tomato virus STV LC487710 99.88 - - 0.0212% 124.39 LC487710 3438/3438 99.88 OL471995 full genome assembled

SRR16552284  /  P57.2JUR20-STpotato virus Y PVY JF927751 99.50 - - 0.6062% 1270.24 JF927751 9697/9697 99.45 OL472150 full genome assembled

SRR16552284  /  P57.2JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 90.9592% 289236.20 MN267904 6381/6386 99.50 OL472098 full genome assembled

SRR16552283  /  P58.1JUR20-SW

SRR16552283  /  P58.1JUR20-SWtomato mosaic virus ToMV MN267904 99.50 - - 1.6374% 3263.75 MN267904 6370/6383 99.50 OL472099 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 96.60 - - 5.7116% 20573.99 MN216370 3521/3445 96.60 OL472060 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 96.73 - - 1.6923% 7551.14 MN216373 2842/2757 96.73 OL472061 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.02 - - 8.9289% 49833.09 MN216376 2277/2242 98.02 OL472062 full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA1 PaDPV6 - - KX525268 83.90 0.1732% 707.56 KX525268 1593/1586 83.90 OL472023 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA2 PaDPV6 - - KY923704 72.36 KY923704 1512/1525 72.36 OL472024 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWNovo Mesto dicistrovirus 1 NMDV1 - - KX884398 67.63 0.0585% 74.11 KX884398 10055/9785 67.63 OL472188 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0135% 352.00 not applicable 580/ - - OL472262 viroid-like circular RNA (putative new viroid species)

SRR16552282  /  P58.2JUR20-SW

SRR16552282  /  P58.2JUR20-SWtomato mosaic virus ToMV MN267904 99.01 - - 0.0045% 9.28 MN267904 6345/6383 99.01 OL472100 full genome assembled

SRR16552282  /  P58.2JUR20-SWPlant associated alphaendornavirus 1 PaAEV1 - - LC500285 65.45 0.0983% 77.77 LC500285 14528/14878 65.45 OL472078 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.22 0.0038% 13.00 HQ677625 3895/3956 71.22 OL472223 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWNovo Mesto dicistrovirus 2 NMDV2 - - MT745591 80.82 0.0422% 43.76 MT745591 8897/8446 80.82 OL472189 new species, but only 45%  genome covered by best hit

SRR16552282  /  P58.2JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0016% 43.45 not applicable 580/ - - OL472261 viroid-like circular RNA (putative new viroid species)

SRR16552280  /  P59.1TUR20-ST

SRR16552280  /  P59.1TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1741% 824.26 MF422618 3438/3438 100.00 OL472003 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato mosaic virus ToMV MN267904 99.48 - - 0.0120% 30.62 MN267904 6345/6383 99.01 OL472103 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.99 - - 9.3851% 17240.41 KP008130 8913/8914 97.99 OL471952 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.07 - - 7.7732% 26697.40 KU179608 4766/4767 98.32 OL471953 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 6.1946% 34624.29 DQ376178 2926/2927 99.56 OL471954 full genome assembled

SRR16552280  /  P59.1TUR20-STHubei picorna-like virus 36 HuPiLV36 - - KX883970 99.22 0.1305% 214.72 KX883970 9951/9856 99.22 OL472186 full genome assembled

SRR16552280  /  P59.1TUR20-STNovo Mesto picornavirus 1 NMPV1 - - MH614316 71.28 0.0210% 33.59 MH614316 10189/- 71.28 OL472193 new species, but best hit covers only 10%  of the genome

SRR16552279  /  P59.2TUR20-ST

SRR16552279  /  P59.2TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1646% 824.26 MF422618 3438/3438 100.00 OL472000 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato mosaic virus ToMV MN267904 99.43 - - 0.0067% 18.05 MN267904 6383/6383 99.43 OL472104 full genome assembled

SRR16552279  /  P59.2TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.42 41.9384% 54539.21 KX636164 13313/13320 96.49 OL472124 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment L TSWV D10066 100.00 - - 2.7554% 5355.46 D10066 8813/8897 97.99 OL471955 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.27 - - 3.0355% 11030.08 KU179608 4766/4767 98.41 OL471956 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.91 - - 2.2612% 13373.55 DQ376178 2925/2927 99.52 OL471957 full genome assembled

SRR16552278  /  P59.3TUR20-ST

SRR16552278  /  P59.3TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0598% 359.49 MF422618 3438/3438 100.00 OL472002 full genome assembled

SRR16552278  /  P59.3TUR20-STpotato virus Y PVY - - AB185833 98.47 9.2900% 19495.54 AB185833 9726/9698 98.47 OL472164 full genome assembled, NTN strain

SRR16552278  /  P59.3TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.48 43.8871% 68474.03 KX636164 13313/13320 96.49 OL472110 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.9117% 4459.18 KP008130 8913/8914 97.98 OL471958 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.16 - - 1.5082% 6575.65 KU179608 4766/4767 98.41 OL471959 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.87 - - 1.4441% 10244.53 DQ376178 2926/2627 99.49 OL471960 full genome assembled

SRR16552277  /  P60TUR20-SW

SRR16552277  /  P60TUR20-SWwhite clover mosaic virus WCMV MN399741 96.37 - - 0.0049% 12.27 MN399741 5774/5774 96.39 OL472250 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.3634% 2204.07 KP008130 8913/8914 97.99 OL471961 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment M TSWV KU179608 96.37 - - 0.7429% 2235.94 KU179608 4766/4767 98.41 OL471962 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 1.5398% 7540.49 DQ376178 2925/2927 99.52 OL471963 full genome assembled

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A BLDVA - - NC_038560 91.00 0.0601% 105.72 NC_038560 8170/8174 91.00 OL472142 full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum viroid-like circular RNA 1 TVCR1 not applicable - not applicable - 0.0027% 86.14 not applicable 447/ - - OL472256 viroid-like circular RNA (putative new viroid species)

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A, divergent isolate BLDVA-divergent - - NC_038560 75.69 0.1074% 170.71 NC_038560 9047/8174 75.69 OL472143 divergent isolate, full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.1728% 180.41 OU015520 13680/14424 66.38 OL472121 new species, full genome assembled

SRR16552277  /  P60TUR20-SWNovo Mesto iflavirus 1 NMIV1 - - MK729664 76.74 0.0150% 24.55 MK729664 8849/8868 76.74 OL472192 new species, full genome assembled

SRR16552276  /  P61Pv-PK1  /  internal control

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1956% 254.20 MK948542 13903/13981 99.68 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5667% 698.89 MF281671 14240/14780 99.50 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0237% 28.43 NC_040558 7881/15205 88.90 - full genome assembled

SRR16552274  /  P62Pv-PK2  /  internal control

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1683% 154.27 MK948542 13901/13981 99.61 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4657% 405.61 MF281671 14224/14780 99.58 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0187% 15.83 NC_040558 7707/15205 88.41 - full genome assembled

cucumber mosaic virus, RNA1-3 CMV - - - - 0.0009% - - - - - possible sequencing crosstalk
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SRR16552271  /  P1.1BER19-ST

SRR16552271  /  P1.1BER19-STpotato virus Y PVY KX184817 99.69 - - 0.7087% 1745.64 KX184817 9709/9719 100.00 OL472145 full genome assembled

SRR16552271  /  P1.1BER19-STtomato mosaic virus ToMV MN267904 99.00 - - 93.7180% 351439.67 MN267904 6384/6383 99.00 OL472089 full genome assembled

SRR16552271  /  P1.1BER19-STsouthern tomato virus STV MN095716 96.00 - - 0.0003% 2.45 MN095716 - 96.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552270  /  P1.2BER19-ST

SRR16552270  /  P1.2BER19-STpotato virus Y PVY JF927761 99.80 - - 0.5200% 1209.20 JF927761 - 98.00 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552270  /  P1.2BER19-STtomato mosaic virus ToMV MN267904 99.42 - - 96.4897% 8246.41 MN267904 9684/9701 99.00 OL472090 full genome assembled

SRR16552270  /  P1.2BER19-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV KY706238 96.00 - - 0.6600% 1132.91 KY706238 13318/13319 99.00 MW366749 full genome assembled

SRR16552270  /  P1.2BER19-STtomato betanucleorhabdovirus 1 TBRV1 KM823531 66.80 - - 0.0106% 17.83 KM823531 13577/13188 66.80 OL472119 new species, full genome assembled

SRR16552235  /  P02BER19-AT

SRR16552235  /  P02BER19-ATtomato mosaic virus ToMV MN267904 99.40 - - 0.8000% 398.36 MN267904 6364/6383 99.40 OL472088 full genome assembled

SRR16552235  /  P02BER19-ATsouthern tomato virus STV MN216389 100.00 - - 0.0069% 6.41 MN216389 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552224  /  P3.1BER19-SW

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA1 CMV D00356 99.00 - - 0.1006% 441.58 D00356 3558/3557 98.70 OL472030 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA2 CMV AJ517801 99.00 - - 0.1017% 490.83 AJ517801 3052/3050 98.70 OL472048 full genome assembled

SRR16552224  /  P3.1BER19-SWcucumber mosaic virus, RNA3 CMV AJ517802 99.00 - - 0.2896% 1935.45 AJ517802 2216/2216 99.20 OL472039 full genome assembled

SRR16552224  /  P3.1BER19-SWtomato mosaic virus ToMV MN267904 97.74 - - 0.0141% 32.92 MN267904 6341/6383 99.40 OL472091 full genome assembled

SRR16552224  /  P3.1BER19-SWHubei polero-like virus 2 HuPLV2 KX882844 98.00 - - 0.4138% 1009.61 KX882844 6083/6083 99.10 OL472220 full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated alphaendornavirus 1 PaAEV1 MH182675 65.60 - - 0.0179% 18.35 MH182675 14445/14728 65.60 OL472077 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA1 PaDPV1 - - NC_038846 76.10 0.0091% 79.00 NC_038846 1555/1575 76.10 OL472010 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2a PaDPV1 - - MK731958 70.31 0.0076% 72.76 MK731958 1544/1583 70.31 OL472011 new species, full genome assembled

SRR16552224  /  P3.1BER19-SWplant associated deltapartitivirus 1, RNA2b PaDPV1 - - MK731957 64.88 0.0033% 32.11 MK731957 1510/1517 64.88 OL472012 new species, full genome assembled

SRR16552261  /  P3.2BER19-SW

SRR16552261  /  P3.2BER19-SWtomato mosaic virus ToMV MN267904 99.30 - - 0.0190% 38.68 MN267904 6383/6383 99.40 OL472092 full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated closterovirus 1 PaClV1 - - LC480248 65.80 0.0296% 29.22 LC480248 13177/15597 65.80 OL472072 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWplant associated waikavirus 1 PaWV1 - - NC_040586 67.00 0.0247% 29.23 NC_040586 11022/12313 67.04 OL472169 new species, full genome assembled

SRR16552261  /  P3.2BER19-SWLjubljana dicistrovirus 1 LDV1 - - MH459180 67.00 0.0776% 114.32 MH459180 8841/8293 67.00 OL472194 new species, full genome assembled

SRR16552250  /  P04NGO19-AT

SRR16552250  /  P04NGO19-ATsouthern tomato virus STV MF422618 100.00 - - 0.0500% 180.61 MF422618 3414/3437 100.00 OL471986 full genome assembled

SRR16552250  /  P04NGO19-ATolive latent virus 1 OLV1 MK376952 98.00 - - 0.0022% 7.64 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.2140% 201.00 NC_043389 7622/4018 91.24 OL472207 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472208 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472209 first full sequence of genome segment assembled

SRR16552250  /  P04NGO19-ATRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472210 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-ST

SRR16552286  /  P05NGO19-STsouthern tomato virus STV MF422618 100.00 - - 0.1073% 434.84 MF422618 3414/3437 100.00 OL471987 full genome assembled

SRR16552286  /  P05NGO19-STolive latent virus 1 OLV1 MK376952 97.70 - - 0.0040% 15.20 MK376952 3277/3699 98.00 - partial genome obtained (was not deposited)

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.1969% 231.00 NC_043389 7622/4018 91.24 OL472211 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472212 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472213 first full sequence of genome segment assembled

SRR16552286  /  P05NGO19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472214 first full sequence of genome segment assembled

SRR16552275  /  P06NGO19-SW

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 88.30 1.7688% 3820.85 MN216350 5820/5771 88.27 OL472172 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 88.70 2.1729% 7952.26 MN216379 3435/3303 88.68 OL472173 full genome assembled, probable divergent strain

SRR16552275  /  P06NGO19-SWErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 97.90 0.0042% 16.34 MN627469 3198/3222 97.90 OL472267 full genome assembled

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR1 not applicable - not applicable - 0.0024% 55.03 not applicable 556/ - - OL472257 viroid-like circular RNA (putative new viroid species)

SRR16552275  /  P06NGO19-SWplant associated viroid-like circular RNA 1 PaVCR2 not applicable - not applicable - 0.0026% 65.88 not applicable 491/ - - OL472258 viroid-like circular RNA (putative new viroid species)

SRR16552273  /  P07BUK19-ST

SRR16552273  /  P07BUK19-STsouthern tomato virus STV KT85253 99.70 - - 0.0046% 23.56 KT85253 3364/3437 99.60 - partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus TBSV M21958 94.00 - - 0.0075% 2748.00 M21958 4755/4776 94.00 OL472233 full genome assembled

SRR16552273  /  P07BUK19-STLeveillula taurica-associated rhabdo-like virus LtaRLV1 MN609860 99.80 - - 0.0196% 24.94 MN609860 13978/14003 99.80 OL472123 full genome assembled

SRR16552273  /  P07BUK19-STolive latent virus 1 OLV1 MK376952 97.00 - - 0.0032% 15.26 MK376952 - 98.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA L TBSV-satRNA-L FJ666076 90.70 - - 0.0001% 3.14 FJ666076 483/615 91.10 OL472255 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA B10 TBSV-satRNA-B10 AF022788 94.10 - - 0.0014% 41.41 AF022788 590/612 94.10 OL472254 partial genome obtained

SRR16552273  /  P07BUK19-STtomato bushy stunt virus satellite RNA C TBSV-satRNA-C AF022787 82.20 - - 0.0008% 16.96 AF022787 884/822 81.30 OL472253 new species, best hit covers only 55%  of the genome

SRR16552273  /  P07BUK19-STCymbidium ringspot virus satellite RNA CymRSV-satRNA D00720 94.81 - - 0.0008% 25.30 D00720 607/618 94.80 OL472252 full genome assembled

SRR16552272  /  P08BUK19-SW

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA1 BBWV1 - - MN216350 82.60 1.3066% 2809.68 MN216350 5836/5771 82.63 OL472170 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWbroad bean wilt virus 1, RNA2 BBWV1 - - MN216379 71.60 6.5586% 23566.87 MN216379 3386/3303 71.57 OL472171 full genome assembled, probable divergent strain

SRR16552272  /  P08BUK19-SWHubei polero-like virus 2 HuPLV2 - - KX882844 97.40 0.5413% 1117.07 KX882844 6083/6083 97.40 OL472221 full genome assembled

SRR16552272  /  P08BUK19-SWPlantago potyvirus 1 PlaPV1 - - AF543212 73.60 0.9120% 1199.42 AF543212 9528/9797 73.60 OL472140 new species, full genome assembled

SRR16552269  /  P09KOP19-AT

SRR16552269  /  P09KOP19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0004% 1.82 MK376952 - 97.00 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-ST

SRR16552244  /  P10KOP19-STolive latent virus 1 OLV1 MK376952 95.78 - - 0.0037% 15.37 MK376952 - 95.66 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtobacco necrosis virus A TNVA KX906928 92.98 - - 0.0037% 15.84 KX906928 - 89.35 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STolive mild mosaic virus OMMV KX906929 92.63 - - 0.0043% 18.14 KX906929 - 94.10 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato mosaic virus ToMV MN267904 97.45 - - 0.0023% 5.45 MN267904 - 97.45 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STtomato matilda virus TMaV MK517476 99.27 - - 0.0065% 11.81 MK517476 - 99.24 - partial genome obtained (was not deposited)

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA1 RWMV NC_043389 91.20 - - 0.3633% 470.00 NC_043389 7622/4018 91.24 OL472199 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA2 RWMV AF335430 90.10 - - AF335430 1787/263 90.08 OL472200 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA3 RWMV AY542957 91.90 - - AY542957 1486/1063 91.94 OL472201 first full sequence of genome segment assembled

SRR16552244  /  P10KOP19-STRanunculus white mottle ophiovirus, RNA4 RWMV KY769704 71.10 - - KY769704 1324/1381 71.11 OL472202 first full sequence of genome segment assembled

SRR16552243  /  P11KOP19-SW

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.44 3.7889% 3780.22 JN560178 9024/8877 72.44 OL471967 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.77 2.6906% 4620.18 JN560177 5232/4786 70.77 OL471968 new species, full genome assembled

SRR16552243  /  P11KOP19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.94 3.8029% 11629.66 AY686718 2887/2734 65.94 OL471969 new species, full genome assembled

SRR16552243  /  P11KOP19-SWplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0105% 15.00 NC_032449 6434/6969 35.06 OL472105 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0106% 14.29 MN627473 3489/3506 89.97 OL472271 full genome assembled, possibly a divergent strain

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0196% 48.65 MN035426 3586/3685 71.65 OL472274 new species, partial genome obtained 

SRR16552243  /  P11KOP19-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.2176% 538.75 QED42936 3627/ - 31.15 OL472275 new species, has virga-like domains, BLASTx hit is shown

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA1 EnaPV2 - - MN605492 99.54 0.0592% 175.42 MN605492 1723/1735 99.54 OL472008 full genome assembled

SRR16552243  /  P11KOP19-SWEysiphe necator associated partitivirus 2, RNA2 EnaPV2 - - MN605493 99.93 MN605493 1534/1557 99.93 OL472009 full genome assembled

SRR16552243  /  P11KOP19-SWPlasmopara viticola lesion associated monoambiguivirus 1 PvLAMV1 - - MN556995 96.59 0.2726% 396.98 MN556995 6159/6099 96.59 OL472280 full genome assembled

SRR16552243  /  P11KOP19-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.13 0.0336% 94.01 MW648508 3150/3115 67.13 OL472281 new species, best hit covers only 37%  of genome

SRR16552242  /  P12PAR19-AT

SRR16552242  /  P12PAR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0439% 129.88 MK948595 3436/3437 99.70 OL471989 full genome assembled

SRR16552242  /  P12PAR19-ATtobacco necrosis virus A TNVA KX906928 97.10 - - 0.0448% 124.06 KX906928 3684/3684 97.10 OL472227 full genome assembled

SRR16552242  /  P12PAR19-ATolive latent virus 1 OLV1 MK376952 97.00 - - 0.0229% 63.43 MK376952 3646/3669 96.20 OL472228 full genome assembled

SRR16552242  /  P12PAR19-ATolive mild mosaic virus OMMV KY769774 91.00 - - 0.0093% 25.35 KY769774 - 91.00 - partial genome obtained (was not deposited)

SRR16552242  /  P12PAR19-ATtomato albetovirus 1 TomAV1 - - L06057 74.01 0.0024% 19.35 L06057 1261/1239 74.01 OL472251 new species, full genome assembled

SRR16552242  /  P12PAR19-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.57 0.0303% 89.37 MN609858 3430/3314 69.57 OL472264 new species, full genome assembled

SRR16552241  /  P13PAR19-ST

SRR16552241  /  P13PAR19-STtomato mosaic virus ToMV MN267904 92.70 - - 0.0004% 1.31 MN267904 - 92.70 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0030% 6.50 MK517476 - 99.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552241  /  P13PAR19-STErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 90.27 0.0071% 41.60 MN627469 3198/3222 90.27 OL472266 full genome assembled

SRR16552241  /  P13PAR19-STErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.97 0.0093% 50.93 MN627473 3372/3506 89.97 OL472270 full genome assembled, possibly a divergent strain

SRR16552241  /  P13PAR19-STplant associated virga-like virus 1 PaVLV1 - - MN035426 71.65 0.0079% 41.67 MN035426 3572/3685 71.65 OL472273 new species, has virga-like domains

SRR16552240  /  P14PAR19-SW

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 0.0306% 31.81 JN560178 9055/8877 72.47 OL471967 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 0.0712% 142.00 JN560177 4714/4786 70.61 OL471968 new species, full genome assembled

SRR16552240  /  P14PAR19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 0.0636% 174.38 AY686718 3407/2734 65.93 OL471969 new species, full genome assembled

SRR16552239  /  P15.1BOL19-AT

SRR16552239  /  P15.1BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0145% 64.21 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552238  /  P15.2BOL19-AT

SRR16552238  /  P15.2BOL19-ATSouthern tomato virus STV MF422618 99.00 - - 0.0222% 78.51 MF422618 3413/3437 99.00 OL471983 full genome assembled

SRR16552237  /  P16BOL19-ST

SRR16552237  /  P16BOL19-STSouthern tomato virus STV MF422618 99.50 - - 0.0007% 5.51 MF422618 - 99.50 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato matilda virus TMaV MK517476 99.00 - - 0.0006% 2.04 MK517476 - 99.00 - partial genome obtained (was not deposited)

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA1 ToFBV MT434819 98.10 - - 0.0028% 13.74 MT434819 5767/5778 98.10 OL472087 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA2 ToFBV MT434820 98.80 - - 0.0010% 7.97 MT434820 3542/3610 98.80 OL472080 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA3 ToFBV MT434821 94.50 - - 0.0020% 20.08 MT434821 2756/2761 94.50 OL472081 full genome assembled

SRR16552237  /  P16BOL19-STtomato fruit blotch virus, RNA4 ToFBV MT434822 95.60 - - 0.0009% 13.54 MT434822 1886/1900 95.60 OL472082 full genome assembled

SRR16552236  /  P17BOL19-SW

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.50 0.0088% 13.47 JN560178 8979/8877 72.50 OL471973 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 71.92 0.0289% 79.32 JN560177 4758/4786 71.92 OL471974 new species, full genome assembled

SRR16552236  /  P17BOL19-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.75 0.0236% 89.29 AY686718 3463/2734 65.75 OL471975 new species, full genome assembled

SRR16552236  /  P17BOL19-SWPlantago tobamovirus 1 PTV1 - - GQ401365 86.22 18.5267% 174.38 GQ401365 6295/6311 86.22 OL472109 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 1 PaPoV1 - - KT868949 76.87 0.1962% 448.83 KT868949 6025/6017 76.87 OL472217 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated polerovirus 2 PaPoV2 - - KR706247 73.27 0.0640% 155.67 KR706247 5669/5643 73.27 OL472218 new species, full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA1 ToFBV MT434819 98.15 - - 0.1904% 450.19 MT434819 5811/5811 98.15 OL472083 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA2 ToFBV MT434820 98.72 - - 0.0574% 217.18 MT434820 3629/3643 98.72 OL472084 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA3 ToFBV MT434821 99.37 - - 0.3069% 1470.54 MT434821 2872/2872 99.37 OL472085 full genome assembled

SRR16552236  /  P17BOL19-SWtomato fruit blotch virus, RNA4 ToFBV MT434822 99.64 - - 0.1122% 790.85 MT434822 1945/1946 99.64 OL472086 full genome assembled

SRR16552236  /  P17BOL19-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 73.24 48.4527% 167483.71 HQ677625 3933/3933 73.24 OL472224 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.10 0.0109% 50.22 MW546937 1512/1583 76.10 OL472019 new species, full genome assembled

SRR16552236  /  P17BOL19-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 65.92 MW546938 1471/1459 65.92 OL472020 new species, full genome assembled

SRR16552234  /  P18POR19-ST

SRR16552234  /  P18POR19-STSouthern tomato virus STV MK610257 98.00 - - 0.0103% 52.88 MK610257 - 98.00 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STolive latent virus 1 OLV1 DQ083996 95.60 - - 0.0019% 9.03 DQ083996 - 95.69 - partial genome obtained (was not deposited)

SRR16552234  /  P18POR19-STtomato matilda virus TMaV MK517476 99.70 - - 0.8361% 1718.93 MK517476 8653/8653 99.71 OL472166 full genome assembled

SRR16552234  /  P18POR19-STAphis glycines virus 1 AGV1 - - KM015260 97.33 0.1987% 393.70 KM015260 8983/8680 97.33 OL472190 full genome assembled

SRR16552234  /  P18POR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.64 0.1349% 533.68 MN609862 4483/4289 99.64 OL472283 2 sequences (MN609862-63) map to the assembled contig

SRR16552234  /  P18POR19-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 73.90 0.0017% 51.66 MZ443622 1500/1506 73.90 OL472291 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated tombus-like virus 1 TaTLV1 - - MN609858 69.72 0.0100% 20.06 MN609858 3427/3314 69.72 OL472265 new species, full genome assembled

SRR16552234  /  P18POR19-STtomato associated virga-like virus 1 TaVLV1 - - no good hit - 0.1377% 459.02 no good hit 5277/ - - OL472265 new species, full genome assembled

SRR16552233  /  P19POR19-AT

SRR16552233  /  P19POR19-ATSouthern tomato virus STV MK610257 100.00 - - 0.0019% 5.47 MK610257 - 100.00 - partial genome obtained (was not deposited)

SRR16552233  /  P19POR19-ATtomato matilda virus TMaV MK517476 99.68 - - 0.0774% 90.03 MK517476 8656/8653 99.68 OL472167 full genome assembled

SRR16552233  /  P19POR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.36 0.0665% 148.27 MN609862 4483/4289 99.36 OL472284 2 sequences (MN609862-63) map to the assembled contig

SRR16552232  /  P20POR19-SW

SRR16552232  /  P20POR19-SWcarrot thin leaf virus CTLV - - MH170889 91.73 7.4399% 10282.14 MH170889 9534/9490 91.73 OL472133 full genome assembled

SRR16552232  /  P20POR19-SWbarley virus G BVG - - KT962089 97.99 0.3173% 748.49 KT962089 5584/5620 97.99 OL472215 full genome assembled

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 98.68 - - 0.0012% 4.73 MN216370 - 98.68 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 95.31 - - 0.0007% 3.16 MN216373 - 95.31 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.20 - - 0.0016% 9.05 MN216376 - 98.20 - low read coverage, partial genome obtained (was not deposited)

SRR16552232  /  P20POR19-SWplant associated polerovirus 3 PaPoV3 - - GU327735 76.13 1.5439% 3345.45 GU327735 6009/5803 76.13 OL472219 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca potexvirus 1 PasPV1 - - LC460456 67.27 0.5653% 1262.61 LC460456 5896/5964 67.27 OL472238 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca cytorhabdovirus 1 PaCRV1 - - MH898500 67.04 0.0249% 25.05 MH898500 13072/14419 67.04 OL472112 new species, full genome assembled

SRR16552232  /  P20POR19-SWPastinaca umbravirus 1 PasUV1 - - LC434065 77.80 0.2817% 849.71 LC434065 4368/4193 77.80 OL472236 new species, full genome assembled

SRR16552232  /  P20POR19-SWPicris umbravirus 1 PicUV1 - - KT946712 80.00 1.8046% 5437.68 KT946712 4357/4196 80.00 OL472232 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.74 0.2362% 1049.28 MF136436 2962/1867 77.74 OL472298 new species, full genome assembled

SRR16552232  /  P20POR19-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 82.05 0.0049% 25.46 KX883211 2524/5082 82.05 OL472297 new species, full genome assembled

SRR16552231  /  P21KOR19-AT

SRR16552231  /  P21KOR19-ATSouthern tomato virus STV MK948595 99.60 - - 0.0184% 95.18 MK948595 3408/3437 99.60 OL471984 full genome assembled

SRR16552231  /  P21KOR19-ATtomato matilda virus TMaV MK517476 99.70 - - 0.0440% 43.74 MK517476 8657/8653 99.70 OL472168 full genome assembled

SRR16552231  /  P21KOR19-ATLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.39 0.0157% 29.93 MN609862 4430/4289 99.39 OL472285 2 sequences (MN609862-63) map to the assembled contig

SRR16552230  /  P22KOR19-ST

SRR16552230  /  P22KOR19-STSouthern tomato virus STV MK948595 99.60 - - 0.0193% 129.97 MK948595 3412/3437 99.60 OL471990 full genome assembled

SRR16552230  /  P22KOR19-STtomato mosaic virus ToMV MN267904 99.37 - - 0.0096% 35.20 MN267904 6383/6383 99.37 OL472101 full genome assembled

SRR16552230  /  P22KOR19-STtomato matilda virus TMaV MK517476 99.73 - - 0.0193% 99.25 MK517476 8562/8653 99.73 OL472177 full genome assembled

SRR16552230  /  P22KOR19-STolive latent virus 1 OLV1 MK376952 100.00 - - 0.0009% 6.54 MK376952 - 100.00 - partial genome obtained (was not deposited)

SRR16552230  /  P22KOR19-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0058% 29.93 MN609862 4483/4289 99.38 OL472286 2 sequences (MN609862-63) map to the assembled contig

SRR16552229  /  P23KOR19-SW

SRR16552229  /  P23KOR19-SWcarrot thin leaf virus CTLV MH170889 92.00 - - 1.2444% 1303.84 MH170889 9471/9490 91.00 OL472134 full genome assembled

SRR16552229  /  P23KOR19-SWKoper picorna-like virus 1 KPLV1 - - MN714669 73.59 0.0038% 9.81 MN714669 5151/9979 73.59 OL472294 new species, full genome assembled

SRR16552229  /  P23KOR19-SWKoper totivirus 3 KTV3 - - MK279493 62.51 0.0055% 14.63 MK279493 4988/5174 62.51 OL472029 new species, full genome assembled

SRR16552229  /  P23KOR19-SWplant associated botourmia-like virus 1 PaBLV1 - - MN532659 73.49 0.0063% 36.22 MN532659 2300/2339 73.49 OL472278 new species, full genome assembled

SRR16552228  /  P29Pv19-PK2  /  internal control

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1532% 214.50 MK948542 13901/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5200% 685.33 MF281671 14417/14780 98.91 - partial genome obtained, not deposited (internal control)

SRR16552228  /  P29Pv19-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0217% 27.58 NC_040558 8831/15205 88.05 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1  /  internal control

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1448% 214.50 MK948542 13900/13981 99.68 - full genome assembled, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4340% 392.52 MF281671 14168/14780 99.59 - partial genome obtained, not deposited (internal control)

SRR16552227  /  P30Pv19-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0185% 16.33 NC_040558 7633/15205 87.83 - partial genome obtained, not deposited (internal control)

SRR16552226  /  P31BER20-AT

SRR16552226  /  P31BER20-ATSouthern tomato virus STV MF422618 99.70 - - 0.0017% 8.48 MF422618 3438/3438 99.70 - full genome assembled (was not deposited)

SRR16552221  /  P32STR20-AT

SRR16552221  /  P32STR20-ATpotato virus Y PVY AB185833 96.08 - - 5.6002% 9230.31 AB185833 9688/9698 99.47 OL472161 full genome assembled

SRR16552221  /  P32STR20-ATpotato virus S PVS MH937416 98.74 - - 1.3352% 2515.60 MH937416 8477/8485 98.74 OL472247 full genome assembled

SRR16552221  /  P32STR20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 0.0064% 7.67 MF543022 13414/14432 67.02 OL472129 new species, full genome assembled

SRR16552265  /  P33BOL20-AT

SRR16552265  /  P33BOL20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MH323437 67.40 0.2493% 295.17 MH323437 13436/13546 70.05 OL472116 new species, full genome assembled

SRR16552265  /  P33BOL20-ATSouthern tomato virus STV MK948545 100.00 - - 0.0032% 14.75 MK948545 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-AT

SRR16552262  /  P34MIR20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0042% 11.41 MF422618 - 100.00 - partial genome obtained (was not deposited)

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 1 TIV1 - - NC_039075 69.57 0.0441% 212.82 NC_039075 3392/3378 69.57 OL472057 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 2 TIV1 - - KY695013 74.03 0.0839% 481.15 KY695013 2866/2931 74.03 OL472058 new species, full genome assembled

SRR16552262  /  P34MIR20-ATtomato ilarvirus 1, RNA 3 TIV1 - - KY695014 67.27 0.1392% 1048.57 KY695014 2181/2296 67.27 OL472059 new species, full genome assembled

SRR16552258  /  P35KOP20-AT

SRR16552258  /  P35KOP20-ATSouthern tomato virus STV MK610257 99.97 - - 0.0110% 41.24 MK610257 3414/3414 99.97 OL471998 full genome assembled

SRR16552258  /  P35KOP20-ATolive latent virus 1 OLV1 MK376952 96.32 - - 0.0027% 9.49 MK376952 - 96.34 - full genome assembled (was not deposited, possible recombinant)

SRR16552258  /  P35KOP20-ATErysiphe necator ourmia-like virus 82 EnOLV82 MN611610 96.15 - - 0.0009% 4.90 MN611610 2627/2859 93.19 OL472300 full genome assembled

SRR16552254  /  P36SKO20-AT

SRR16552254  /  P36SKO20-ATSouthern tomato virus STV MF422618 100.00 - - 0.0134% 62.18 MF422618 - 100.00 - full genome assembled

SRR16552254  /  P36SKO20-ATpotato virus Y PVY AB185833 97.77 - - 14.7054% 24495.49 AB185833 9698/9698 99.49 OL472158 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA1 CMV D00356 100.00 - - 2.6547% 12692.24 D00356 3357/3357 98.90 OL472036 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA2 CMV KC019300 96.98 - - 5.0193% 12010.42 KC019300 3048/3049 96.81 OL472054 full genome assembled

SRR16552254  /  P36SKO20-ATcucumber mosaic virus, RNA3 CMV AJ517802 99.14 - - 2.6547% 36466.12 AJ517802 2215/2216 99.17 OL472045 full genome assembled

SRR16552254  /  P36SKO20-ATtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.82 1.7041% 2040.29 MF543022 13453/14432 67.82 OL472120 new species, full genome assembled

SRR16552249  /  P37KOR20-AT

SRR16552249  /  P37KOR20-ATpotato virus Y PVY AB185833 97.06 - - 5.6244% 10169.76 AB185833 9698/9698 99.44 OL472151 full genome assembled

SRR16552249  /  P37KOR20-ATpotato virus M PVM JX678982 97.02 - - 1.8675% 3843.19 JX678982 8523/8523 97.02 OL472242 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA1 CMV HE962478 94.62 - - 1.9706% 10237.36 HE962478 3359/3358 94.02 OL472032 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA2 CMV MG021461 96.28 - - 1.7648% 10088.19 MG021461 3055/3050 96.58 OL472050 full genome assembled

SRR16552249  /  P37KOR20-ATcucumber mosaic virus, RNA3 CMV AJ517802 98.87 - - 3.8745% 30600.28 AJ517802 2216/2216 99.07 OL472041 full genome assembled

SRR16552249  /  P37KOR20-ATplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0045% 11.98 NC_032449 6552/6969 35.06 OL472106 new species, has virga-like domains (RdRP,CP), full genome

SRR16552249  /  P37KOR20-ATtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 8.32 MZ443622 1494/1506 71.17 OL472292 new species, best hit has only 41%  genome covered

SRR16552245  /  P38PLE20-AT

SRR16552245  /  P38PLE20-ATpotato virus Y PVY MN216361 98.18 - - 41.6262% 85069.36 MN216361 9609/9609 99.85 OL472154 full genome assembled

SRR16552245  /  P38PLE20-ATSouthern tomato virus STV MK948545 99.82 - - 0.0210% 119.29 MK948545 3436/3436 99.82 OL472006 full genome assembled

SRR16552245  /  P38PLE20-ATtomato associated tombus-like virus 1 TaTLV1 - - MN609858 70.00 0.0030% 16.98 MN609858 3430/3314 70.00 OL472263 new species, full genome assembled

SRR16552245  /  P38PLE20-ATErysiphe necator associated ambiguivirus 2 EnaAV2 - - MN627469 95.89 0.0008% 4.99 MN627469 - 95.89 - low read coverage, partial genome obtained (was not deposited)

SRR16552287  /  P39JUR20-AT

SRR16552287  /  P39JUR20-ATtomato mosaic virus ToMV MN267904 99.50 - - 0.0807% 201.46 MN267904 6383/6386 99.50 OL472096 full genome assembled

SRR16552287  /  P39JUR20-ATpotato virus Y PVY - - KX184847 99.79 0.0444% 72.91 KX184847 9719/9719 99.79 OL472148 full genome assembled

SRR16552287  /  P39JUR20-ATHubei picorna-like virus 36 HuPiLV36 KX883970 99.06 - - 0.0171% 27.34 KX883970 9977/9856 99.06 OL472187 full genome assembled

SRR16552281  /  P40TUR20-AT

SRR16552281  /  P40TUR20-ATtomato mosaic virus ToMV MN267904 97.75 - - 0.0026% 5.70 MN267904 - 97.75 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATolive latent virus 1 OLV1 MK376952 96.91 - - 0.0006% 1.65 MK376952 - 96.91 - low read coverage, partial genome obtained (was not deposited)

SRR16552281  /  P40TUR20-ATSouthern tomato virus STV MK610257 100.00 - - 0.0008% 3.12 MK610257 - 100.00 - low read coverage, partial genome obtained (was not deposited)

SRR16552225  /  P41.1BER20-ST

SRR16552225  /  P41.1BER20-STpotato virus Y PVY JF927755 97.68 - - 4.2245% 8824.20 JF927755 9689/9697 99.30 OL472146 full genome assembled

SRR16552225  /  P41.1BER20-STtomato mosaic virus ToMV MN267904 99.50 - - 0.0035% 10.98 MN267904  6383/6383 99.40 OL472093 full genome assembled

SRR16552225  /  P41.1BER20-STSouthern tomato virus STV KT438549 99.50 - - 0.0092% 53.70 KT438549 3411/3463 99.36 OL471992 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA1 CMV D00356 99.11 - - 29.3895% 177136.45 D00356 3357/3360 99.11 OL472031 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA2 CMV D00355 99.08 - - 20.9980% 139195.19 D00355 3045/3048 99.08 OL472049 full genome assembled

SRR16552225  /  P41.1BER20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.64 - - 24.1833% 220717.27 AJ517802 2215/2216 99.64 OL472040 full genome assembled

SRR16552223  /  P41.2BER20-ST

SRR16552223  /  P41.2BER20-STpotato virus Y PVY AB185833 96.16 - - 0.5191% 1012.95 AB185833 9687/9698 99.01 OL472147 full genome assembled

SRR16552223  /  P41.2BER20-STpotato virus M PVM JX678982 96.83 - - 0.4948% 1098.02 JX678982 8507/8523 96.83 OL472246 full genome assembled

SRR16552223  /  P41.2BER20-STtomato mosaic virus ToMV MN267904 99.44 - - 31.4357% 177136.45 MN267904  6383/6383 99.40 OL472094 full genome assembled

SRR16552222  /  P42BER20-SW

SRR16552222  /  P42BER20-SWtomato mosaic virus ToMV MN267904 99.44 - - 19.2552% 21122.12 MN267904  6381/6383 99.44 OL472095 full genome assembled

SRR16552222  /  P42BER20-SWplant associated tombus-like virus 2 PaTLV2 - - MT317175 76.36 0.0099% 41.43 MT317175 3297/3360 76.36 OL472269 new species, full genome assembled

SRR16552268  /  P43.1STR20-ST

SRR16552268  /  P43.1STR20-STSouthern tomato virus STV MK610257 100.00 - - 0.0099% 52.82 MK610257 3413/3414 100.00 OL471996 full genome assembled

SRR16552268  /  P43.1STR20-STpotato virus Y PVY KY847961 99.68 - - 12.6303% 24095.87 KY847961 9628/9630 99.68 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato bushy stunt virus TBSV M21958 94.97 - - 0.0094% 36.06 M21958 4778/4776 95.61 OL472162 full genome assembled

SRR16552268  /  P43.1STR20-STtomato alphanucleorhabdovirus 1 TARV1 - - KC905081 75.20 7.0251% 9626.99 KC905081 13406/13154 75.20 OL472234 new species, full genome assembled

SRR16552268  /  P43.1STR20-STtomato matilda virus TMaV MK517476 99.75 - - 0.0054% 11.54 MK517476 8653/8653 99.79 OL472174 full genome assembled

SRR16552267  /  P43.2STR20-ST

SRR16552267  /  P43.2STR20-STSouthern tomato virus STV KT852573 99.82 - - 0.0160% 70.06 KT852573 3438/3438 99.82 OL472004 full genome assembled

SRR16552267  /  P43.2STR20-STeggplant mottle dwarf virus EMDV LN680656 94.63 - - 14.9232% 17362.84 LN680656 13097/13100 94.63 OL472111 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus Y PVY JF927760 99.27 - - 6.2712% 9857.20 JF927760 9690/9697 99.45 OL472163 full genome assembled

SRR16552267  /  P43.2STR20-STpotato virus S PVS MH937416 98.62 - - 0.3527% 633.50 MH937416 8485/8485 98.62 OL472249 full genome assembled

SRR16552267  /  P43.2STR20-STtomato matilda virus TMaV MK517476 99.78 - - 0.0158% 27.81 MK517476 8653/8653 99.78 OL472178 full genome assembled

SRR16552267  /  P43.2STR20-STLeveillula taurica-associated noda-like virus 1 LtaNLV1 - - MN609862 99.38 0.0057% 19.47 MN609862 4483/4289 99.38 OL472287 2 sequences (MN609862-63) map to the assembled contig

SRR16552266  /  P44STR20-SW

SRR16552266  /  P44STR20-SWwatermelon mosaic virus WMV MN914158 99.49 - - 14.5047% 119818.52 MN914158 10040/10040 99.47 OL472139 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA1 PSV LC380687 97.52 - - 14.1287% 57575.88 LC380687 3347/3354 97.10 OL472066 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA2 PSV LC380688 97.35 - - 10.4424% 48511.80 LC380688 2940/2943 97.15 OL472067 full genome assembled

SRR16552266  /  P44STR20-SWpeanut stunt virus, RNA3 PSV LC380680 97.35 - - 22.2985% 139685.41 LC380680 2185/2185 98.81 OL472068 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA1 BBWV1 MN216350 90.78 - - 0.0275% 65.29 MN216350 5766/5771 91.68 OL472175 full genome assembled

SRR16552266  /  P44STR20-SWbroad bean wilt virus 1, RNA2 BBWV1 MN216379 88.91 - - 0.0227% 92.84 MN216379 3341/3303 88.67 OL472176 full genome assembled

SRR16552264  /  P45BOL20-ST

SRR16552264  /  P45BOL20-STSouthern tomato virus STV MF422618 100.00 - - 0.0275% 134.33 MF422618 3415/3438 100.00 OL472007 full genome assembled

SRR16552264  /  P45BOL20-STtomato associated alphaendornavirus 1 TaAEV1 - - MH094752 75.83 0.0108% 15.64 MH094752 11692/11683 75.83 OL472079 new species, full genome assembled

SRR16552264  /  P45BOL20-STErysiphales associated totivirus 24 EaTV24 MN628271 99.74 - - 0.0047% 14.76 MN628271 5400/5400 99.76 OL472028 full genome assembled

SRR16552263  /  P46BOL20-SW

SRR16552263  /  P46BOL20-SWplant associated polerovirus 1 PaPoV1 - - KT868949 74.87 0.0042% 11.41 KT868949 6025/6017 74.35 OL472216 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris umbravirus 1 PicUV1 - - KT946712 79.97 0.0904% 337.69 KT946712 4411/4196 79.97 OL472231 new species, full genome assembled

SRR16552263  /  P46BOL20-SWConvolvulus aureusvirus 1 ConAV1 - - MG967280 76.28 0.0299% 73.22 MG967280 4448/4512 76.28 OL472230 new species, full genome assembled

SRR16552263  /  P46BOL20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.27 34.2071% 143655.86 HQ677625 3866/3965 71.27 OL472222 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA1 PrVI - - MW579753 97.49 0.0258% 1213.06 MW579753 3444/3470 97.49 OL472063 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA2 PrVI - - MW579754 97.95 0.0416% 156.76 MW579754 2947/2876 97.95 OL472064 full genome assembled

SRR16552263  /  P46BOL20-SWPrunus virus I, RNA3 PrVI - - MW579755 95.11 0.0299% 436.64 MW579755 2222/2249 95.11 OL472065 full genome assembled

SRR16552263  /  P46BOL20-SWPicris betanucleorhabdovirus 1 PBRV1 - - BK014301 67.93 0.0112% 12.02 BK014301 15193/13719 67.93 OL472130 new species, full genome assembled

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, L segment PiCRV1 - - MT952336 72.33 0.0434% 110.00 MT952336 6548/ - 72.33 OL472127 new species, putatively  bisegmented, best hit covered only  2%  of genome

SRR16552263  /  P46BOL20-SWPicris cytorhabdovirus 1, N segment PiCRV1 - - CP048848 80.00 0.0345% 156.95 CP048848 3622/ - 80.00 OL472128 new species, putatively  bisegmented, best hit covered only  1%  of genome

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA1 PaCrV1 - - MW892835 70.88 0.0228% 58.11 MW892835 7823/8637 70.88 OL472073 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated crinivirus 1, RNA2 PaCrV1 - - KT069221 73.99 0.0516% 120.07 KT069221 7876/8210 73.99 OL472074 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA1 PaDPV5 - - MW546937 76.03 0.0100% 52.35 MW546937 1499/1583 76.03 OL472021 new species, full genome assembled

SRR16552263  /  P46BOL20-SWplant associated deltapartitivirus 5, RNA2 PaDPV5 - - MW546938 66.34 MW546938 1503/1459 66.34 OL472022 new species, full genome assembled

SRR16552260  /  P47MIR20-ST

SRR16552260  /  P47MIR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0135% 64.14 MF422618 3438/3438 100.00 OL471999 full genome assembled

SRR16552260  /  P47MIR20-STpotato virus Y PVY KX184817 99.55 - - 5.7688% 9848.89 KX184817 - 99.55 -
reconstruction of  consensus genome not possible due to presence of 

more than one viral strain

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment L TaBLV1 - - ATP79731 30.13 0.0144% 18.79 ATP79731 7864/8911 30.13 OL471976 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552260  /  P47MIR20-STtomato associated bunya-like virus 1, segment M TaBLV1 - - QNT38480 23.86 QNT38480 4910/4955 23.86 OL471977 no good hit in BLASTn, shown here is best hit in BLASTx

SRR16552259  /  P48MIR20-SW

SRR16552259  /  P48MIR20-SWSoybean dwarf virus SbDV JN674402 94.55 - - 0.0661% 168.46 JN674402 5860/5862 94.57 OL472235 full genome assembled

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA1 ArtV1 - - BBM96177 45.01 0.0361% 42.98 BBM96177 7249/ 7291 45.01 OL471978 new species, BLASTx hits to RNA1 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA2 ArtV1 - - BBM96178 32.52 BBM96178 2057/2092 32.52 OL471979 new species, BLASTx hits to RNA2 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA3 ArtV1 - - BBM96179 39.56 BBM96179 1088/1080 39.56 OL471980 new species, BLASTx hits to RNA3 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA4 ArtV1 - - BBM96181 45.38 BBM96181 1325/1294 45.38 OL471981 new species, BLASTx hits to RNA4 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWArtemesia fimovirus 1, RNA5 ArtV1 - - BBM96182 36.31 BBM96182 902/1066 36.31 OL471982 new species, BLASTx hits to RNA5 of Perilla mosaic v irus are shown

SRR16552259  /  P48MIR20-SWplant associated closterovirus 2 PaClV2 - - MH460557 67.04 0.7318% 663.59 MH460557 16522/17313 67.43 OL472075 new species, full genome assembled

SRR16552259  /  P48MIR20-SWSanxia tombus-like virus 7 STLV7 KX883177 90.40 - - 0.0029% 9.43 KX883177 4558/4557 90.57 OL472301 full genome assembled

SRR16552259  /  P48MIR20-SWErysiphe necator ourmia-like virus 82 EnOLV82 MN611610                93.19 - - 0.0004% 3.37 MN611610                - 93.19 - partial genome obtained (was not deposited)

SRR16552257  /  P49KOP20-ST

SRR16552257  /  P49KOP20-STolive latent virus 1 OLV1 MK376952 96.95 - - 0.0167% 85.19 MK376952 3669/3669 96.95 OL472229 full genome assembled

SRR16552257  /  P49KOP20-STtobacco necrosis virus A TNVA KX906928 96.68 - - 0.0097% 49.67 KX906928 3686/3686 90.43 - full genome but probable recombinant (was not deposited)

SRR16552256  /  P50.1KOP20-SW

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 90.90 0.0065% 9.58 NC_043389 7677/4018 90.90 OL472203 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA2 RWMV - - AF355430 88.21 AF355430 1839/263 88.97 OL472204 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.63 AY542957 1476/1063 91.88 OL472205 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 71.10 KY769704 1315/1315 71.10 OL472206 first full sequence of genome segment assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, L segment MerV1 - - JN560178 72.47 9.9625% 10050.06 JN560178 9055/8877 72.47 OL471964 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, M segment MerV1 - - JN560177 70.61 JN560177 4714/4786 70.61 OL471965 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWMercurialis orthotospovirus 1, S segment MerV1 - - AY686718 65.93 AY686718 3407/2734 65.93 OL471966 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWLa Jolla virus LJV - - KP714073 98.69 0.0153% 26.75 KP714073 10253/9722 98.69 OL472185 full genome assembled

SRR16552256  /  P50.1KOP20-SWErysiphe necator associated ssRNA virus 9 EnaSRV9 - - MN627473 89.93 0.0012% 6.24 MN627473 3456/3506 89.93 OL472272 full genome assembled, possibly a divergent strain

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 1 KNLV1 - - MW648508 67.24 0.0091% 51.98 MW648508 3147/3147 67.24 OL472282 new species, only 37%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 2 KNLV2 - - MT482496 69.61 0.0019% 10.31 MT482496 3195/3195 69.61 OL472288 new species, only 16%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 3 KNLV3 - - MK533155 64.75 0.0039% 20.17 MK533155 3482/3482 64.75 OL472289 new species, only 65%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWKoper noda-like virus 4 KNLV4 - - KX883237 68.24 0.0037% 19.02 KX883237 3459/3459 68.24 OL472290 new species, only 4%  of genome covered by best hit

SRR16552256  /  P50.1KOP20-SWplant associated tombus-like virus 1 PaTLV1 - - MT317175 76.36 0.0017% 8.97 MT317175 3297/3360 76.36 OL472268 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated virga-like virus 2 PaVLV2 - - QED42936 31.15 0.0012% 6.09 QED42936 3561/ - 31.15 OL472276 new species, has virga-like domains, BLASTx hit is shown

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA1 PaDPV2 - - MH898486 66.77 0.0288% 171.96 MH898486 1566/1590 66.77 OL472013 new species, full genome assembled

SRR16552256  /  P50.1KOP20-SWplant associated deltapartitivirus 2, RNA2 PaDPV2 - - MT159330 64.10 MT159330 1443/1410 64.10 OL472014 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SW

SRR16552256  /  P50.2KOP20-SWlettuce mosaic virus LMV - - KJ161185 92.65 2.3264% 3899.38 KJ161185 10065/10065 92.65 OL472136 full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 1 KTV1 - - MN428836 69.00 0.0171% 48.51 MN428836 5240/4999 69.00 OL472026 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWKoper totivirus 2 KTV2 - - KX882939 70.49 0.0145% 51.05 KX882939 4794/4958 70.49 OL472027 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated caulimovirus 1 PaCaV1 - - MH898523 68.12 2.2229% 3882.70 MH898523 9644/8026 68.12 OL472131 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated soymovirus 1 PaSoV1 - - X15828 68.91 0.4420% 779.22 X15828 9571/8178 68.91 OL472132 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 68.89 0.0741% 305.57 MH231181 3952/3867 68.89 OL472225 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated botourmia-like virus 2 PaBLV2 - - MN611580 70.17 0.0026% 17.47 MN611580 2227/2257 70.17 OL472279 new species, full genome assembled

SRR16552256  /  P50.2KOP20-SWCalystegia geminivirus 1, partial genome CGV1 - - AF224760 73.85 0.0003% 4.47 AF224760 1208/2632 73.85 OL472025 new species, partial DNA-A (rep-encoding) genome assembled

SRR16552256  /  P50.2KOP20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0025% 73.29 not applicable 580/ - - OL472259 viroid-like circular RNA (putative new viroid species)

SRR16552253  /  P51.1SKO20-ST

SRR16552253  /  P51.1SKO20-STSouthern tomato virus STV MF422618 100.00 - - 0.0107% 63.04 MF422618 3438/3438 100.00 OL472001 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus Y PVY MN216357 99.05 - - 2.3761% 5040.00 MN216357 9525/9649 99.80 OL472159 full genome assembled

SRR16552253  /  P51.1SKO20-STpotato virus S PVS MH937416 98.62 - - 1.7858% 4306.63 MH937416 8485/8485 98.62 OL472248 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA1 CMV D00356 99.40 - - 8.5781% 52083.05 D00356 3357/3357 98.89 OL472037 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA2 CMV HE793684 99.14 - - 4.2257% 28138.61 HE793684 3048/3050 98.85 OL472055 full genome assembled

SRR16552253  /  P51.1SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.60 - - 22.0708% 204713.16 AJ517802 2203/2216 98.46 OL472046 full genome assembled

SRR16552253  /  P51.1SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 70.28 2.7331% 7418.50 MT454065 7501/7565 70.28 OL472239 new species, full genome assembled

SRR16552253  /  P51.1SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.14 0.0107% 523.78 MF543022 13423/14432 67.14 OL472114 new species, full genome assembled

SRR16552252  /  P51.2SKO20-ST

SRR16552252  /  P51.2SKO20-STSouthern tomato virus STV MF422618 99.97 - - 0.0209% 118.46 MF422618 3438/3438 100.00 OL471993 full genome assembled

SRR16552252  /  P51.2SKO20-STpotato virus Y PVY AB185833 96.78 - - 6.9756% 14070.72 AB185833 9699/9698 96.78 OL472160 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA1 TAV LC380669 99.59 - - 12.2690% 70227.26 LC380669 3412/3414 99.41 OL472069 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA2 TAV KF432414 98.39 - - 8.5030% 53640.10 KF432414 3070/3096 99.29 OL472070 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato aspermy virus, RNA3 TAV AJ277268 98.91 - - 11.6600% 95556.45 AJ277268 2385/2386 99.03 OL472071 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA1 CMV D00356 98.33 - - 2.5361% 14681.51 D00356 3357/3357 96.65 OL472038 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA2 CMV KC019300 95.22 - - 1.8205% 11652.00 KC019300 3007/3049 96.85 OL472056 full genome assembled

SRR16552252  /  P51.2SKO20-STcucumber mosaic virus, RNA3 CMV AJ517802 96.91 - - 3.8116% 33588.51 AJ517802 2201/2216 99.18 OL472047 full genome assembled

SRR16552252  /  P51.2SKO20-STHenbane mosaic virus HMV MH779472 99.06 - - 0.7538% 1456.09 MH779472 10155/10127 99.06 OL472138 full genome assembled

SRR16552252  /  P51.2SKO20-STtomato vitivirus 1 TomV1 - - NC_043088 72.79 0.7931% 2027.14 NC_043088 7501/7565 72.79 OL472241 new species, full genome assembled

SRR16552252  /  P51.2SKO20-STtomato betanucleorhabdovirus 2 TBRV2 - - MF543022 67.02 1.0702% 1555.31 MF543022 13453/14432 67.02 OL472113 new species, full genome assembled

SRR16552251  /  P52SKO20-SW

SRR16552251  /  P52SKO20-SWpotato virus Y PVY AJ890347 97.97 - - 2.3643% 3946.54 AJ890347 9677/9701 99.18 OL472165 full genome assembled

SRR16552251  /  P52SKO20-SWlettuce mosaic virus LMV - - KJ161185 85.25 1.1995% 1924.08 KJ161185 10079/10065 85.25 OL472137 full genome assembled, divergent strain

SRR16552251  /  P52SKO20-SWPicris betanucleorhabdovirus 1 PBRV1 - - OU015520 67.04 0.0573% 61.09 OU015520 15193/13719 67.04 OL472117 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA1 PaDPV3 - - NC_040483 68.35 0.0060% 30.08 NC_040483 1581/1569 68.35 OL472015 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 3, RNA2 PaDPV3 - - MT159292 73.20 MT159292 1602/1418 73.20 OL472016 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA1 PaDPV4 - - MW546937 75.79 0.0014% 7.59 MW546937 1499/1583 75.79 OL472017 new species, full genome assembled

SRR16552251  /  P52SKO20-SWplant associated deltapartitivirus 4, RNA2 PaDPV4 - - MW546938 67.49 MW546938 1468/1459 67.49 OL472018 new species, full genome assembled

SRR16552248  /  P53.1KOR20-ST

SRR16552248  /  P53.1KOR20-STpotato virus Y PVY AB185833 97.59 - - 4.6472% 8651.54 AB185833 9698/9698 99.38 OL472152 full genome assembled

SRR16552248  /  P53.1KOR20-STpotato virus M PVM JX678982 97.19 - - 0.0082% 17.46 JX678982 8523/8523 97.19 OL472243 full genome assembled

SRR16552248  /  P53.1KOR20-STtomato mosaic virus ToMV MN267904 99.42 - - 0.0243% 68.07 MN267904 6383/6383 99.42 OL472102 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA1 CMV HE793684 99.08 - - 7.3644% 39461.92 HE793684 3359/3360 98.54 OL472033 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA2 CMV HF572915 98.49 - - 5.8783% 34691.12 HF572915 3046/3046 97.93 OL472051 full genome assembled

SRR16552248  /  P53.1KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 98.51 - - 15.8069% 129494.19 AJ517802 2201/2216 98.51 OL472042 full genome assembled

SRR16552248  /  P53.1KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0050% 13.68 NC_032449 6552/6969 35.06 OL472107 new species, has virga-like domains (RdRP, CP), full genome

SRR16552247  /  P53.2KOR20-ST

SRR16552247  /  P53.2KOR20-STpotato virus Y PVY AB185833 96.11 - - 3.8621% 6080.61 AB185833 9698/9698 99.46 OL472153 full genome assembled

SRR16552247  /  P53.2KOR20-STpotato virus M PVM JX678982 97.19 - - 5.1725% 9268.55 JX678982 8523/8523 97.19 OL472245 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA1 CMV D00356 91.35 - - 4.0621% 18381.11 D00356 3358/3357 92.10 OL472034 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA2 CMV D00355 91.53 - - 1.7048% 8470.45 D00355 3048/3050 94.71 OL472052 full genome assembled

SRR16552247  /  P53.2KOR20-STcucumber mosaic virus, RNA3 CMV AJ517802 89.03 - - 3.4026% 23276.95 AJ517802 2211/2216 91.70 OL472043 full genome assembled

SRR16552247  /  P53.2KOR20-STtomato associated partiti-like virus 1 TaPLV1 - - MZ443622 71.17 0.0007% 7.38 MZ443622 1496/1506 71.17 OL472293 new species, best hit has only 41%  genome covered

SRR16552247  /  P53.2KOR20-STplant associated tobamo-like virus 1 PaToLV1 - - NC_032449 35.06 0.0067% 15.56 NC_032449 6552/6969 35.06 OL472108 new species, has virga-like domains (RdRP, CP), full genome

SRR16552246  /  P54KOR20-SW

SRR16552246  /  P54KOR20-SWbeet yellows virus BYV AF190581 97.72 - - 3.1094% 3407.77 AF190581 15469/15468 97.72 OL472076 full genome assembled

SRR16552246  /  P54KOR20-SWcarrot thin leaf virus CTLV MH170889 91.46 - - 0.3981% 710.56 MH170889 9490/9490 91.46 OL472135 full genome assembled

SRR16552246  /  P54KOR20-SWPastinaca umbravirus 1 PasUV1 - - LC434065 78.33 0.0147% 57.04 LC434065 4354/4193 78.33 OL472237 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCalystegia pelarspovirus 1 CalPV1 - - MH231181 69.49 0.5793% 2452.04 MH231181 4006/3867 69.49 OL472226 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated waikavirus 2 PaWV2 - - KT238881 69.00 0.1458% 213.32 KT238881 11512/11649 69.00 OL472179 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated sequivirus 1 PaSV1 - - NC_038320 68.27 0.1177% 100.09 NC_038320 9988/9905 68.27 OL472180 new species, full genome assembled

SRR16552246  /  P54KOR20-SWMentha macluravirus 1 MenMV1 - - KP405232 67.44 3.0165% 6199.99 KP405232 8250/~8287 67.44 OL472141 new species, full genome assembled

SRR16552246  /  P54KOR20-SWCirsium cytorhabdovirus 1 CCRV1 - - KY075646 69.04 0.0139% 22.26 KY075646 12216/13389 69.04 OL472122 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant associated viroid-like circular RNA 4 PaVCR4 not applicable - not applicable - 0.0175% 1081.50 not applicable 274/ - - OL472260 viroid-like circular RNA (putative new viroid species)

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 1 PTaR1 - - MF136436 77.44 0.0180% 103.15 MF136436 2903/1867 77.44 OL472296 new species, full genome assembled

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 2 PTaR2 - - KX883211 79.07 0.0031% 20.58 KX883211 2505/5082 79.07 OL472295 new species, only 3%  of genome covered by best hit

SRR16552246  /  P54KOR20-SWplant tombusvirus-like associated RNA 3 PTaR3 - - MF136436 72.04 0.0173% 116.79 MF136436 2515/1867 72.04 OL472299 new species, full genome assembled

SRR16552291  /  P55.1PLE20-ST

SRR16552291  /  P55.1PLE20-STpotato virus Y PVY MN216361 98.98 - - 0.9470% 2012.44 MN216361 9609/9609 99.82 OL472155 full genome assembled

SRR16552291  /  P55.1PLE20-STSouthern tomato virus STV MK948545 99.82 - - 0.0024% 14.32 MK948545 3436/3436 99.82 OL471997 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA1 CMV D00356 99.37 - - 9.6260% 58233.96 D00356 3361/3357 98.63 OL472035 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA2 CMV AJ517801 99.15 - - 7.6703% 51002.24 AJ517801 3055/3052 98.95 OL472053 full genome assembled

SRR16552291  /  P55.1PLE20-STcucumber mosaic virus, RNA3 CMV AJ517802 99.19 - - 18.7449% 172075.53 AJ517802 2217/2216 99.19 OL472044 full genome assembled

SRR16552290  /  P55.2PLE20-ST

SRR16552290  /  P55.2PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0441% 215.41 KT852573 3438/3438 99.97 OL472005 full genome assembled

SRR16552290  /  P55.2PLE20-STpotato virus Y PVY DQ008213 99.62 - - 5.4331% 9517.27 DQ008213 9666/9666 99.63 OL472156 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 0.5646% 1074.24 KP008130 8913/8914 97.98 OL471946 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.47 - - 0.5083% 1805.31 KU179608 4766/4767 98.38 OL471947 full genome assembled

SRR16552290  /  P55.2PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.01 - - 0.4960% 2864.77 DQ376178 2929/2927 99.62 OL471948 full genome assembled

SRR16552290  /  P55.2PLE20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - MK948541 99.00 23.1530% 29434.37 MK948541 13303/13320 96.35 OL472115 full genome assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA1 RWMV - - NC_043389 91.24 3.0891% 4266.95 NC_043389 7622/4018 91.24 OL472195 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA2 RWMV - - AF335430 88.00 AF335430 1787/263 88.17 OL472196 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA3 RWMV - - AY542957 92.33 AY542957 1486/1063 92.33 OL472197 first full sequence of genome segment assembled

SRR16552290  /  P55.2PLE20-STRanunculus white mottle ophiovirus, RNA4 RWMV - - KY769704 70.85 KY769704 1324/1381 71.85 OL472198 first full sequence of genome segment assembled

SRR16552289  /  P55.3PLE20-ST

SRR16552289  /  P55.3PLE20-STSouthern tomato virus STV KT852573 99.97 - - 0.0940% 434.68 KT852573 3437/3438 99.97 OL471994 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus Y PVY MN216361 98.05 - - 17.1494% 28313.32 MN216361 9666/9666 98.93 OL472157 full genome assembled

SRR16552289  /  P55.3PLE20-STpotato virus M PVM EU604672 93.55 - - 2.6925% 5039.69 EU604672 8523/8523 93.55 OL472244 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 6.4013% 11486.88 KP008130 8913/8914 97.98 OL471949 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment M TSWV KU179608 96.39 - - 4.1578% 13938.59 KU179608 4766/4767 96.39 OL471950 full genome assembled

SRR16552289  /  P55.3PLE20-STtomato spotted wilt virus, segment S TSWV DQ376178 99.04 - - 4.1320% 22488.38 DQ376178 2927/2927 99.62 OL471951 full genome assembled

SRR16552288  /  P56PLE20-SW

SRR16552288  /  P56PLE20-SWAphis glycines virus 1 AGV1 - - KM015260 97.30 0.0076% 11.31 KM015260 8986/8680 98.97 OL472191 full genome assembled

SRR16552288  /  P56PLE20-SWRumex potyvirus 1 RumPV1 - - MK778804 71.15 3.9703% 5105.66 MK778804 10368/10068 71.15 OL472144 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.0557% 53.93 OU015520 13736/14421 66.38 OL472118 new species, full genome assembled

SRR16552288  /  P56PLE20-SWTaraxacum cytorhabdovirus 1 TCRV1 - - KM817650 65.25 0.0125% 12.09 KM817650 13781/13490 65.25 OL472125 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 2 PaSV2 - - MT559284 76.28 0.4589% 614.67 MT559284 9940/9795 76.28 OL472182 new species, full genome assembled

SRR16552288  /  P56PLE20-SWplant associated sequivirus 3 PaSV3 - - MT559283 75.59 0.4012% 523.38 MT559283 10227/9786 75.59 OL472184 new species, full genome assembled

SRR16552285  /  P57.1JUR20-ST

SRR16552285  /  P57.1JUR20-STpotato virus Y PVY MN216361 98.26 - - 0.2516% 402.50 MN216361 9609/9609 99.63 OL472149 full genome assembled

SRR16552285  /  P57.1JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 85.9657% 206944.04 MN267904 6383/6386 99.50 OL472097 full genome assembled

SRR16552284  /  P57.2JUR20-ST

SRR16552284  /  P57.2JUR20-STSouthern tomato virus STV LC487710 99.88 - - 0.0212% 124.39 LC487710 3438/3438 99.88 OL471995 full genome assembled

SRR16552284  /  P57.2JUR20-STpotato virus Y PVY JF927751 99.50 - - 0.6062% 1270.24 JF927751 9697/9697 99.45 OL472150 full genome assembled

SRR16552284  /  P57.2JUR20-STtomato mosaic virus ToMV MN267904 99.50 - - 90.9592% 289236.20 MN267904 6381/6386 99.50 OL472098 full genome assembled

SRR16552283  /  P58.1JUR20-SW

SRR16552283  /  P58.1JUR20-SWtomato mosaic virus ToMV MN267904 99.50 - - 1.6374% 3263.75 MN267904 6370/6383 99.50 OL472099 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA1 SnIV1 MN216370 96.60 - - 5.7116% 20573.99 MN216370 3521/3445 96.60 OL472060 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA2 SnIV1 MN216373 96.73 - - 1.6923% 7551.14 MN216373 2842/2757 96.73 OL472061 full genome assembled

SRR16552283  /  P58.1JUR20-SWSolanum nigrum ilarvirus 1, RNA3 SnIV1 MN216376 98.02 - - 8.9289% 49833.09 MN216376 2277/2242 98.02 OL472062 full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA1 PaDPV6 - - KX525268 83.90 0.1732% 707.56 KX525268 1593/1586 83.90 OL472023 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated deltapartitivirus 6, RNA2 PaDPV6 - - KY923704 72.36 KY923704 1512/1525 72.36 OL472024 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWNovo Mesto dicistrovirus 1 NMDV1 - - KX884398 67.63 0.0585% 74.11 KX884398 10055/9785 67.63 OL472188 new species, full genome assembled

SRR16552283  /  P58.1JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0135% 352.00 not applicable 580/ - - OL472262 viroid-like circular RNA (putative new viroid species)

SRR16552282  /  P58.2JUR20-SW

SRR16552282  /  P58.2JUR20-SWtomato mosaic virus ToMV MN267904 99.01 - - 0.0045% 9.28 MN267904 6345/6383 99.01 OL472100 full genome assembled

SRR16552282  /  P58.2JUR20-SWPlant associated alphaendornavirus 1 PaAEV1 - - LC500285 65.45 0.0983% 77.77 LC500285 14528/14878 65.45 OL472078 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWCichorium alphacarmovirus 1 CicAV1 - - HQ677625 71.22 0.0038% 13.00 HQ677625 3895/3956 71.22 OL472223 new species, full genome assembled

SRR16552282  /  P58.2JUR20-SWNovo Mesto dicistrovirus 2 NMDV2 - - MT745591 80.82 0.0422% 43.76 MT745591 8897/8446 80.82 OL472189 new species, but only 45%  genome covered by best hit

SRR16552282  /  P58.2JUR20-SWplant associated viroid-like circular RNA 3 PaVCR3 not applicable - not applicable - 0.0016% 43.45 not applicable 580/ - - OL472261 viroid-like circular RNA (putative new viroid species)

SRR16552280  /  P59.1TUR20-ST

SRR16552280  /  P59.1TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1741% 824.26 MF422618 3438/3438 100.00 OL472003 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato mosaic virus ToMV MN267904 99.48 - - 0.0120% 30.62 MN267904 6345/6383 99.01 OL472103 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.99 - - 9.3851% 17240.41 KP008130 8913/8914 97.99 OL471952 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.07 - - 7.7732% 26697.40 KU179608 4766/4767 98.32 OL471953 full genome assembled

SRR16552280  /  P59.1TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 6.1946% 34624.29 DQ376178 2926/2927 99.56 OL471954 full genome assembled

SRR16552280  /  P59.1TUR20-STHubei picorna-like virus 36 HuPiLV36 - - KX883970 99.22 0.1305% 214.72 KX883970 9951/9856 99.22 OL472186 full genome assembled

SRR16552280  /  P59.1TUR20-STNovo Mesto picornavirus 1 NMPV1 - - MH614316 71.28 0.0210% 33.59 MH614316 10189/- 71.28 OL472193 new species, but best hit covers only 10%  of the genome

SRR16552279  /  P59.2TUR20-ST

SRR16552279  /  P59.2TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.1646% 824.26 MF422618 3438/3438 100.00 OL472000 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato mosaic virus ToMV MN267904 99.43 - - 0.0067% 18.05 MN267904 6383/6383 99.43 OL472104 full genome assembled

SRR16552279  /  P59.2TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.42 41.9384% 54539.21 KX636164 13313/13320 96.49 OL472124 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment L TSWV D10066 100.00 - - 2.7554% 5355.46 D10066 8813/8897 97.99 OL471955 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.27 - - 3.0355% 11030.08 KU179608 4766/4767 98.41 OL471956 full genome assembled

SRR16552279  /  P59.2TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.91 - - 2.2612% 13373.55 DQ376178 2925/2927 99.52 OL471957 full genome assembled

SRR16552278  /  P59.3TUR20-ST

SRR16552278  /  P59.3TUR20-STSouthern tomato virus STV MF422618 100.00 - - 0.0598% 359.49 MF422618 3438/3438 100.00 OL472002 full genome assembled

SRR16552278  /  P59.3TUR20-STpotato virus Y PVY - - AB185833 98.47 9.2900% 19495.54 AB185833 9726/9698 98.47 OL472164 full genome assembled, NTN strain

SRR16552278  /  P59.3TUR20-STPhysostegia chlorotic mottle alphanucleorhabdovirus PhCMoV - - KX636164 96.48 43.8871% 68474.03 KX636164 13313/13320 96.49 OL472110 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.9117% 4459.18 KP008130 8913/8914 97.98 OL471958 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment M TSWV KU179608 96.16 - - 1.5082% 6575.65 KU179608 4766/4767 98.41 OL471959 full genome assembled

SRR16552278  /  P59.3TUR20-STtomato spotted wilt virus, segment S TSWV DQ376178 98.87 - - 1.4441% 10244.53 DQ376178 2926/2627 99.49 OL471960 full genome assembled

SRR16552277  /  P60TUR20-SW

SRR16552277  /  P60TUR20-SWwhite clover mosaic virus WCMV MN399741 96.37 - - 0.0049% 12.27 MN399741 5774/5774 96.39 OL472250 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment L TSWV KP008130 97.98 - - 1.3634% 2204.07 KP008130 8913/8914 97.99 OL471961 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment M TSWV KU179608 96.37 - - 0.7429% 2235.94 KU179608 4766/4767 98.41 OL471962 full genome assembled

SRR16552277  /  P60TUR20-SWtomato spotted wilt virus, segment S TSWV DQ376178 98.94 - - 1.5398% 7540.49 DQ376178 2925/2927 99.52 OL471963 full genome assembled

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A BLDVA - - NC_038560 91.00 0.0601% 105.72 NC_038560 8170/8174 91.00 OL472142 full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum viroid-like circular RNA 1 TVCR1 not applicable - not applicable - 0.0027% 86.14 not applicable 447/ - - OL472256 viroid-like circular RNA (putative new viroid species)

SRR16552277  /  P60TUR20-SWbroad-leafed dock virus A, divergent isolate BLDVA-divergent - - NC_038560 75.69 0.1074% 170.71 NC_038560 9047/8174 75.69 OL472143 divergent isolate, full genome assembled

SRR16552277  /  P60TUR20-SWTaraxacum betanucleorhabdovirus 1 TBRV1 - - OU015520 66.38 0.1728% 180.41 OU015520 13680/14424 66.38 OL472121 new species, full genome assembled

SRR16552277  /  P60TUR20-SWNovo Mesto iflavirus 1 NMIV1 - - MK729664 76.74 0.0150% 24.55 MK729664 8849/8868 76.74 OL472192 new species, full genome assembled

SRR16552276  /  P61Pv-PK1  /  internal control

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1956% 254.20 MK948542 13903/13981 99.68 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.5667% 698.89 MF281671 14240/14780 99.50 - full genome assembled

SRR16552276  /  P61Pv-PK1Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0237% 28.43 NC_040558 7881/15205 88.90 - full genome assembled

SRR16552274  /  P62Pv-PK2  /  internal control

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 1 PvAEV1 NC_039217 - - - 0.1683% 154.27 MK948542 13901/13981 99.61 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 2 PvAEV2 NC_038422 - - - 0.4657% 405.61 MF281671 14224/14780 99.58 - full genome assembled

SRR16552274  /  P62Pv-PK2Phaseolus vulgaris alphaendornavirus 3 PvAEV3 NC_040558 - - - 0.0187% 15.83 NC_040558 7707/15205 88.41 - full genome assembled

cucumber mosaic virus, RNA1-3 CMV - - - - 0.0009% - - - - - possible sequencing crosstalk
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Supplementary Table 6. List of circular RNAs assembled using a custom pipeline based 
on SLS-PFOR2, with filtering using BLASTn and BLASTx searches using the nt and nr 
databases from December 2020. Shown here are 344 contigs, out of the original 4249 
contigs, that do not have any significant hits to the GenBank database (nucleotide (nt) 
database version released on December 2020).  
 
Notes: 1First characters before '_' in the Contig ID corresponds to the shortened sequencing 
library (or pool) number indicated in Supplementary Table 2. Putative viroid-like circular 
RNAs indicated in Supplementary Table 5 are in blue font. 2Assignation of (+) and (-) 
strands orientation is random, both strands are rotationally identical. 
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Contig ID1
Name of putative viroid-like circular 

RNA 
Assigned strand2

Length 

(bases)

%GC 

content
Linear sequence

P06_Contig-1008 plant associated viroid-like circular RNA 2 (-) strand 491 62.3 ACAGGGCTGTCGGCCTATCTACGGTGTCGTCATGGGACGCCCCTCCTCCTTTTCACGGACTGGGGACCGTCCAGCTGAAGCTGGGTGGAGTTAGCGTTAACCTCGCCTCGGTGTAAACCGAGCCGGTCTCAAGCCCGGGTTAAGAGGGAGAGGCGTTGGTGTTGACGGGGGTCCTACGGGGTCCTGGTCGGTACCGTAAGGAAGTTGGAGCTGGCCAGACACGCGCGCGGAGACCCATTCATTTGGGAGCTCTCCGCCGCACCGTCTGACTCGGCGAGTCTCGGCTCGTCGAGCCGTATAACGCGCGATGCCAGTTCCTTCCGAGTAGTGCCACACGGGTACGGGGTCGGAGCTCTGCGCACCCTTTTCCAGCAAACCGTGGTCGTGTGACCACGTCGGGAAACCGGCGTGGCCGGCGGGAGCGCATAAAAGCCGAAGCCGATGCACTACTTCCTTACCCCATGGCGCACCGTCAGGTTGATCTGATGTTG

P06_Contig-131 plant associated viroid-like circular RNA 2 (+) strand 491 62.3 TAACTCCACCCAGCTTCAGCTGGACGGTCCCCAGTCCGTGAAAAGGAGGAGGGGCGTCCCATGACGACACCGTAGATAGGCCGACAGCCCTGTCAACATCAGATCAACCTGACGGTGCGCCATGGGGTAAGGAAGTAGTGCATCGGCTTCGGCTTTTATGCGCTCCCGCCGGCCACGCCGGTTTCCCGACGTGGTCACACGACCACGGTTTGCTGGAAAAGGGTGCGCAGAGCTCCGACCCCGTACCCGTGTGGCACTACTCGGAAGGAACTGGCATCGCGCGTTATACGGCTCGACGAGCCGAGACTCGCCGAGTCAGACGGTGCGGCGGAGAGCTCCCAAATGAATGGGTCTCCGCGCGCGTGTCTGGCCAGCTCCAACTTCCTTACGGTACCGACCAGGACCCCGTAGGACCCCCGTCAACACCAACGCCTCTCCCTCTTAACCCGGGCTTGAGACCGGCTCGGTTTACACCGAGGCGAGGTTAACGC

P06_Contig-16 plant associated viroid-like circular RNA 1 (+) strand 541 52.7 CTTGTGACCGGCGCGAGGCGGCCCTCCGTAAACGGAGGCCGTAACAACACGGCTGCATTTGGACTAGTGGTTCCCTCCTTCCCATCATCTCCAGAGGGCTTCCTGCTTGGACGGATAAAGGTCACACTCACATCACTATCTATAGTGGATGCAAGCCACGCAACGATTACTCGAAGCGTGAGTCAGTTCAGACCTCTTCTCTCGGGGTTGGTTCTTTCACTTGCGAACTTAGCTAAAGTTCTACCAACGGCCTGGTATTGGCCCGAGGAAGGACGCATTGTTAAGAGGCGCCGGTGATTGGATCGAACTCCTTTTATGAGGAGCCAGGTCTGAATGACCGTTCTAAATCCGCCACTCCGCCCGAAGGGGAGTGCAGGTCTCAAGCCCTGATGAAGGATGAGAGGAACGACTAGCGTCTATAGCAGCTAAGCTATTGTCGCGTCACCACACCTGTCCGTAAAGGCATGGTGGACTTAAGCTATTAGACGTTTTGTCTTTTAGAAGGTCCCACTCTGCATCACTTCCTAAGAAGTGTCCCGGG

P06_Contig-4077 not applicable not applicable 231 27.7 TATATAATATAGACAAAATTTAAAATTTTAATGATAGATCTAATGATAAAAAATATTGTGTCAGCCGGGGAAGCAGGAAAAGGGAATTAAGTGATTCGCCTTTTTTATTCTATCTTTGAAAGGTTGAAAAATACTATATGTTCGTAATCTACTAATCTAATTAAGTTCATTTTTCAAAAACACGATAAAATTACGTCCTACACGATTAGTAACGATAGCATCGATAGCATT

P06_Contig-4110 plant associated viroid-like circular RNA 1 (-) strand 541 52.7 CGCGCCGGTCACAAGCCCGGGACACTTCTTAGGAAGTGATGCAGAGTGGGACCTTCTAAAAGACAAAACGTCTAATAGCTTAAGTCCACCATGCCTTTACGGACAGGTGTGGTGACGCGACAATAGCTTAGCTGCTATAGACGCTAGTCGTTCCTCTCATCCTTCATCAGGGCTTGAGACCTGCACTCCCCTTCGGGCGGAGTGGCGGATTTAGAACGGTCATTCAGACCTGGCTCCTCATAAAAGGAGTTCGATCCAATCACCGGCGCCTCTTAACAATGCGTCCTTCCTCGGGCCAATACCAGGCCGTTGGTAGAACTTTAGCTAAGTTCGCAAGTGAAAGAACCAACCCCGAGAGAAGAGGTCTGAACTGACTCACGCTTCGAGTAATCGTTGCGTGGCTTGCATCCACTATAGATAGTGATGTGAGTGTGACCTTTATCCGTCCAAGCAGGAAGCCCTCTGGAGATGATGGGAAGGAGGGAACCACTAGTCCAAATGCAGCCGTGTTGTTACGGCCTCCGTTTACGGAGGGCCGCCT

P06_Contig-653 not applicable not applicable 319 48.6 GGAGGTGACCCGTAGTAGCAATCGGTAGTCGGTATTTACGTAATGACCCCCTGGCCATATGGTAGCATATGGTCTGCGAAGGACGGAGGTGATTGGCTCGGGTGGGAGGTGCTGGTTTCGGTAGTGAATCATGTCTGCTTGATAGATTTCGTAGAAAATGCTTTGTATTTGTACACCAGTGGATTGCATGGATTCACACAATGACTATGCGGTTCCCGTTGTGTGCAACGACTTGGCAATCATATGGTCTTTTTGGCAGACGATCTAGTATTCAAGCTTGAGCCAGTATCGGTCCATCAGGTTTTGTCTGGCGCGTGTG

P07_Contig-1 not applicable not applicable 766 27.9 CAACACCATTTTATGTCTCCTCTCCTTATCTTATATTCATCGATAAGGATGGCACACCTTATCCCTAAGTTACGGTGTCATTTTGCCGAGTTCCTTAATGATTGTTAGCTCAAACGCCTTCGTATTCTCTACTAGCTTACTTGTGGTAGTTTTTAGGTACGGTTTTAGTATATACAAGGAAGTAGTATCTTCTTTTTAGTTTATAACCTAGAACAATTTCTCCATTTCCTCATTGCTCCTTTCTTGTATATTATATTAAGGCTTAGAGGAAGGTTCCCCTATATTCAAACAGATTAATCCATTTTACTTTTAGGCTTTTCTACTTTCATTCACACTACTAATAGAATCTCGTTTGATTTATTTTCCTAAAGCTACTAAGATACTTCAATTCACTTCGTTTTTTTTTTTTTTTATAAAAAAAAAAAAAACAAGGAAAAATAAAACTTCAACTGTTTAAAAAAAACATAACTCAATGAATATTAATAATGAGCAATTTCTGCTCAATGAGCAATTAAATAGCCGCAGTATATTAACTGTGCTAAGGTAGCATAATAATTAGTTTTTTAATTAAAAACTAGAATGAATGAAAAAATGAAGGTTTAACTTTTTTTGTTTAAAAGATAAAAATTAAACTTTAAGTTAAAAAGCTTAAATAAATAAAAAAGACAAAAAGACCCTTTAGAACTTTATAAAAAGCAAATTATAACAAAAACGCCTTTTATTTGGTTGGGGAGACAATAAAACACAAACAACTTATATTAAAACC

P07_Contig-16 not applicable not applicable 441 32.2 TAATAAACTTATTATATTAACTCTCATTCCTGCAAGTTGCTGGTTCAGCCGTTAGGCCATTGACCAAGATTCCTCACTGCTGTACTAGACGTATTGGGGTTTTTTCAGACCCAGTGTGGCCAATAGACCTCTCAGTCCTGACTACGGACACAAGCTAAATATGCCATTACCATACTTACTACTTATCCGGCGGTTATTAATAATCAACTAGGAGCGAAATACTCTTTCTTTTAAACCACTTATTATTGCTATAATTAACCTAACTTTATTTATACAAAATCTAACTGGGGTAAAAATTATCATTATTATAAATAAAGAATAACAAATTGTTCTTATAAGGGATTTATTTTGCCTTACTCTTAGGTAGCCATAATACCAATTACTCACCTGTACACCACTTCAATATAGCTAATTAAAAAAAAAAAATGAAAAAAAAAAAAA

P08_Contig-1504 not applicable not applicable 342 48.8 AAAAAATATGGCCTACTCAAAGGCTTTACTCCTTGGTTTCCTCTTAGCGATAACTCTACTCATTTCTTCTGAGGTGTCAGCTCGTATGCTTGCTGAGACTACTCAAAACACTCCGTCCGAGGAGGAGGCCAAGTATTACCATGGCGGTGGTGGCTATTACCATGGAGGAGGTGGCTACCACGGAGGAGGTGGCTATCATGGAGGAGGTGGGTATCACGGTGGAGGATACCACGGTGGACACGGTGGCCATTACCCACCCCAAGAAAAGGATACCAAGACAGCCGAAGAGCAGAAGGGTAATTGATTTGAGCTGTATCTATACCCAATGCAAGTGAAAAAAAA

P08_Contig-3034 not applicable not applicable 210 51.9 CATGGAAGCCCACAAGTCCATGGCAGCCAACACGGCCATGGAAGCCCACAGATGCATGGCAACCCACACGGAAATGGCCATGGGAGTCCACATGCTCTTGGGAAACCACAGGGCTATGGAAATTCACATGGCTATGGTAATCCCCACGGCTATGAAAACTCATTCAACCATGGAAGCCCACAAGGCCATGGCTATGAGAACTCATTTAAC

P08_Contig-40 not applicable not applicable 315 26.7 AAAAAACATTTCTTACTGTAGAAATAAAAGAAATAAAAAATAGATGGAAAAAATTGCGTCCAATAGGATTTGAACCTATACCAAAGGTTTAGAAGACCTCTGTCCTATCCATTAGACAATGGACGCCATTCATTCCGATTTTTCGTATTCTTGTGTTTGATTGAACACAAAAAATCGGATGGTATGTGAGAAATTTTTTGGAATTGTATATTCAATGATTCATTAATTCGAATCATAATTATTATCTATATAATATTATATATAATAATATGAATTAAAATGAATAGAAGCTCTGATAGAATATTTTGAAAAGGG

P08_Contig-437 not applicable not applicable 293 57.3 TGACATCGGTTGCGGTTGCGTTGCCTCTGTGCACTGAGTCGCGTGTATTGCCTTGGTGATGTGCTCTTACTCACATCTGACCACAGACGTGTATGCTCCTCGTGGGTGTGCACCGAGGACGGTGTGTGTGGACTCTCGTGTGCCCCCGACGGTGCTCGACCTTTGTTGCCCCGACCCAGGCTTCCCTTGAAAATCGGTGTTTCGAAGGATTATCAGGGTTAATGCCCGTCCAGTGACTGGTTTTGCAAGGCGCAGCCCACGGATATGCCGATGCTCCCTTGGAGCGGACGCAT

P08_Contig-450 not applicable not applicable 434 33.2 TTGGTTTAGATTGGTCATCGAATCCGAATATTAACTATTCGGAGTCGTTATTTGACGAAGAAGTCTTGTACGATGTGTGATTAAATAAAAAAGGATGTTCTATAGAACGATTCCCCCTTTTTAGTTGATTTTATTCAACGATTGACCAAACGAAAATATTAATAAATAATAAATTGTATGAACTTAGATCAATCAAATCAATTTCTATGCAACGATTCGGCCCAATCAATTTATCCATTTATTATCTTATCAATTTAGGTTGCGTGATAATGATAAAGAAAGGGAAAGGATAATTTCGAAAAAAGGGGATTCATAAATGGTTCGTAGAGGCGAGGTCGAACTAGGTATATGGAATTGAATGGCTATAAGTTAACTCTTGTCAAGGGTTAGACGCATCCTTATCAAATCAGCTTGAATTGAAGATGAGGGAAGAG

P08_Contig-4656 not applicable not applicable 206 26.7 AAAATAGTTGACGGCTTCATGCATATTACTCGATTGATTAACATAAGAGTTTGAAATAACTTCTACTTACAAAAAAGGATTTATTTAAAAATAGGAATCCTTTATGATATAAAATAGATATATTACCACTTGGTTTTTTTTAAACGGAGCCTGGATACTTCATTTTTTGAGTCCAACCAAAGTTAACCATAAATTATTCTAAAATG

P09_Contig-16 not applicable not applicable 212 45.8 GTGAAAAGAAGCGGCCTATCATACTGAACAACTTTTGTTTTGGAACCATTTCTGTATCTCCAATAGTTTAGGTGGGCTCCTGGTGGTACACCTGGTGGTCTACATCTATACTCCAGACCCTCGAATGGTGATAAAAAGTAGCCTATGTCCGTTCTCGGTATGCTAGCAATCTCTGTGCCAAGTTTCATGAAGATCGGTTCAGCGGTTTGGCC

P10_Contig-16 not applicable not applicable 494 59.1 GTTGGGATATCGGAGTAGCAATCTCCGGCGTAAAGGCGCACCGAACCTTTACGTCAGGGATTTGCTCGCCTTAGCGCATAATCTCCCTGACCCCAACGTCTTCGCAACGTTGTCCATCACGCCACTCCCTCTTTATCCGGGCTTGTGACCGGTCGGGTTCCCCAATGAAGGGTACCCGAGCGAGGTTAGCGTAACTCCACCCCTTCCCTCACGGGAAGGTGCCGGTCCCCAGTCCGGATAAAGGAGGAGGGCGCAGATGTTAGGGAGTTTGCAAGCAATACGGATAGGCAATAGCCGAAACTACCACCCATACCCTCCGGAATGCTTGCTGCTCCCGCGTCGCGAACCACCATTCCCCCTCGTCGCGGCACTTTGTACCAACGCGAGTAAGGGGAGCTCGCCTGAGTCCTGACGCACTCAAGGGCGAGTCATAGCGGGGAAGATGCTCCCGATGGAAGGGTGTGGGGGGTCCATCCGCTATGGGTGTGGTGCAC

P10_Contig-43 not applicable not applicable 494 59.1 TATTGCCTATCCGTATTGCTTGCAAACTCCCTAACATCTGCGCCCTCCTCCTTTATCCGGACTGGGGACCGGCACCTTCCCGTGAGGGAAGGGGTGGAGTTACGCTAACCTCGCTCGGGTACCCTTCATTGGGGAACCCGACCGGTCACAAGCCCGGATAAAGAGGGAGTGGCGTGATGGACAACGTTGCGAAGACGTTGGGGTCAGGGAGATTATGCGCTAAGGCGAGCAAATCCCTGACGTAAAGGTTCGGTGCGCCTTTACGCCGGAGATTGCTACTCCGATATCCCAACGTGCACCACACCCATAGCGGATGGACCCCCCACACCCTTCCATCGGGAGCATCTTCCCCGCTATGACTCGCCCTTGAGTGCGTCAGGACTCAGGCGAGCTCCCCTTACTCGCGTTGGTACAAAGTGCCGCGACGAGGGGGAATGGTGGTTCGCGACGCGGGAGCAGCAAGCATTCCGGAGGGTATGGGTGGTAGTTTCGGC

P11_Contig-1 not applicable not applicable 752 32.0 GCTCTTTGCCTCCCCCCCCGCTGTGTAATATTCGTTTTTTCCTTTAAAGTCCTGCCAGGGGGTAAAATTATTTTTCCCCTATTTTTTAAAGCATCCTTGAGAAAGAAACCTTAGGCTCCCCTTGCCTCCTATTGATAGGGCACACACCGAAGGTTTCCGCAAAGGCAAACATCAGGTTATATATTATAAGATCACCCTCTTCCAGATATAATATAAGGCATTTATTAACCTCACTTTAAGGTAGCCAAAATATCCTTTACTCACCTGTACACCACTTCAATATACATAATTTATATAAATTAAATAAATAAGAGCACTTATTTATTTAACTAGTAGTAACACTTGTGTATAGATGGGAATATTATGCAGGAAACCCTAAATAATAAATTATATTTTTCTGTGCTGCGCACACCTTCGGATCCGAAGGTGTGCGCAGCACAGAAAAATATAATTTATTATTTAGGGTTTCCTGCATAATATTCCCATCTATACACAAGTGTTACTACTAGTTAAATAAATAAGTGCTCTTATTTATTTAATTTATATAAATTATGTATATTGAAGTGGTGTACAGGTGAGTAAGTGGTGTTATGGCTACCTAAGAGTAAGGCAAAATAAATCCCTTATAATAACAATTTATTATTATTTATTAATACTAGATCTAACCACCCCAGTTGTCGATTATATCTAAAAGGTTAGATATAAAGGTTAATAATATTAAGAATAAATGTGTTTAAAAGAAATAGTATTTC

P11_Contig-165 not applicable not applicable 512 53.3 GGAGTCCGCGAGGAGCCCGAAGGCTCCCAGCGCGTTCCATCATCGAGTTGAACCTGGGCGGACACGAGAAACAACTCTTAGGAACGCTATTCCGCTAATGCACATTCCGTCATCGAGTTGCTCCGGGGCGGCTTATGCCCAAAGCAACCCTTAGAAATATGCAACGGAGGGGCAAAACAACGGAAGAAGGGACCACTCACGCACATCTCGCATTGCGCACGTCGCTTACGTTAACCATTAATTAGCAAGACCCCAGCTCAGAAAAACTGTGCACAATAGGCCACACCAATTTAGGTCTTCGCTAGAAACGGCCGCGTCGATAAGTACGAAAAGAACACAAAACAAAGCCCACATTAGCTGCCGCTAGCACGCGAACGCGCCTCAAATCGGTTGGCAAAAGCCAAAGCCCGCCAACCGACACCGTCAGCAAATCCGGTTACCTCGCTTGCTAGGATTCGACCGGCGTGTCTTTTTACTTCCACTGTGCCCGAATCGTCGTTTGCTCAGTAACC

P11_Contig-2004 not applicable not applicable 201 39.3 AGTTTAAATTCTAATACCCTAGCTACGCAGGGGTAGAATACATTAGTTATATTGCCCTAGCAACCAGCTCTAAAGTATAGAGTCCTGCCTTACCTTTCATAGGGCAAAACAGAATGATTCATTTTTCAACACGAAAACAGCAGGTCATTAGTACCGTACTAGTCCCCCCCCGGATAGTAGCAAGAAAAAAAAACAAAAACA

P11_Contig-277 not applicable not applicable 504 25.2 ATAAATATCTCAGAGTTTTTTAGTCTTTTTTGAAATTAACTCAATTAAACCCCAATAAATACTAATAATTGTATTATTATTAGGTAGGGACAAATCCTATCCCTAGCGTAGCTTTTTCAAAAATCCAAGACCTTTCCTTAATGCATCTTGTGATCATATGCCCCGCTTACGCGACTGATAGACGTGTAAATCAAACAGTAAAGCAAGATTAAGCCATTAAACTTTTAAAGTAAAATAATAATCATTTTCTTAATACCTTCCAAAAGGGTTAGCATATTAAGAAAACAAATTAAAACCCTACTATTGTTAGGGTTTTATTTACTACTATTTTCCATATAGGTAAAATCTTACTTAAAAAAAAATAAATAAATCTAACTTAATAGATAAATAACTGAATATATTGATAGCAATACATTACAGATTAAAATAAAAAATACATTATACAAGTAAAAGCAAAAGCTTTTGCTATATAATATATTTATATATTGACAAATTTTATTGCCA

P11_Contig-2980 not applicable not applicable 272 46.0 TCTTACCGGGGGGGGTTACCTCCCGTTGTTATTCTGGCCTAGGCGTAGCGCGTCCTGGGTGCCACTCTATGTGGAATTCCGGTATCACTTCGTCCAGGAGTGATTCGTAGCTTATTCTTCGCGCTTTGTAAACTCAGCGATTATTTTTAGCTCGAAATGTAGTAGTAGTTTTTGTGTAGGTTTTTGTGGTGATAAGAACATAAAGGGATTTGTTTTCTCTTCATTGCCCCGGTTCATTCCTCATAAGTGGCGTTGCCCGTTCTCATTTTGTG

P11_Contig-764 not applicable not applicable 205 32.2 AATATTTACAATATTTGTTGCTAGATTTACACCTTGTTTTATTTGTCTGGTTCCGTCTTGCATTATTCGCTTACCCCACTGGTGTTATTAATTCGCCTATTCAAGCCGGAACCCTTTTTTTTTTCCGTAAACTACAGGATAAAATCCCTCATATATTCATTAAAAAGTAAATGTAGTTAATCGATTTTTTTTGCTGCGCATAAAA

P11_Contig-88 not applicable not applicable 512 52.9 CTCGATGATGGAACGCGCTGGGAGCCTTCGGGCTCCTCGCGGACTCTGGTTACTGAGCAAACGACGATTCGGGCACAGTGGAAGTAAAAAGACACGCCGGTCGAATCCTAGCAAGCGAGGTAACCGGATTTGCTGACGGTGTCGGTTGGCGGGCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGTTTTGTTGTGTGTTCTCTTTGCACTTATCGATGCGGGCGTTTCTAACGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAGCGACGTGTGCAATGCGAGATGTGCGTGAGTGGTCCCTTCTTCCGTTGTTTTGCCCCTCCGTTGCATATTTCCAAGGGTTGCTTTGGGCATAAGCCGCCCCGGAGCATCTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAA

P11_Contig-947 not applicable not applicable 204 28.9 AGGTAGTCCGGTACAAGTAACTGATTTAGAAACAAATACTAAAGTAATTTATGATACAGCAAATAAAGCCGCCCAAAGTTTACTTTGTAGTACTTCTACGGTTAATTCGTACAGAAGTAAAAAATATATTTTTTTTATAAAAAATATACAATATTTAATTGTATCTGTAACCAGGAATTTATCCATAATAACTTGTCGCCAGGG

P13_Contig-5 not applicable not applicable 208 46.6 GTGAATTGCAGTCAAACGGTGTCTTCTAACTACCTCCTAGGCATGGGGCGCATTTATAGGATAAGTAAGTGCTATCTGTCAGTATATGGTGAACTGTCTGTGGAAGCTTCAGGAAGCTTTGGTCCCGCAACGACGATAAACTGCCGCAAGGAAATCCGCAAATATAAATCTGCGATGAGTGTCTTGCATTAGTTCGGTGGCACCGGTT

P14_Contig-101 not applicable not applicable 202 21.8 AAGTATTAATAGTATAAAAAATTAAAATAACAAAACCAAGAAAAAATTATTATTCAATTAGTAAATTATAAAAAAACAAAAGTAGTGGAGAGAATTGGAGGAGAGAGAATATGAAATTAATAAAATATAATTTATGTTGGGTCCACTAAGTGAGAGAAATTAATTAAATATTGTAAAAACTTTCCAAATAAGGAAATGGAGC

P14_Contig-1047 not applicable not applicable 205 13.2 AAAATTTGTTAATTATTTAAAATATTTTTGCAACAATAAATTTTTTAATTAATTTTCTCTTTTAAATTCGAGAAATTTTACCCATAAAATTTTTTTTAATAAACTCTGATACACAAGATACAATAAATAAAATTTACTTTTAAATGAATTTTTTTTTCATATATTTCAAATTTATTTTACAATACTTTAATACACTATAAATAAA

P14_Contig-161 not applicable not applicable 353 47.0 AGTGGCTGAGAATATACCTTCATTCAACAGATTTTTGGTTGCATGCTCTGGGTCTGGAATCTTTGCTCTTCTCTTTTGCATTTCCGCTGCCTGCGTTCTTTCTTCGTGTCCGTTCGTATCGCAAAGCGGGTCGACGCCAGCTATAGCTATAATGGTTGAAAAGAGGGGGGCCAACCAAGACCCCCTCGCTTTGTTCGATAAAGCAAACGATTCGTTCCGACAACTTCGGACCAGATTAACCCTTTGAATTAGCCGATCTTACAAAATCGATCGGGCGGGCTGGTTGGGAAGGGGTTATTAGCGGAGAAAAGAATCGCTGAGAGATAGATTCTACTATTTAGTCAGGACGAATG

P14_Contig-281 not applicable not applicable 509 52.1 TGGTCCCTTCTTCCGTTGTTTTGCCCCTCCGTTGCATATTTCCAAGGGTTGTTTCGGGCATAAGCCGCCCGGAGCAACTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCAATGATGGAACGCGCTGGGAGCCTTTGGGCTCCTCGCGGACTCCGGTTACTGAGCAAACGACGATTGGGGCACAGTGGAAGTAAAGACACGCCGGTCGAATCCTAGCAAGCGATGTAACCGGATTTGCTGATGGTGTCGGTTGGCGGGCCTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCATGCTAGCGGCAGCTAATGTGGGCTTTGTTTTGTGTTCTTTTCGTACTTATCGACGTGGCCGTTTCTAGCGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAACGACGTGTGCAATGCGAGATGTGCGTGAT

P14_Contig-931 not applicable not applicable 298 29.2 GGAAAAAATAGAAGTTACTAAATAAATTGAAAATGAATTTCAATTTGTAAATGAAATTAGAAATGAAATAAAAAAAGGAACACAACGATTTCTAAACTATATTTCAAATTGAAGTAATTTCAGTATAGAATTCCCGTCCTAGATCTTCATTTTCGATTCTACCCACACCCCTCTATTCTGAATAGACTATTCATTTCATTGAAGAATTTTGAATAATAGAATATTCATTGAATTCGACCTTGAGCCCGAATCTTGACTCCACCCTTATTCTTTCTCTTTCCTCCCTTCTAAAAAAAAG

P17_Contig-193 not applicable not applicable 512 53.3 TGCGAGATGTGCGTGAGTGGTCCCTTCTTCCGTTGTTTTGCCCCTCCGTTGCATATTTCCAAGGGTTGCTTTGGGCATAAGCCGCCCCGGAGCATCTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCAATGATGGAACGCGCTGGGAGCCTTCGGGCTCCCCGCGGACTCCGGTTACTGAGCAAACGACGATTCGGGCACAGTGGAAGTAAAAAGACACGCCGGTCGAATCCTAGCAAGCGATGTAACCGGATTTGCTGACGGTGTCGGTTGGCGGGCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGCTTTGTTTTGTGTTCTTTTCGTACTTATCGACGCGGCCGTTTCTAGCGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAGCGACGTGCGCAA

P17_Contig-38 not applicable not applicable 244 51.2 AGCATCATGACGTAATTGTTCGCGGCCTGGAGTCGTGTTCGCTGTCGATGCTATCTCTTTGTTGGTTATGAACGGATGCGGGACTTTTTCGGTGACAATCGTTGCTGACCTCCGCTTGTGGTTCTTAGAGCTTGTTGTGGTCGTTGGTGGCCTTTGTCCAAGGGTTGCTGGAAGGTTAAGCCAAGAGTGTTGGGAACGTTAGCCCCCGGTCTTAGCCCTTATTCGGTTCTCATCAAACGGGGTA

P17_Contig-49 not applicable not applicable 512 53.1 AATAACGGAAGAAGGGACCACTCACGCACATCTCGCATTGCGCACGTCGCTTACGTTAACCATTAATTAGCAAGACCCCAGCTCAGAAAAACTGTGCACAATAGGCCACACCAATTTAGGTCTTCGCTAGAAACGGCCGCGTCGATAAGTACGAAAAGAACACAAAACAAAGCCCACATTAGCTGCCGCTAGCACGCGAACGCGCCTCAAATCGGTTGGCAAAAGCCAAAGCCCGCCAACCGACACCGTCAGCAAATCCGGTTACCTCGCTTGCTAGGATTCGACCGGCGTGTCTTTTTACTTCCACTGTGCCCGAATCGTCGTTTGCTCAGTAACCGGAGTCCGCGAGGAGCCCGAAGGCTCCCAGCGCGTTCCATCATTGAGTTGAACCTGGGCGGACACGAGAAACAACTCTTAGGAACGCTATTCCGCTAATGCACATTCCGTCATCGAGTTGCTCCGGGGCGGCTTATGCCCAAAGCAACCCTTGGAAATATGCAACGGAGGGGCAA

P17_Contig-81 not applicable not applicable 244 52.0 CAACCCTTGGACAAAGGCCACCAACGACCACAACAAGCTCTAAGATCCACAAGCGGAGGTCAGCAACGATTGTCACCGAAAAAGTCCCGCATCCGTTCATAACCAACAAAGAGATAGCATCGACAGCGAACACGACTCCAGGCCGCGAACAATTACGTCATGATGCTAACCCCGTTTGATGAGAACCGAATAAGGGCTAAGACCGGGGGCTAACGTTCCCAACACTCTTGGCTTCACCGTCCAC

P18_Contig-11 not applicable not applicable 744 57.0 AGGAGTTCAACCAAATCGAGTCTGGTCTGGTGTTGGAGGGTGACTTGGTTTACGAGTCGCAAAACAACAAGCAGCACTACGCCGGTTTGTTGCCAAAGATGGTGCGCGTCAACATGTCCATGCCAGTGATGGGCAAGACCGTGAACGTGATCGAGATCACTCTGCGCCAAAACCAAATGGACGAGGAGCTCTTGGGCGCCCTCAAGTTGGCCAAGTTCACCGGCGCCGAGTCGGTGTCGAAGGTCGTTGACTCGTTCAAGCAATCGGCCGAGCGTCAGCAACAACAACAACAACCACAACTCGTCAAGAAGATCGCCAAGCGCAACGCCGCCCTCAAGGCTTTGGCCAACATTCCAGGCTGGATGCTGAAGCAATGCCAGGACGTGCAACAGGTTGTCGAGGAGATCGCCATGAACAAGCAAGAGCTCAAGACCTCGCGCCAGTCGGCCATCGAGTGCTTGGAGCAAAACGAGCAGGTCGTCCAGAAGCTCAAGCAGCTCACCTTCGACCAGGAGGAGCCAATCGAGGTCCGTGTGGCCGCCTACCGCGCCTTGATGACTTCCGTCTACGCCGGCGTGCAGCAACAGGAGCAGAAGCAACAGTTGGCCACCGAGATCGTGGACTCAATTGTGAAGCACTGCGAGGAGTCGCGCAACCAGCAACAGGACGACCAGTTTGTCCTCTACGCCATCTCGCACCTTGACAACATCCGCACCTCGCAACAGCAGGAGCACCAGGCCATCA

P18_Contig-20 not applicable not applicable 327 63.6 CCGTATCCTCCAGCCGAGGCTCCGTATCCAGAGTTTCCTGATGAGGCTCCGCCGTAGCCGCCTTGGTTTCCACCTTGAGCGCCGTAGCCTGACGATTGTTGTTGTTGGCCGTAGCCTGACTCTTGTTGAGCGGCAGCTCCGCCGTATCCACCGGCTGAGGCTCCGTTTCCGGCACCGTATCCGCCCGCCGAGGCACCACCGTGTCCCGAGCTAGCGGCTCCACCGTAACCGGCGGCGGCCTTGGTGGTCTTGACTGGGATCACTGGCAAGTAGAGCACCTTGTAGCTGGCCTTTCCGGCGCCACCGTGTCCACCCTGGTTGCCTGAT

P18_Contig-3 not applicable not applicable 351 63.2 TCGTCAGGTAACTCAGGATACGGAGCTATGAGCTCTGGTAACTCCGGTTACGGTGCCTCGTCGGGCGCTGCCGCCGGTGGATACGGAGCCGGAAACGGAGCTTCAGCTGGTGGATACGGATCAGGCAACCAGGGTGGACACGGTGGCGCCGGAAAGGCCAGCTACAAGGTGCTCTACTTGCCAGTGATCCCAGTCAAGACCACCAAGGCCGCCGCCGGTTACGGTGGAGCCGCTAGCTCGGGACACGGTGGTGCCTCGGCGGGCGGATACGGTGCCGGAAACGGAGCCTCAGCCGGTGGATACGGCGGAGCTGCCGCTCAACAAGAGTCAGGCTACGGCCAACAACAACAA

P18_Contig-30 not applicable not applicable 650 40.8 AAAAAAAAAACCCCCCGGGCCCCCCCCCCCTAAGGAAGGAAAAAAAAAAAAAAGAAAGAAAAACATTTTTTCCATTAAGGAATAAAATATTCTTGGTTTATTTAACTCGGCAACAACTACGGACTGTTTAACAAAAACAACGCTCGTGTTATTTCGAGCAAACCCTGCCCGGTGGGTCACACTAAACGGCCGCTAGTCGCTAAGGTAGCGTAATCATATGCCCGTTGATTGCGGGCCAGAATGAAAGGGGAAACCTAAAATACCTTGATAAGCCAAATAATGAAATCAAAGTCTAAAAAATTACAGACTTTACCCTAAGACGAGAAGACCCTCAGAGCTATTACCAAAGGTATTGTTTGGGGAATACACTCACTTAAATTTTGAGAATTAAAAAAATAATAACACAAATAATAAGCTACCTAAGGGATAACAGAGCAATTGAAGTTTTTAGACCTTATATAAACTTCCTTTTGCGACCTCGATGTTGAATTCCCAAATCGCTACCCTGCAGCAGGGGTGGGTGAAAGGACTGTTCGTCCTTGTTTGGGACTTGATTGAGTTCAGATCGGCGAGAGCCAGATCGGATTTTATCTTGGGTATTATGAAGAAGCGTGCAGTACGAAAGGAACTACGCTCAGCTGAGGCTCTAG

P18_Contig-39 not applicable not applicable 277 39.7 TTGCTCTGTTATCCCTTAGGTAGCTTATTATTTGTGTTATTATTTTTTTAATTCTCAAAATTTAAGTGAGTGTATTCCCCAAACAATACCTTTGGTAATAGCTCTGAGGGTCTTCTCGTCTTAGGGTAAAGTCTGTAATTTTTTAGACTTTGATTTCATTATTTGGCTTATCAAGGTATTTTAGGTTTCCCCTTTCATTCTGGCCCGCAATCAACGGGCATATGATTACGCTACCTTAGCGACTAGCGGCCGTTTAGTGTGACCCGCCGGGCAGGGT

P18_Contig-5 not applicable not applicable 753 37.3 ACCGAAGGAGTACTATCTATTTAAAACCTATTTACCCAATGTTCCGCTACCCCATAAATAATACTTAAATAACCTTTAAGTATAGTAAACTAGGATTATACCTAATATAATTATTATGGACAAGGTGTCGGTGTTTTGTTTTAGATCCGTTAAATTTTCGGTGCTTTCAACTTTTAATGTTAAACCAGTGCTCTGTTACGAGGTCTTCAAAAAATGGCCGCTTCTAAGCCTATTTCCTGGTTGTATAGTTTAAATACTTCCTTACTTTCACTTAACAAAAACTTTGGAACCTTAAACACTTGTTCTGGGCTGTTTCCCTTTAGACATACAACCTTATCGTACTATGTCCGATTATGCAAAATCCATCATTGCCCTTTCGAGAGCAAATTCTCGCCGATAAAATCTTCACGATTCCCCGATGTATACAAAACCATGCCATCATCCTTAGCGCTTTGCTCGCAAAGCGCTAAGGATGATGGCATGGTTTTTGTATACATCGGGGAATCCCGAAGATTTTATCGGCGAGAATTTGCTCTCGAAAGGGCAATGATGGATTTTGCATAATCGGACATAGTACGATAAGGTTGTATGTCTAAAGGGAAACAGCCCAGAACAAGTGTTTAAGGTTCCAAAGTTTTTGTTAAGTGAAAGTAAGGAAGTATTTAAACTATACAACCAGGAAATAGGCTTAGAAGCGGCCATTTTTTAAAGACCTCGTAACAGAGCACTGGTTTAACATTAAAAGTTGAAAGC

P20_Contig-100 not applicable not applicable 246 61.8 TAGCCATGGCCGTAACCTCCAAAGACCCCATGTCCACCGTGTCCGCTATGCCCATGAGAAAGCTTGTGTGCTCCATACGCAGCTGCTGCGGCAGCGGCACCTCCAGCTAGAACTGTGCCCATCCCCATGTGTCCACCACCATGGCTGCCCCCATAACCCTGGTGAGATGAGCCGGGGTAACCTGCAGGGGGATATCCACCCTGTGGCGGGTAGCCACCAGGTTGAGGGTACCCATGCTGTGGCGGG

P20_Contig-1001 not applicable not applicable 226 46.9 TTGGCCGCGGTGTGGAGTTGTGTTTGATGACAGCCGGGATACAACAAGCTGGTAATAAAACAACGGATGAACTCTCTGAGAGACCGAATGAGTGTTTATATGCAGCACAGCGTGTAGAAGAAAATGATCCTAATCAATCTTCCAACTTTCGGAGTTGAGATGGGGGGAGTTTGGATACGGGGAACCGGTCTGTGTAGGCTTTTGGCTGTGTGTTTGCGAAACAGTT

P20_Contig-1062 not applicable not applicable 273 61.2 GCATGGGTACCCTCAACCTGGTGGCTACCCACCGCAGGGTGGCTATCCCCCTGCAGGTTACCCCGGCTCATCTCACCAGGGTCATGGGGGCAGCCATGGTGGTGGACACATGGGGATGGGCACAGTTCTAGCTGGAGGTGCTGCTGCCGCAGCAGCTGCTTATGGAGCACACAAGCTTTCTCATGGGCATAGCGGACACGGTGGACATGGGGTCTTTGGAGGTTACGGCCATGGCTATGGCAGCCACGGCTATGGCGGCCATGGCAAGTTCAA

P20_Contig-128 not applicable not applicable 244 50.8 AACCGAATAAGGGCTAAGACCGGGGGCAAACGTTCCCAACACTCTTGGCTTAACCTTCCAGCAACCCTTGGACAAAGGCCACCAACGACCACAACAATCTCTAAGACCCACAAGCGGAGGTCAGCAACGATTGTCACCGAAAAAGTCCCGCATCCGTTCATAACCAACAAAGAGATAGCATCGACAACGAACACGACTCCAGGCCGCGAACAATTACGTCATGATGCTTACCCCGTTTGATGAG

P20_Contig-1540 not applicable not applicable 221 36.2 TATATATATATATATACATACATACACAACAAAGTACATTCTTGCGGTTGGACTAACATCAACTGGCTATGTCGGTAAAACCTTTAAATATTGTTGTTATTATTATTATTACGAAGAGGAGGCTGTGATGATATATAATTTAATTCTAGTCGGAGCAAACCCAAATGGGCTTGGGAATATTTGACCCGTATCTTGGCTGGGCAACGTGGATGGTATGCGAG

P20_Contig-1839 not applicable not applicable 226 46.9 CAGCCAAAAGCCTACACAGACCGGTTCCCCGTATCCAAACTCCCCCCATCTCAACTCCGAAAGTTGGAAGATTGATTAGGATCATTTTCTTCTACACGCTGTGCTGCATATAAACACTCATTCGGTCTCTCAGAGAGTTCATCCGTTGTTTTATTACCAGCTTGTTGTATCCCGGCTGTCATCAAACACAACTCCACACCGCGGCCAAAACTGTTTCGCAAACACA

P20_Contig-194 not applicable not applicable 468 30.6 AATAAAGAAGAAGGAAGGAAAGATAAATAGAAGTTATTAACTTGAAATCCAATTATGAAAACTTTCGCTGCAATCAATATACTAAAAAAATTTCTAAACTTTATTTCAAATTCAAATCACAGTATTTCATTTACATTTAAGTACCTTGTTTGTATAAGAGTCTTGTCGTAGATCTAGGCCCCACCCTGTTTATTCTACCTCCATCCCTAGTTAATTTTTGAATTGAATAATTTATTTAATTCAAACTTGAACCCAAGTCTCGAAGCTGTTGAATACACCTTTTCTTTTTTTCTCTTTCCTCCCTATTATTCTAAAAGGAAAAGGGGAAAAAAGAGAAAAAGGAGGCAAAGGATTAGTCACAAATATTTAATTGTATCTCGAATCTCCGTTATTTGGTACCGTATCAATAACTAGAATCAAAAAAAGGGGAATGTCAATGCATCTGGGAAAAAACGATTAATCTCTATC

P20_Contig-2057 not applicable not applicable 291 40.9 ATGAGAACACGACAATGACTCGTCGAGCCCCCAACATGCATCGGATAAGGAATGTCTTTTAAATGCTCTAGTCGAACTAAATCGTTAAAAGAGCAAAAGAAATACATTAGCCAGCCGCATGCCAAGGCTCTAAAATCATTGTGGAGTTTTCTTAGTGTCCCACCATAATATTTTAAAAAAACAGGCGACAAATCGTAAAAAAGTTGTTGCTAGCACGGGCATGTTGTGCCCGTGCTAGATCGGGCATTTTAAAAAAAGGATTTGCTTTGGGCCAAAATAAGGTAGGTCACT

P20_Contig-2557 not applicable not applicable 744 41.8 GCTACAATGAAAGTGATATTGATCTGAGTGAAAGCTATGATTCAGACAACAGCAGTGACAATAACGATAGATCAGATCTCTTGAGTCGAAGTGAAACTGCCAGTCAAGTACCGGAAAACAACGAAGACAACGAAATATCTTTTACTACGCCTACGACTACTACTTCAAAGCCTACGGATGAAACAACTATTTATGATATTGATGCGCAAGAAAGGATTACCGTTTCAGAGCCTACTAAAAAGCCAAGAGCCAGTTCTAATTCAACTAGCTCAGGTGGTATAGATGATAGCGGCTACGGCTCTGGCAGTGACTCTTCAACTAGCTATGATGGCAACACAAGTACAGATGACAAGACTACTTCTTCAACAACCTATAGCACTTATGATAACAATTCTGGGAGTAATGAAGACGGTGACAATAAGAGTTGTACCCCTCCTGATAACCATTCTTCAAGTGATTCAGACTCTAGCCCTGGGAGTGACTCTGAAAGTGTGCGTACCATTGATGATAGCTCTGGCAACAAAGAGACAGAAGTAAGAACTGTTCGTTCAGATGGCAATGGCAGCTACTATGATAGCACTTCTTATAGTACAGTAGACAAGACTACTAACCATTCTTCAACTAGCTCTAGCTCTGGCACTACTTCTTCAACTAGCTCTGACTCTAGCTCTAGTAGTGATGGCAACAACAATGATGACTCTTTAACAACCATTTCGAGTGATGATAGCTCTGGTGGCAACGATG

P20_Contig-304 not applicable not applicable 244 52.0 GTTGGTGGCCTTTGTCCAAGGGTTGGTGGACGGTGAAGCCAAGAGTGTTGGGAACGTTTGCCCCCGGTCTTAGCCCTTATTCGGTTCTCATCAAACGGGGTTAGCATCATGACGTAATTGTTCGCGGCCTGGAGTCGTGTTCGCTGTCGATGCTATCTCTTTGTTGGTTATGAACGGATGCGGGACTTTTTCGGTGACAATCGTTGCTGACCTCCGCTTGTGGGTCTTAGAGATTGTTGTGGTC

P20_Contig-326 not applicable not applicable 391 35.5 AGCCTAGCCTCGTTCTTCTTTAGATCCCTTGTTTCACTCCGATAGTATCCTAGATTGCGTCAATGCAGAGGAAATGATTGCATTTTCATACTATTCAATTTTACATAAGTGAACTGAGAAACCATAATTATGGTTTCTCAGTTCACTTATGTAAAATTGAATAGTATGAAAATGCAATCATTTCCTCTGCATTGACGCAATCTAGGATACTATCGGAGTGAAAAAAGGGTCTAAAGAAGAACAGAGGCTAGGCTATATTAGTAACAAGTAAACCCCTTGTGTGTCTGTAAAGAGTCTTCCAATATTTTTATTTGGGGATAAACATAAATCGTAAGGTCTGAGACAACCCATAAAGCACTTGATCATATCATATCGCGATCAGCTTTTTATA

P20_Contig-327 not applicable not applicable 744 41.8 TTTCACTTCGACTCAAGAGATCTGATCTATCGTTATTGTCACTGCTGTTGTCTGAATCATAGCTTTCACTCAGATCAATATCACTTTCATTGTAGCCATCGTTGCCACCAGAGCTATCATCACTCGAAATGGTTGTTAAAGAGTCATCATTGTTGTTGCCATCACTACTAGAGCTAGAGTCAGAGCTAGTTGAAGAAGTAGTGCCAGAGCTAGAGCTAGTTGAAGAATGGTTAGTAGTCTTGTCTACTGTACTATAAGAAGTGCTATCATAGTAGCTGCCATTGCCATCTGAACGAACAGTTCTTACTTCTGTCTCTTTGTTGCCAGAGCTATCATCAATGGTACGCACACTTTCAGAGTCACTCCCAGGGCTAGAGTCTGAATCACTTGAAGAATGGTTATCAGGAGGGGTACAACTCTTATTGTCACCGTCTTCATTACTCCCAGAATTGTTATCATAAGTGCTATAGGTTGTTGAAGAAGTAGTCTTGTCATCTGTACTTGTGTTGCCATCATAGCTAGTTGAAGAGTCACTGCCAGAGCCGTAGCCGCTATCATCTATACCACCTGAGCTAGTTGAATTAGAACTGGCTCTTGGCTTTTTAGTAGGCTCTGAAACGGTAATCCTTTCTTGCGCATCAATATCATAAATAGTTGTTTCATCCGTAGGCTTTGAAGTAGTAGTCGTAGGCGTAGTAAAAGATATTTCGTTGTCTTCGTTGTTTTCCGGTACTTGACTGGCAG

P20_Contig-363 not applicable not applicable 298 40.9 AATAAGTTGGGCTTGTTGTCTACTCGAGTGTATCGATAAACCAGTCATCTCAACATTCCAAATTCCTATGTTTCTAGCCAGCAGCCTATTACGTAAACAGCTTTGTCAACGTTGACATATACATTGGAAAATGAATCCTTTGGCCAGGTTCAGTAAAGAGAAATCGCAGGATAAACCTGTGGTGGGGAACGCGAGTGTAACGTTATGCTAACTATGTTATTTCGGGCAAGGCTTCGCCGTTTGAGAAGACCAGCAACCCCAAGGGTTTGTTTTTTTGTTTTTTTTTTCTTTTTTGCTG

P20_Contig-372 not applicable not applicable 247 45.3 TCAATTATACTGCTGGGCGTAACATACCTTCAAGTCAGTCTTCTTTGCTGTGGGCAGCAGGGCTTCTCTTGATGTAATGCCGTCTCATTGTCAAATTGGTTGTCTTTGAATGGACTCTCGTGAGCAGCAGGTTTAGTGGTGCTCTCTTCCTTTTGCCTTAGTATTGCACATTGTCTACTGAAGTTCTGAAACTCGACCGTTGTTGTGAACTCCAATATCTTCCTTCTCATCACTGGGAGGCCCTTGA

P20_Contig-4413 not applicable not applicable 222 44.6 ATGAAGAGTATGCAAGTGAGTAGAATGCCACCATAGGTACTATTAATGAGGAGAGATAGCCTACCTTCGGCCTACCGCTATCGGTTGAGCTATAAAAGAAAAGGCATTTCCTCTCCTTTCCAGTCGAGCAAGTAAACTCCCTCATGCTTGCTTTGTGGTGCCTAGTCCAAACTCATCTGCGCTAGCTCTTGTACACTATGGAAAGAGTAGCTTTCTGTTCTT

P20_Contig-6332 not applicable not applicable 247 45.3 CTGACTTGAAGGTATGTTACGCCCAGCAGTATAATTGATCAAGGGCCTCCCAGTGATGAGAAGGAAGATATTGGAGTTCACAACAACGGTCGAGTTTCAGAACTTCAGTAGACAATGTGCAATACTAAGGCAAAAGGAAGAGAGCACCACTAAACCTGCTGCTCACGAGAGTCCATTCAAAGACAACCAATTTGACAATGAGACGGCATTACATCAAGAGAAGCCCTGCTGCCCACAGCAAAGAAGA

P20_Contig-663 not applicable not applicable 228 44.7 TCTTCTGCGGGCACTCCTTGAGCTTCGTTTGTCTCTCCAGTTAAGGTTACACTTTCACCACCATACGGTAAGTTAGCAGGTACATCAGCATCCACTGCATCTTCATATCTTTCGTGTTCTTCCGTGGGCACTTCTGAAGCATCAGCTTCTGCATCAATACTATCTTGATGAACTTCAAGTCTTCCATTCTTCAGCTCCTTTACCTTAAGTTCAGCAAATGCTTCAGGG

P20_Contig-68 not applicable not applicable 231 69.3 GGCGGCCGTCTACGCCGACAAGTACTCCCTCAGCGGCTGCGGCTACGGCTACGGCGGCTACGGCGGCGAGCAGGAGCACTTCAAGAGGGAGGAGAAGCAGCACAAGCAAAAGGAACGCCTCGGCGAGTTCGGCGCCCTCGCCGGCGGCGCCTTCGCACTGTACGAGGGTCACCGCGCGAAGAAGGACCCGGAGCACGCGCAGAGGCACAAGATCGAGGCCGGCGTGGCGGC

P20_Contig-726 not applicable not applicable 229 40.2 TAGAGCATTTAAAAGACATTCCTTATCCGATGCATGTTGTGGGCTCGACGAGTCATTGTCGTGTTCTCATTGTGACCTACCTTATTTTGGCCCAAAGCAAAACCTTTTTTTAAAATGCCCGATCTAGCACGGGCACAACATGCCCGTGCTAGCAACAACTTTTTTACGATTTGTCGCCTGTTTTTTTAAAATATTATGGTGGGACACTAAGAAAACTCCACAATGATTT

P23_Contig-10304 not applicable not applicable 223 48.0 TAGGCTATAATATATAAGGGGGAATACCGCTTTCAATTTCAAAGAGCTCTATTTCCGCTACAAAATGAATCCGTTTAAATAAGCCTTCCTCCCAGTACCAACTGATAATTGGACAGGGAAGTTGTAAATCCGTGAGAACTTCGGCTAGAAGAGAGGGGTCTAGCGCGCCCGCCTCTTCCTTCGCTGCTTTCGTACACCAGGGGGATAGAAGCCCACGGAGCGG

P23_Contig-1078 not applicable not applicable 244 45.1 TTCAACGGGGTGGCGATCATCTCTCCCCGGAATATTCATCATGATGGCACCTACCTCATCATGGTAACAATTACCTCACCGGGGTAACTCAATGTTCAACATGGTGTCGATCAACTTACCATGGACGCATTCAACTTGGTGGCAACACCTCACCAAGGACAATTGCCTTTCATTAGGTCTTACATTTCACATGAGGGCAACATCCTCCTCATTACTAGTTATCTCACCGGGATAACATTTTCAA

P23_Contig-11287 not applicable not applicable 220 48.2 GGCTTGACGAGGACGTCAAAAGTTTAAGTGGAGGAATTTGTAACACCTCAGTCCCACATCGAGTAGATTGATTCGTCGAGTTGCCGGAGGTAGGAACACGAAAGCTGATGGTATTATCCCATAATGGACAGAGGTCCGGAGGTGGGGACACGAAACCAACCGGTATTATCCCACAATGGCTAGGGAGGAACGATCTTGGAACCTATAGGATATTCGTTCA

P23_Contig-1159 not applicable not applicable 278 40.6 CACAATCAACCAATTATTTGATTGCTCCAAAATGTGGCAGGGGCTTCCAGTCTTGTCTTGTTTAATTCTCTGATTTGTGAGGAGGGTCTTAATCAAATCTGACGATTGCCTCCCCAACTTAGATAGGTTATGAAAGTATGTAGTTAACCCTTTCTTATCAGAAATTCATTTAATTCTTTGTTTAACCGCATGTGAGTACAGTTCACCCTTTAATAACTAAGCAATGGTAGTCCCGGACTTCGAAAACAGGTAGTGCGAGCCCTCCTCCTTCACAACCC

P23_Contig-118 not applicable not applicable 339 45.4 CCCGGTGAGGTAATCTTAGCCATGAAGAGGTAGGTACTCTCATGTTGAATGCATCCGGGGTGATTTGATCACCACCCCGTTGAAGTAAAAAGTTATCCCGGTGAGATAACTAGTAATGAGGAGGATGTTGCCCTCATGTGAAATGTAAGACCTAATGAAAGGCATTTGTCCTTGGTGAGGTGTTGCCACCAAGTTGAATGCGTCCATGGTAAGTTGATCGACACCATGTTGAACATTGAGTTACCCCGGTGAGGTAATTGTTACCATGATGAGGTAGGTGCCATCATGATGAATATTCCGGGGAGAGATGATCGCCACCCCGTTGAAGTTAAAAGTTAT

P23_Contig-13897 not applicable not applicable 204 36.8 TTTCTAATAGAGTCGTTAGTTCCGCAGCTCTTGGAGAGTTTTTCATTTGAAATGTTTTTGTATGTTTCTAGAGTCAAGGGAGAATGCCGTTTTCAAAAGGTATCCCTCTTCTGTTTCGATTTATGCTGCTTTTCTAGTTGAAGCTGCCTGGAGATTCAAATCATTTTCATTCTGCTTTATAGTAGCAAGTATTGCATTGCATAG

P23_Contig-145 not applicable not applicable 747 30.1 CCTCTACCATAGCATCAGTAGCGCCATCTGTTAGTAGTTTTAAAGAGGTATGAAAAGCCTTGGCTAAAAGACTCGTATTTTTTTTAATGTAGATTTTTACATTTAATGTTAGGAAGAATGTTCTTGTGTTTGTGACGGTTTTTTATTTAATGATTTATAATTTGGGGAGTTTAAAACTTTAGTTTCATAATACTATCGATTTTTATTTTTGTCATGAGGGGTCAGCACATGTTAAACCACAGCCTCTTCCTAGGGGGCCTTACCTTTCCAAGTTAGTGGTAACCTTATAGTATTAATCAACCTAAAGCCAGTCATGTTTAATGTATAAAAGTTAAGATTTTATATAACATAATATGTTATATAATTGAGTTATAGACCTAGCTGTCTTCTAATTTAAGAAATCTATGAGATATAAATATAGCTACATCTCGTGTATCAGACTTTGGCCTTAAACCACTTAACTTTTATTAACTAATAGATAAAGACATGACTGCATCTAAATCTATTAGTCTTAGTGTATTTATAATACACAAATAATGAATTATAAATAATTTAACTACCCTCCCCGCCGGGTACTTAGAAATAATTATAATTCACTGATAATTAATCTAAATAATTTAACCTTTTTATAAAGCTAAATTTATTAGTCGTTATGTATATATCACGTACATAATTTATTAATCCAGATCATCACAAGTCCCTGAACCCTCTGCTACAGTATCTGAAAAGGTAGGAACAACACCTTCC

P23_Contig-2046 not applicable not applicable 220 48.6 ACTCGATGTGGGACTGAGGTGTTACAAATTCCTCCACTTAAACTTTTGACGTCCTCGTCAAGCCTGAACGAATATCCTATAGGTTCCAAGATCGTTCCTCCCTAGCCATTGTGGGATAATACCACCAGCCTTCGTGTCCCCACCTCCGGACCTCTGTCCATTATGGGATAATACCATCAGCTTTCGTGTTCCTACCTCCGGCAACTCGACGAATCAATCT

P23_Contig-2180 not applicable not applicable 278 41.0 TACTTTCATAACCTATATAAGTTGGGGAGGCAATCATCAGACCCGATTAAGACCCCACTCACAAATCAGAGAATTAAACAAGACAAGACTGGAAGCCCCTGCCACATTTTGGAGCAATCAAATAATTGGTTGATTGTGGGGTTGTGAAGGAGGAGGGCTCGCACTACCTGTTTTCGAAGTCCGGGACTACCATTGCTTAGTTATTAAAGGGTGAACTGTACTCACATGCGGTTAAACAAAGAATTAAATGAATTTCTGATAAGAAAGGGTTAACTACA

P23_Contig-2209 not applicable not applicable 229 37.6 GGTGCAGGGTTAGGTAGTCGACCTTTGGAACTGGTGAAAAATTGTTTGAAAAAAAGAAGCTGCAAATTTTGCAAAGATTATACACCTCCGGTCTTACTATGATTATCATCAGGAACTCACAAATAACAGAAGTTTGCTGATAACGAATGTGAGTTCTCAGTTTTTAATGAGCTAATGGATTCATGGTGATTGTTTAACTTGTCGAGATGTTGTTCAGGACTATGTCCAC

P23_Contig-240 not applicable not applicable 653 40.4 CAATCTACCTTTACATCAATTGTCCATCTTTAACTTAAATAATACCCCAACTTTTTTGATATTCCAAAGTTTTGGTGGAGAAGTTTGTTAGGGACGCCTAATAGCCCAATTTACTACTACCTTGCTAATCATCAACCCACGCGGTCAAACTTTCCTTAAAAATTACGATCGTTCTGATTCGGTCTTAATTAGAACTACGTGAGTCAGTAAGATGAAAATAGTCGCTGACCAGACTTGATCCCTGAGTTTTACTCTGGGTACGTAGGCAGCTAGTATATACTACTGGTGCAGTCAAAATAACTGACTCCAATTGTCAGTTAACCTTCTTCAACACAACTCCCTGGATACTTTCATACTCAAGGTTGTGGTGGAGCAGGCTGTTTGGGACGCCTAACAACTTGATTTACTGCAATCTTGGAGTATGTACAACCTTGGGAATTAACCCTCTTTTGGTCAAAAGTACAATTTTTTCCTTAATCCGAACGACGTGAGTTAGAGAATCGAGAATTGTTAGTGACTGGAACTACGCTTTGGGTGCATAGGCAACCAAGAACTATTTCGATATTCTAAGATTAGGGCGGAGAAGGTTGTTCGGGACGCCGAACAACTCAATTCAATGTGATCTTGCGAATCGTCAATCTACGTGGAGAAAA

P23_Contig-3220 not applicable not applicable 262 35.5 TACTATATGAGATGAATAGAGGGTATCGCATATTTGGTTCAGTCAACAGGATTGTAGTTGGTTGTGATCAAGGAACCATCATGGGAGAAGTTATAAATGCTTAAAGTTAAAGATTCTGTGTATGTCTTCATCATCAGTCCTGGTGGAAAAGCTACTCAGCTATATTAATGCTTCTGGTTTGTATTTTGATTGTTGTGTTTTGTAAGAATAAGTCTGTGACATGTGTGACAGTCATAGAAGATATCGAATAATGTTCCAACAC

P23_Contig-33 not applicable not applicable 766 42.2 TTCTGTGAGATTCACCTTTACTTGATGATCGACCTTGTGCCTTTTGACATTCTGTTTGTACATTATCAGCAACCATTTGATTGGCCACCTCAATGGTTTTAACCTTGCCTTTGCTTTTTAGGTCTTCTGACAAGTGGCTTTGCTGCTGCAAATAAGAAGAAGATTTTGAACTCTTTTTCCTTGGCAGTGGATCAACGCGTAAACAAACAGGAGGCAGTTTAGAAGATTTCTTTGGTGAATCTGGTGTTGGTTTTTCAAGAGAAATGGATTTTGCTAGGCTTTTCTTTTCCTCATTGGTGCCCAGTGGAATGACAACATGGTTCGTGCTTGTCTCGCTGCCCAAACCATCATCAATTTTTCTTTTCTCCTCCTCCTCCTCATCATCATCATCGTCGTCTGCTGATTCTTCCTATCTTCATCTTCGACTGCAGGATGTTTGTTCTGTTCTTGTTCGCACATGTCTTTCCGTGCTTGAAGGGATGATCATGAAACCTATTCAACAGGAAGGTACGAACGAGCATGAGGAATTGACCACAACAGCAGCCGATTGTCAGGAGAAAGGAAGTCCAGTTTCCTTTTTGAGAAAGGGGCACGCATCTCAGATGATTTCTCTCTATGAGAGTAAACCATCAAATATAGTTTTTGAGAAAGCAGCTCGAGTTGATGCATCAGTTATTGTGCAATCAGGGTTTCCTCAACCTACTCTTACTGGAGATGGGAAGTTGATTGGGTGTGAGAATCGACAGGGTAAAGATAAGCAATTAAC

P23_Contig-34000 not applicable not applicable 229 37.6 GACTCAGAATATAGTTGTTTCGGATGCATTTCCTGCACTTTATTAACTCTCACACATTGATGGTTCTGAGTTGCAGGAAGGGAATGTCCGTCCTGTTTTTTGGTCCATTTTGTTGGCTGACATTGATGGTTCGGGAAAATACCTTTCATTAGAAAGAAATTACAACGCAGTTATTCAAGAACATTGCACATTAATTCAAACTTGTGGATTTACAAGTACAGTTTAGGCA

P23_Contig-3924 not applicable not applicable 311 41.2 ATAATGATCATATATGGTTCCAAACGTCATTATATGACCCTAATATGTATCCCTAGGGTCTCAAGACTTTTCGCCACCGGGCCCCGTAACCTCAAAATTCCTCAAAAAGCGTGGATTATAGCCTTCAATTTTGGAATTTTTTCGCCCGGAAATAAAAATTGCCGAGATGTTTACCATGGTTCCTAATACCCTCCGGGAGTCCAATTGAGTGGGTGGAACCATCCAATTTGCCTTTAAACGACCAATTTACCGGTTTACAACTTGCACCGATTTCATTAACTCAAGCCTACCACGAACATTTATGACAACAA

P23_Contig-448 not applicable not applicable 771 46.7 TTCCTTCGGCAGCAGGTTCAACTTCCAGCCCATATACTGGCAATGTATTGCACTCTGCGACATCTTTCTGTTCCTCAACACCTTGTCCATCTTGCACAAATACAGGACCAACAGCTTCATCGGTGTGTAACAGAGGCATGTCATTTGTCACAAACACTGGCAACTCAGACCCATCCTCTTGAGTGGCAGGGTCATCTTTGTTGAGTGCTTCAGTGTCTCCCTGCATCTCAGAGTTCACCTCCGTATCTACCATAACAATTGCTTCAGAGGATTCTTCAAGCTCACATGCCGGTGCTTCGGTCAAGTCTTGGGCACGTTCAAATCCCTCAACACTTGATTTATCCTCCACAGATTCAAGTACCTCAACACTTGGTTTATCCTCCACAGGTACATAGTTGATAGATTCTAGTTCCCCAAGCCTATTTTCAGCTGCCTGGCTCACATTTCCATGATTATCGACCGCATAAACTCCTGATTCATTTTCTGACTCAAACAAGCTATGATTTTTGGACTCGACTTCCCCAGTCTCTGCAGACACTGCTGCCTCTGCTGAGAATTGTTCCTGTTCTTGAAATTGACATTCCAGTTTTTCTGTCTCTGCAGTATGCTCCATTCCAGAGTCATTTTCAATGGATGACTCCATGGGCAAGTGCACTGCTTCTAGTTGCAGTGGCTCCGGGTAGCCAGCTTCCTCTACCAGTTTAGCAGGATCCAACAGAGAACCGTTTCCAGACTCAATGGACTCTGCCTTCTCCACCAGAAGTTGTTCCT

P23_Contig-455 not applicable not applicable 324 47.5 TTCTATTAGCCTAAGCGTCTTCGCTAACTCGCTCGCCTACTATACAATACATTAAGTAGGGTAGGCTAACTCAGCCGCTTACTTCTACTAATGTAGGGCTAAGTAGCCGCCTTTTGAATTGAATCTTAAGTAGTCTATCAGTGTGCGAAGCGGCTTTGCCCCTTTTCAGTAGGGGGCGAAAGGTTAGACCTTAGAAAGTCAGCGAACAGCGGTTCATGTAGGTATGGCGTTCCCCCTTGACTCTCCTAACGTCGAGCTAAGTGACTTCGTAACCTTTGCGTAGCGTAGTAGAATGAAGGCTACGCACCGACGCTCTCTTATCGA

P23_Contig-4886 not applicable not applicable 375 38.7 AACTTTCACATGCATATTTTTGATTAGGTCAACAACCCATTTCGTGATAGGTGCAGGAGTCCGATGGACATGGCACCACATCCAAAAAATAGGTCTAGCAGATTCATTTCTATTGGTTTATTGCTCCCTGCGTCTTTGTGAATATCATCACTTTCACTTTAGATGGTCGAATTACATCTGTTTTCAACTTTAGTGCCAACTTCTTCTTTGGGTTTGCTACTCCCCACATCTTGCTCAATATCAACACTCACTTGAAATGGCCAAATTAGATCCAGTTTCACCTTTAGGTCCATCTTGTTCTTTGAGTTTCTTACTCCCTACATCTTGCTGAATGTCATTACTCTCACTTGAGATGGTCAAATAAAATCCATTTTC

P23_Contig-508 not applicable not applicable 252 48.0 ACCTCCGACCTCCGATCTCCCGAGGGTGATAGAAAATGGATGACCTCTTGAAGGACCACTCTACCTCTGTACGGCTACCCGAATTGTCTAAGGACAACTGGCTTGAGTGGAAGGACCTTATATACGACATACTGGAATCAAAGGACCTCCTCTCAACGATTAAACCTGGAGCCGAAACAAAGAAGGACTTAGTTAAGGATGCAAAAGCAAGGGCTATAATCAAGTCTGCTGCTGGTCCTAATTACCGCGTGC

P23_Contig-5451 not applicable not applicable 244 50.8 TCGGTTCTCATCAAACGGGGTTAGCATCATGACGTAATTGTTCGCGGCCTGGAGTCGTGTTCGCTGTCGATGCTATCTTTTTGTTGGTTATGAACCGATGCGGGACTTTTTCGGTGACAATCGTTGCTGACCTCCGCTTGTGGTTCTTAGAGCTTGTTGTGGTCGTTGGTGGCCTTTGTCCAAGGGTTGCTGGAAGGTTAAGCCAAGAGTGTTGGGAACGTTAGCCCCCGGTCTTAGCCCTTAT

P23_Contig-646 not applicable not applicable 578 46.2 AAAAGCCAGAGGTATTCACACTAACGTAGAAACCGGATACTTCCCTCCGACCGACGGGTACCAACTCCAATGAAGGTATCGGAGGAAAAAGCACGGTAGAAGAACAGTGGAAATAAAGCTGAAACTAAAACCTAGCTGATAGTAGTGGAATAGGTGTCACGGTATGGGTTAGCTATAGGGGTCTCCGTCAGTGCTTAAAACATGTGTATGAAAGCATCTTAGACCAGTGGGGTGGCTAAGAGAAAATCCCCGCGCCCAGAGAGCAGCATTGCCCACACATTTGGGATATTCACTAGTGTGATTTTTCAAATGCAAGATGATAGTTACTGTGACTATTGCAACTTAAGCTAGGTGATACGATCCGACATGCTAGCCGACTCTGAACCGCTACTGTTGTAAAAAGGCAGTAGCATGCCATGGTATACTGCGACACGACGGCTCCATACTGGGAATCAAGTGGCTTCGCTTTTCATTCAACAAAAGACAAGACAAGAAAATACATAACAACCGAGAGGGGAAAAAGCGCTCTTTCTACCACTAGTGGGTAGCCAGCGATCTTTGATCGCTGTTAGCGGGGC

P23_Contig-6685 not applicable not applicable 296 34.5 TAATTATAGTCAAATTCGTTTAAACTCTCGGGCTGAGTGACGTCCCTGCTCATAACTGTAAGTCTGTAACTATATCTCCAGTTGAATTATGCCATATGGACCCTTTTATCTGTTTTATACTTGTGTATCTGTATCAGTGACTTGCAATTGACCACGGAGAAACTGAACATTGCTGATTATGAAGATAGATACGTAATTACAGCAACACCGCATTTTAAACAAGGAAAAGAAATAACTGCATTGCATATAAAACCGAAATTACATCCCATTAGACATTAGATATAATTAGACATTAC

P23_Contig-730 not applicable not applicable 261 57.5 TGAGGACAAGAACACCGACCCCGCTGTGTACCCAGGTCACGATGGCCACACCACCTACCCCGTCCCACCGAAGGAGACCCCGTACTACCCAGGCAAACCTTCAGCAACTTACCAGTTGACCACGACCCTGAGCACTTACTACACTCAGCCTAACGGACAGCCAACATACATCCCTCTCCCCGACGAGCCTGTTGAGGAGTGCGATCCTTTGACCGAGGACTGTAATGGCGAAGTTGACCCAGTGCCAGAGTGCAACCCTGA

P23_Contig-7699 not applicable not applicable 262 35.5 TCTCCCATGATGGTTCCTTGATCACAACCAACTACAATCCTGTTGACTGAACCAAATATGCGATACCCTCTATTCATCTCATATAGTAGTGTTGGAACATTATTCGATATCTTCTATGACTGTCACACATGTCACAGACTTATTCTTACAAAACACAACAATCAAAATACAAACCAGAAGCATTAATATAGCTGAGTAGCTTTTCCACCAGGACTGATGATGAAGACATACACAGAATCTTTAACTTTAAGCATTTATAACT

P23_Contig-805 not applicable not applicable 244 50.0 ACCACAACAAGCTCTAAGAACCACAAGCGGAGGTCAGCAACGATTGTCACCGAAAAAGTCCCGCATCGGTTCATAACCAACAAAAAGATAGCATCGACAGTGAACACGACTCCAGGCCGCGAACAATTACGTCATGATGGTAACCCCGTTTGATGAGAACCGAATAAGGGCTAAGACCGGGGGCTAACGTTCCCAACACTCTTGGCTTAACCTTCCAGCAACCCTTGGACAAAGGCCACCAACA

P23_Contig-93 not applicable not applicable 213 48.4 AGAAACGAGTAGGAAAGAAGGCAGTTGCTTCAAAGGAGGTTGCACCCCCACCAAAAGATGAGTCGGAAGATGATGAAGCTGCTAGTGACTCGGATGCAGAGCCCCAAAAACGAACAGAAAAGAAAGCCTTTGATGCAGAGGAGGATGTTAAAGCTCCACCAAAAGATGACTCAGAAGATGATGACGCTGCTAGCGACTCAGATGCAGAGCCAC

P23_Contig-944 not applicable not applicable 714 40.2 GTAGTTCCAGTCACTAACAATTCTCGATTCTCTTGACTCACGTAGTTCTGACTTAAGGCAGATAGCAATTCTCGATTCTCTAACTCACGTCGTTCGGATTAAGGAAAAAATTGTACTTTTGACCAAAAAAGAGTTAATTCCAAAGGTTGTACATACTCCAAGATTGCAGTAAATCAAGTTGTTAGGCGTCCCAAACAGCCTGCTCCACCACAACCTTGAGATATGAAAGTATCCAGGGAGTTGTGTTGAAGAAGGTTAACTGACAATTGGAGTCAGTTATTTTGACTGCACCAGTAGTATATACTAGCTGCCTACGTACCCAGAGTAAAGCTCAGGGATCAAGTCTGGTCAGCGACTATTTTCAACTTACTGACTCACGTAGTTCTAATTAAGACCGAATCAGAACGATCGTAATTTTTAAGGAAAGTTTGACCGCGTGGGTTGATGATTAGCAAGGTAGTAGTGAATCAGGCTATTAGGCGTCCCTAACAAACTTCTCCACCAAAACCTTGGAATATCAAAAAAGTTGGGGTATTATTTAAGTTAAAGATGGACAATTGATGTGAAGGTAGATTGTTTTCTCCACGTGGATTGACGATTCACAAGATCACATTGAATTGAGTTGTTGGGCGTCCCCAACAACCTTCTCCGCCCTAATCTTGGAATATCAAAATAGTTGGGGTGGTGTTTATTGGTTGATTTTGCACCAAAAGT

P23_Contig-979 not applicable not applicable 296 21.6 TTATCGTGGGTTATCGATTTATAAACAGGTTCCTCTAATTAGATAAATGCCGCCAGGATATAAAGGTTGAAATTCCTTAATTTTTAATATACAAGGGTATCTAATCCTTTTTTATATCAAAATTTTTGCTTATTTTGTTTATTATTTGAAATAAATTTTTTAAATTATATTTATATGTAACCCATTTAATCTTTATAATAGTCTACACCATTACCTATTTTTTTATACATTTTTTAGAATAAAATTTTTTAATCTAATCCTCATGGAGGTATATAAGATTTTTTAAAAAGTGAAAT

P3-1_Contig-1135 not applicable not applicable 762 45.7 GTGGGTTGCTACTGTTAGGCTCGGTTAACGGGTAAAATGGACTTAGATGATTAAGTTGCATGAAACCTAGCTCTAAACATGGGTTATGAGTAAACTGAGACTACTGGAGTTGGACCTAACCTTAGGGAACCTTAGTGAATCCTCTTGAGTGGTTTTAGACGGCTGGAACAAGACTTGGACGAAACTGCCCTCTGCAGGGCGATCTGCCCGTTGGGCGATCTCCCGCTAAGGCGGTTTCCACAATAGGCGATCTCCTTGGAGATCGCCCAGTGTGGAGATCGCCCTAACAGGCTGATTTTGCCTAAGTGTTGTGTCTTAGTAGAGAACGAGTTGTAACAGGTTAGTTATGACTTGTTACAGTTGAGGCTGGTGTTAGAGGACAGTGACTGAGCTTGAGGATTGGAGCTTGTTGCTGGCTGTGAGGTGAGTTCTATGACAGTCCCCCTTTCTATACGTTTTTGGGCTGGCATGCATACCCTAATGAGAAGTAAAATGTGAAGTGTTTTGAAGTAAATTGAGTAGACTTGTAGGAAGTGAAGTAGTATGCCTTTGCATGCTAATTGTGTAGGGAGTGAAGTAGTATGCTATTGTATGCTAATGTATGAAGGAAGCGGTATGCCATCGTGTATGCTATGTTGTGTGATCTATCCTACGGGACCGGGGTATGGATAGTCTTTGTGACTTGAAGTATATAAACGGGAGCTTGGGTTCGCGACTCATGTTGTAGCTTGGGATTATATCCCATGTTGGTAGCTCTGATCA

P3-1_Contig-1186 not applicable not applicable 274 45.3 GATTGTTTCTTCAATCGAGCGTCATTCTAGGGTTTGTTGAGATTTGGGGCTTTTACGGTCTGATCCTTTTGTTTAGATCTGTTATAGATCTGGTGTTGGATCGTGTAGCAGTGAAGGTTCTTGACAGACTCTGTGTTAGGGTTTTCAGTCTAAACCCTAAGAGAAGTGTTCTTTTGCTCGTGGATTGAAGATTGCTTGCTGGTACCTGGTGTACGCATCTGTTGACGTGGATCTTGAGCTGTGGAATACCCTAACTTGGGCGCTCCCTCGGTGA

P3-1_Contig-1949 not applicable not applicable 216 60.6 GCCGGCGATCCTATAGGGGCAGAGGCTCCCGGAACATAGCCGGACGGTGAAGATGCCGGCGACCCTTTTGCCGGAGAGGTTCCCGGAGAATTGCCGTACGGTGATGATGTGGGCGAACCATTTGGCGCGAAAGCTCCTGGAGCATTTCCGGACGGTGAGCTTGCCGGCGATACTCTTGTAGGAGAACCTCCCGGCACGTTACCGGACGGTGAATTG

P3-1_Contig-2062 not applicable not applicable 439 42.8 AGAGGGTTATTCCTACACCGCCATGGCTGCAACTCCTGTTGCCCCGCCAAGATACGGGTCAGGTCACTCCATACCGGATGAATGTAGAAAAACCTTCATCATCATCACAGCCTACATAAACAGCATTCATAATAATAATAGCAACAACAACGACAACAGCATGAACAGGAAACAGTTGATCTGAGGTTCAACCAAGCTGCAAACTCGAGGTTAGGTTTGAGCAGATCAACAATGGATACCCATAAGAAATTCCAGCAAAGATCATAGAATTGGAAACGGTGAATGATGATGATGATTACGACGATGATTCAATGTTGCACAGAAAACATCAGAGCCAGAAGGGTCGGGTAATTGCCCTTACCATTCTGGGCAATGATTCATCAGAATTGTAAACTGGCAATTAGGGTTGTTGATGGAAAATGAAATCATCGGCATGCAG

P3-1_Contig-2628 not applicable not applicable 222 30.2 TCATTTCGTTCCTCCATGGAGAACCCTTTATTCTAAGTCACAAGATAAGAATTCACTATCTTTCTTTGATTACAGGATTAAGATTCATTTATATCTATATAATATTTCTATATATTTAGATTTATAGCTATGAAATCGCGGCTTGATAAAAATTTTCATTTCGTTGCATCCAAGATTTTTGTTCCAACAATCGTATGAAGAATGGATGCGAGAAAAAGACTC

P3-1_Contig-28 not applicable not applicable 408 36.8 TTTACTACCAGATTGATTAATTGCTTGGTTGTGTTTTATCAACTCCTTGGTTAAGACTTGGCTGAACACTAGAACTGGGATGCATCTTGAACACTGGCCAAGCTTCGTTGATAGGGTCTTGTTCTAAAAACAGCTTAATCTGGTCAGTCTTGTAGTTTACTTGATTTGTTGGTGTTTATCTGTTATTGACTGTGATTTGGTGTTATTGTTAATATTCTTGATTGTGTACTTAGGTTTCTGCTGAGTAATTTGTTCTGCTGTGTGTTTTTATTTTGTTCTGCTGAGTAATCTGGTGTTAAGTTCTTGTTAAGTGTTTGTTCTGTTTCTGTTTGATCAATATGGCTCCTGTAGATGGGGTTGTTGTTAATACTGCTACACGGATTAATAAGCTAGATGGGTCTGATCCAC

P3-1_Contig-4263 not applicable not applicable 262 47.3 CAAAATGTAATCAAGCCGACCAATGCCACAGATTAGGTATGCAACACAGTAACCCACTAGATGATCAAGGCAAAACAGCCAAGAACACAACTGAAAAGGTAAGAACGCGTAGAAGTTGCTGCTCAAGCAGACATCCAACCACCCGAAACAAACCAAACACCACTCATGCACCTTTACGGTTTGCATTCCCGAAGACCGACCAACTTTTAACCACCCACCAAGCACAAAGGCCAAGCAAGCACCCAAAAGCCAGAACAACCCC

P3-1_Contig-717 not applicable not applicable 224 37.9 TTTTTTTAAAAAAATAATGTCGTATGCAAAAGTTATGGAATTTTTAAATTGGTGGGGGAAATTGGCATGTGCCTTGCATGTGGAGAGAGAAAGTCAACAAATGTGTTTTCCCCTTTATACCCTTTCCCTTTTGGTCCCCACTTGACACATGTCATGCTCAGAATCCTTCCTACCCTTCCTAGCCTAAATTGACTTCCTAGAATAACCTCACCCTAACTTTTTTT

P3-2_Contig-1269 not applicable not applicable 262 50.0 CTCTTATTCTAGACTGCGGGCAAGGCAATTGCATTGGTCTCTGTGCGTTCCAATCCTGCTTTCTTTGGTCTGGGTGATCACGAGCAAAGGCAATCACAGAGACCTTCACACGTTCCTATTCCACAAGTCACAAATGCATCAATAGTCTTCTATTGTGACAGCAGGCAAGGCTATTGCATTAAAATCTGTGCGTTCCGATACCGATTACACCAGTTCCGCCGCGGGCGAGGGCCATTGCAGAACCAGGCTGCACATTCCCTGC

P3-2_Contig-14 not applicable not applicable 565 52.4 CTGAAGCACAAGGCGTGAGGGCCTTAAACCTCTTTAACCCCAAGTCGCTAGTGGTAACCCTAGTGCAAACCCCGAAGGCAAGAACGGTCGCCCCTGCGGCGTGCCGTCCCCTTCTCTGGCAGGACTTCGGTTCTCGCGCATTTATACCTTTGCCTTGACCGGCAGAGTTGGCGTTCAAAGATGCTCTGTAATCTTTCCTTGGTAGTAGAGGCGAACTAAAGAAAAGGCAGAACGACGTTCGACTAGGGATGTTATGCTGATTCTTTAGCTCCTTGCACGGAGTGGTCCTTGACTGGGTCGTCTTCGTGGTCTCGCTGCCTTGGATTGCTTTGCATCTCGACGCCGTAATAAAATTACCTAGTCAATTCAGCTTTGCTGCGGTCCTCTGCTGCTTGCAGCATGACAAGTTATGCAGCGCCCTTAGCCGAGGACGTGGGTGGACTGGTGTGAAACAACGGAAATCAGAAACTCTTCGGAGGAGTAAGTTGAGCCGATGCAGGATGCGCTCAGGAAGCCAGCCTTGAGTGAATCGACGCTTGAGGGCGTACAATACCTCAACTATTTG

P3-2_Contig-1530 not applicable not applicable 331 37.5 TTATTTGGTAAAACTACGTTGCTCGTCTTCCATTTTTAGTCCAAAAAGTGGATAGCTTTTCTAGACGGAGGGTACTAGTTTACTATCTACAGGAACAACATCTACTGGTTTTCTTGCTAATGCATACAGAACGCAAAGGAAACCCTTAACGTGATGGCCTTAATTTATGCAATGATTACATCTGATCCATTTCTGGCTTCTGGCTTCGCCTTTCTACATAGAATCTAATTCGCATGAATCTCCTTCCCAGTTTGTAATAAATACGATGACTTATCTTTCTTCTTTTGTGCATGCCATTTAGCTGTGTGTTAGCAAGCTTAGTTTCTAAGAA

P3-2_Contig-154 not applicable not applicable 368 51.6 GATGACGAACAATCGACCGGGTGGATCGCGGGACGTGTATGGTGGGCTTTGGTTTGACGAAGGGTTGTTAATGCCCTTCTGATTGGCTGTTAGGCGACAGGAATGTGCAGCTGGTTCTGCAATGGCCCTCGCCCGCGGCGGAACTGGTGTAATCGGTATCGGAACGCACAGATTTTAATGCAATAGCCTTGCCCGCTGTCACAATAGAAGACTATTGATGCATTTGTGACTTGTGGAATAGGAACGTGCAGAGGGGTCTGTGATTGCCTTTGCTCGTGATCACCCAGACCAAAGAAAGCAGGATCGGAACGCACAGAGACTAATGCAATTGCCTTGCCCGCAGTCTAGAATAAGAGCGAAGCCCATCT

P3-2_Contig-1640 not applicable not applicable 259 55.6 TTACTAACGATCGTTTTTCTGCTTCTTCCACACTTGGACCGCGGGCAAAGGCCATTGCAGAACCAGCTGCACATTCCTGTCGCCTAACAGCCAATCAGAAGGGCATTAACAACCCTTCGTCAAACCAAAGCCCACCATACACGTCCCGCGATCCACCCGGTCGATTGTTCGTCATCCGGGTGGTTCCCGCGCCCACTCTTTGGAGAAAAGAGCTCACGCAGGCGACCACAGAGTCGTAACGGCGCGCTTGTCAAGCGCA

P3-2_Contig-371 not applicable not applicable 290 32.8 ACGGGTTCACAAAAGATTAAGGGGTCAAACTTACTTACTTTTACTTTTACGATAAAAAGGACAGTTTTAGGCTTAGCCGGTTTTTGGCTTAGCAGCCTTTTTGGATGTAAAGATAAGAGTAAACTGAGAATGATTACCTAAATGAGTAAGGTAAAATAATATAATTTTTACTTAAATGAGTAATATTATCGCCTTGTCCTAGATAAACCAATTATTAATTAATGATTAAGTATCTAATGTTAGACCCGAAGCCTAGTGATCTTACCATGATCAGGGTTATAAAGGCCCGA

P3-2_Contig-515 not applicable not applicable 232 33.6 AGAGAGTCAATACTTAAAGTAGGAATAAAATTGATTTCACTAAACATAGTTAGTAAATCGAGGCATACTTTTTAATTTAAGTATCCTTATTTTCCTGTCTTTTCAACTCATTTCTATCTAATCCATTTTTTTGGGCTCGGCTATTCATCTAGCCGAGCCCTTCGCCTTTATGACACTGAGCCTGGCAAAACAATAACAATAAAAAACTCTATTCTATTTGCCGAGTAAAAGG

P3-2_Contig-608 not applicable not applicable 759 41.8 TTTTTCTTGTTTTCCTACAATTTTTAAGATCATTTTCTTTTCTAGCTATAACACGATTGGTGTTCCATCCTTTGTTGATAATAAGAATTGTTTGTCTTGTTCTCTTGTTGATAGATCTAAGAAAACTCATACACGAATAGGCCTTGTCCATCCTGGTTTGTTTCCAGCTAGGTCTCTTCTGTCAATCCCTTGGCATAGTCTTGCTTTTGTAAAAAAAAAAAAAATAGTAAAAAAAAAGAAAGTCTGTCTGGTCTGGTGTAGCTAATGTGACTTTCTCGATCTATAGTTCTTCTTCTTTCTCTCTCTTGACCAATGCTCTGGCTTCCCTCACTCAAAAAATCAGCCGTTGTGACACAGGTGTCTCGAGGTAGGCCGTGGATTGAATAGAGAAAGAAGGAAGTGCTTGCGCCTTAGGAATCTTGCGCTAAGGCTTGAACTTGCTGCATTCTAGTTTCCAGGAGCGCACTGGAGTTTGATCTTTCAGTCGTTCATTCTTCAAGGCATAATCTTTCGTGACAAGCGGAAGACGGAGGAGCAGGCAAGAAGAGCAAGTATAGTGAAAGTATCCTCATGGGCCAAACAAAAAGAGGTTGAGCCCCAACGTCAAATTAATGCATTGATTCAAGGGGTACCCGTGCAAACATCGTCTATCTCTCTGGTCAAGTGGCTCCGCTCTTAGGGAGAGAATCTACGGATTCTGTGAAAGGGCTTCCCTATCTATGATTGAGCTCTCGCTCTTACTCTTTCTATCAGTCGTGT

P3-2_Contig-784 not applicable not applicable 321 46.1 GAAGAAAGCGATTCTGAAGAAGAGGTTAAGGCTGCCCCTGCTAAGAAACCTGCAGCAGCTGCTGCTGCAACCAAGAAGGCTGATTCTGATGATGAAAGCTCTGAAGAGGAGAGTTCATCTGATGATGAGGAACCTCAGAAGAAGAAGAGTAAGCCAACTGAGACAAAAGCTGCTGCTAAACCAGTAGCAAAGAAAGAAGAGAGCTCATCTGATGAGGAAGAGGAAAGCTCTGATGAAGAGCCAGCAAAGCCTCAAGCTGCTAAAAAGGTAGCTGCAAAGAAAGATAGCAGCTCTGATGAAGAGTCTGAAGAAGGTGATGAG

P3-2_Contig-838 not applicable not applicable 753 39.2 TTAATTGTGTCATCCAAAAGGGTCTTAGGTTTTACATGACCTGTTTTTGTGCTACACACTGAATGATGTGTGAGGTGGGGTCTAAATAGCATTCAAGTAGCTTGGTGATGTGGTGTGCGGAGATAGCTAACTTAATGATAGAAGATTAGATCCTGTTATGATTAGATTATGGAAATTGGTGTGATAGAAGTAGGTTGCAACAAAACTGGAGTAGGAAGACATAAATCTGTGTGTCATTTCAACAAACATGGAGACAGTTTCTCCCTCTTCTAACATAGTGAGAACCACCTGCAGCTGAAATCTGATATGCTAAGTGTCATTAGGCAGTGATAGTTAGGTTCTTACTTCTCAGACTCTCTAATTTGTTAATTAACAAAAACAATCTATGTCGACTCCAAAGCTCCCTCTATTTACTAACTCAAGCATTCCCTCCCAAATCCTCTTTCCCTGTGTCAAGTTCATGTGTTGCAGTCCATCCAGTCAGACTTGAAAGCCAATGGTTCTTCATGTTTGGTAAGCCTTAAAGTATGGGTGGGATTACTTTTAAGTTGTGATGGTTTTTTCCTGAAGAAGATTTGGTGCAGAACTGCTGTTGAGGTAGGCTTGTCCTTGATGGGCAGGACCATTAACTCGATATGTGCATCACTAGTCCTTTCTCCCTGTCTTTTTTGTTTTCTTTTTTCTTTTTGAGGACGTACTTGATTTTGTGATCTATTGCTTTTACCTTAGGTTATGCCACCTTTTAGTGGTATC

P3-2_Contig-987 not applicable not applicable 514 53.3 TCAGACATGGGCTTCTTGAGTGTTGCGCCCCGGCTCAACTTACTCCTCCGAAGAGTTTCTGATTTCCGTTGTTTCACACCAGTCCACCCACGTCCTCGGCTAAGGGCGCTGCATAACTTGTCATGCTGCAAGCAGCAGAGGACCGCAGCACAGCAGGCTGGCTAGGTAATTTGATTACAGCGTCGAGATGCTTTCACTCTAAGGCAAGAAGACCACGAAACGACCCAGTCAAGGATCGATCCATGCAAGGAGGAAAGAATAGGCAAACGTCCCTAGTCGAACGTCGTTCTGCCTTTTCTTTAGTTCGCCTCTACTACCAAGGAAAGATTACAGAGCATCTTTGAACGCCAACTCTGCCGGTCAAGGCAAAGGTATAAATGCGCGAGAACCGAAGTCCTGCCAGAGAAGGGGACGGCACGCCGCAGGGGCGACCGTTCTTGCCTTCGGGGTTTGCACTAGGGTTACCACTAGCGACTTGGGGTTAAAGAGGTTTAAGGCCCTCACGCCTTGTGCG

P37_Contig-189 not applicable not applicable 332 35.8 TCTTTTTCGTTACTCGTGTCAGCATTCTCGCTTGGGATATACTGGACTAGCGCTAAATAGCGCTCAAACTACGTTGTAGTTATCTTTAAACTTATGTACGTCGACTAGTTATTATTTACTAATAGTAGTGCTTTTTTCTTCCTAGTACAATACTTTTATATTTCCTTTGTTTCTAGTCCTATTTACCCAATGTTCCGCTACCCCATAAATAATACGCAACTAGTGTTTACGTATATTACATAGGATTACCTTTTGCTTATAATCATTACCCATACCACTCACTTGCGGGTTTTGTAAATACAGCGAAACTTCCTACAGCAAAGGTAACCTAG

P37_Contig-724 not applicable not applicable 308 44.5 TTGGCTACAGTGAAATACCACTACTCTCATAGTTTCTTTACTTACACGGTTAAAGGGAAGTTGGGATAGTGTCTCTCTCACTTGGGTTTACCTCAGGGTTCGGGAAGGCCTCCTATCCTTAAATTCTAGAGCAAAGTGTGGGTACTTTCATCAATGCTCAAGACCCTATGACTTGTCTTGTTCTTCGGGACTTGATGAGACTTAGACTTGAGTTTGAAAGGTAACGTGGGTGTACCGTAAAGAAACTTGTTTCTGGTGCATACTACAATCTGCATGATCCTCACCGTGGACATTGTCAGGCGGGGAGT

P38_Contig-38 not applicable not applicable 217 35.5 TATCTTATTGCAAAGTGCTTTGTTTTAATTAAACAGTCGTACAACGCCATTTTATGTCTCCTCTCCTTATCTTATATTCATCGATAAGGATGGCACACCTTATCCCTAAGTTACGGTGTCATTTTGCCGAGTTCCTTAATGATTGTTAACTCAAACGCCTTTGTATACTCTACTTGCTTACTTGTGGTAGTATCTAGGTACGGTTATTTACTATTTA

P40_Contig-32 not applicable not applicable 217 28.1 CTTACTGCGTCTTGCGGTCTTTATGCCCTGCTTACGCAACTGATAGACGTGTATGTCAAACAGTAAAGCAAGATTAAGCCATTAAACTTTTAAAGTAAAATAATAATCATTTTCTTAATATCAAAAGCATATTAAGAAAATAAACTAAAACACTACTGTCACTTTATAAACATTGTCTTAGTGTTTTATTTACATCTATTTTCCATATAGTTAAAAT

P42_Contig-1275 not applicable not applicable 238 44.1 TTCTTTCCCCAGTGTTCCTGGCATATATGGTTTTTAGACCACAATAAGTTCTTCAACAGCTACAGTTTGACCCGCAACTGCAGTTTGATCCGCAGCTGCAGTTGTCGCACTCCTGGTTGTAGTTCTTCTCGCAACTGCAAGAGTCACCGCATTTGCAGGAGGAGCCACATCCACAGTTAGAACCTGCCATTTCTTCTTTGTTGATTATAGATTGTTGTAGTTTCTTTTCTTCTTCTTC

P42_Contig-1579 not applicable not applicable 210 49.5 GCATGGACCTGGTATTGGGGGAATGTTAGCTGGAGGGGCTGCAGGTGCGGCACTTGCTTATGGTGCTACTCATTTGTTACATGGAGGTTCTCATCACGGAGGTGGTCATTATGGAGGACATGTTGGTCATTATGGACATGGTGGTCATCATGGTCATGGCAAGTTCAAGCACGGGAAATTCAAACACGGGAAGCATTTCAAGCATGGGAA

P42_Contig-1912 not applicable not applicable 283 44.2 AGTGCAGAATCTTTTATTCGAATGACTATTCGGTTCCCGTTGTGTGCGATGACTTGGCATTCATATGGTCTTCTAAGCAGACGAACTAGTATTCAAGCTTGAGCCAGCATCGGTCCATCAGGTTTTGTCTGGCGCGTGTGGGAGTTATTGGTTTCGGTGGCGAATCATGTCTGCTTGATAGATTTCGTAGAAAATGCTTTGTACTCGTACACCAGTGGATTGCATAGACTCAGAATTTTGATATAGCCTAGTGCCTAGCTCTTGTTTGAGTCCTAACGGTTCT

P42_Contig-262 not applicable not applicable 511 52.4 GTTGTTTTGCCCCTCGTTGCATATTTCCAAGGGTTGCTTTGGGCATAAGCCGCCCCGGAGCATCTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCAATGATGGAACGCGCTGGGAGCCTTTGGGCTCCTCGCGGACTCCGGTTATTGCGCAAACGACGGTTCGGGCACAGTGGAAGTAAAAAGACACGCCGGTCGAATCCTAGCAAGCGTAGTAACCGGATTTGCTGACGGTGTCGGTTGGCGGTCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGTTTTGTTGTGTGTTCTCTTTGCACTTATCGACGCAGGCGTTTCTATCGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAGCGACGTGTGCAATGCGAGATGTGCGTGAGTGGTCCCTTCTTCC

P42_Contig-280 not applicable not applicable 281 43.1 GTTGATTGTCTGCTTGTGCAGGAACTGCCATGCGTTCTTACCTCTTCAATTGTCCCTTACGATGATTATATGGTGAAAACCACGAATATTTTTTGTACAAAACATTTTTAAACAATCATTTGGTGGGTTCATGATTTCGTATCGTGTGGTGCATTCTGGGGGTTGTTCTGTCTTATGATTGCTTTCTCACGCATGTTGCCGAGGGGGTAGTTGTCTGGTAGGCGATCTTCGGGGATGATTTCCATAAAGGTGCATGAGTGGTGTTTGGTTTGTTACGGGTG

P42_Contig-317 not applicable not applicable 574 31.9 TGAATTGTCTTCTTATGACTCATCAATCAGATAGATTCGTTTTTTGAAAGAACTGTTCAAGGAAAAAGCAACCCCCTCGCCCAGTACCAGTTCATCCTCAGACCTGCCCCCCCTCTTCTTCCATCAACTAAATGGATTCTGAGATCTTGTTCATGAGATTAAGAAAAAGAACTCTCTTTCTAAATTATTCTAATTTTTATGTATAGTAAATTACTAATCTTTTCTTTTTCTCTGTTAGAAAAGAGAGAGTTTCCAATTTTTTACTTCACTTCAATACTCAATACAATAATAATATTCAATAAAATAAATAGGAGACTGGAAATTAGAGTCTTTTTCTCGCATCCACTCTTCATACGATTGTCGGAACAAAAATCTTGGATGCAACGAAATGGAAATTTTTATAAAGCCGCGAGCTATAAATCTAAATATAGAAATATTATATAGATATAAATTAATCTTGATCCTAAAGAAAGATAGTGAAAATTTTTCTTATCTTGTGACTTAGAATAAAGGGTTCTCCGTGGAGGAACGAAATGACAATTTGTTCCTATAGAACATCTAGGAACAAGACGAT

P42_Contig-424 not applicable not applicable 512 52.7 TAACCGGAGTCCGCGAGGAGCCCGAAGGCTCCCAGCACGTTCCATCATCGAGTTGAACCTGGGCGGACGCGAGAAACAACCCTTAGGAACGCTATTCCGCTAATGCACATTCCGTCATCGAGTTGCTCCGGGGCGGCTTATGCCCAAAGCAACCCTTAGAAATATGCAACGGAGGGGCAAAACAACGGAAGAAGGGACCACTCACGCACATCTCGCATTGCACACGTCGCTTACGTTAACCATTAATTAGCAAGACCCCAGCTCAGAAAAACTGTGCACAATAGGCCACACCAATTTAGGTCTTCGATAGAAACGCCTGCGTCGATAAGTGCAAAGAGAACACACAACAAAACCCACATTAGCTGCCGCTAGCACGCGAACGCGCCTCAAATCGGTTGGCAAAAGCCAAAGCCCGCCAACCAACACCGTCAGCAAATCCGGTTACATCGCTTGCTAGGATTCGACCGGCGTGTCTTTTTACTTCCACTGTGCCCGAATCGTCGTTTGCTCAG

P42_Contig-482 not applicable not applicable 284 50.4 ACCATATGAATGCCAGGTCATCGCACACAACGGGAACCACATAGTCATTGTGTGAATCCATGCAATCCACTGGTGTACGAGTACAAAGCATTTTCCACGAAATCTATCAAGCAGACATGATTCACTACCGAAACCAGCACCTCCCACCCGAGCCAATCACCTCCGTCCTTCGCAGACCATATGCTAGCATATGGCCAGGGGGTCATTACGAAAATACCGACTACCGATTGCTACTACGGGTCACCTTCGGGTCATTGCGCCAGTCACCTTTGGGTTCTTCGCAG

P42_Contig-491 not applicable not applicable 406 30.5 CAAGATGAATTTCTATGTTAAGTAGAGTTCGTCGATGTATATCTATCGGATGTGGCTTCATGTACCAAATATTTTTATATCGACGCAGCCGGTATTTTTATTTTGGTTACCACGGTGTAGTGGAGAATGGATGCAAAAAAGAGACTTTGATTTCCAATCTTGTATTTTTTATTGAATTTACCAACAAAATAGCAAATAATCTCTCTATCTAAGAGATAAGACTTAAATGTGTTTTTTGATCATACATGGTAAGATCGATGCTCGCGTTTTCCATTTATCTGCAGTAAAAGAAAAGAGACATAACAAAGAAGACACTCAAAAATTATATATATGGAATTGGAATAGTTTAGTACACCTAGAAATTAGAACAATATAGAAATATCTTTCTTTTTATCAATCTAACGAA

P42_Contig-512 not applicable not applicable 226 34.5 ATATCTTAAAAAGAAAAATAGGATAACTCCCCTTTTCCTGGGCGGGTCAACAAAGTCATGAAATATTTCGATTTACTTTTTCTATAAAAAAATGGATTTACCTGGACTAATACATGATTTTCTTTTAGTTTTTCTGGGATTCGGTCTTCTAGTAGGAGGTCTGGGAGTGGTATTACTTCCCAACCCAATATTTTCAGCCTTTTCCTTAGGATTTGTTCTTGTTTGT

P42_Contig-608 not applicable not applicable 319 30.1 TATTTTGTTGTGAACCGAGTAATTCATAGAATTGTTTATATCTAAAATAATAACATCTCCTTCCTTTATATGATCCCCTATAGTTATATACATACAAATAAATAGATTGACTGGAATTTCAGACATCGGCCCGACGATGATCCTTTTTTCAAAAGAGCGCAAATTTTTTTACGTTTACACATGCATAAGAGCTTTTTTATTTATGTTTGTAGGAATCTATGTGTTATACAATATTCTACCAAATGGGTCTTATCGAATCGAAGTTTTTAAAATAAAAAAAGGAGTGATACGATTAGGTCTCAGCCGATCTAAAAAATCT

P42_Contig-707 not applicable not applicable 281 43.1 GCCTACCAGACAACTACCCCCTCGGCAACATGCGTGAGAAAGCAATCATAAGACAGAACAACCCCCAGAATGCACCACACGATACGAAATCATGAACCCACCAAATGATTGTTTAAAAATGTTTTGTACAAAAAATATTCGTGGTTTTCACCATATAATCATCGTAAGGGACAATTGAAGAGGTAAGAACGCATGGCAGTTCCTGCACAAGCAGACAATCAACCACCCGTAACAAACCAAACACCACTCATGCACCTTTATGGAAATCATCCCCGAAGATC

P42_Contig-807 not applicable not applicable 321 46.7 AGTGCTGAAAGCATATAGGCACGAAGTTTACTTTAAAATATTCTTAAATATACGTCAGAGAATACTACGAAAAATGGGGGGGGCTGGGGTGTTCATTAATAAATATTTCCCAGCGATCGATAAAAAAACTAGTTCCCTCGATTTATCCCCCCTTCCTTCGGCGGGGGGGATTAGGGAGGGGACCGGAGGCGTCCCCCTCGGCTCGAGCCGGGAACCTAGTTCCGCCTCGCGCGGGACTAACCTGGAAAGCACTAGGATGTTACTAACACTTTAGTAGATATATAACATAGGCACGGCAGGAACGCTATGTTAGTTAAAATA

P43-2_Contig-43 not applicable not applicable 213 31.9 TGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCAATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTATCTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTAGTGGTGAAGCAATGAAAATTAGTTCATACT

P43-2_Contig-60 not applicable not applicable 213 32.4 TCAATTTTAGAAGTATGGCACAGTTACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAAAAAACACTACAGAATTGGCACAAAGGCACCCTGAAACAGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACCAATAACAATAAAAATGTAAGTGTGGTATTGAG

P44_Contig-12 not applicable not applicable 686 55.8 ATAAAATTGACTCGATGGCGGATTTCTTTGACTTGTGTGTCTGGGCTTTTGTACGTGCGGTGCATGAGTGGCGCTTGGCTTGTGGCGATTTGTTGGTTCCCTGCTCCGGCAGCGACAACATCTCTCCCTAGCCTTTTCATTTTGTGGCCGATGATGTCAATCGTCGGCCGTGTCGGGTTTTCTGTGTTGCATACCTACGCGATGGTATTCGGTCGGTTATAATGGGGAAAGGTCCACTAAGTGGTGCTCCACGCCGTGTATGCGCGCGCGGATTCCAGCACGAGGTGGATCCTTTAGGCGGTCGTCGTGCTACCACAATCCTCGCACTTCGGTTCGATGGTTTGATGGCTCATGACGGTCTGCTTGACATCTTGGGTGCGGAATATTACATGGATATGGGGTCTAGCGCCCCTATTTGTCCCGTATAGCAAGCGTTTACGCTTTGTTCCCCCGAGATAGTTGGCGCGCACGCGTGACGCTGTTGATGAGGCGCAAGGTGTTAATGCTGCTACGCGAGTTGGCCGACCAAAAGGGGCGATTAGGCGCGCTGACACGGGCGCAAGCGACAGTCCGTGCGCGAAGAAGGTCGCAACGTCCGGGTGAGGTACCGACCGAGGGGTTGAGGGATTTTTCGTGCCAATCGGGACTTGCTTGGGCGTGCTTGCCGGAGATTGCCGAGTTGGGTC

P44_Contig-296 not applicable not applicable 226 52.2 CGACCGGAGTAGACCCTTAAACGAGTGGACGGGTCAACAAGGCTTGCTAGGCAAGAATTATGGCATGCCTAGCATGCCATAACGCTTGCCTAGCAAGCCTTGTTGACCCGTCCACTCGTTTAAGGGTCTACTCCGGTCGGAACGGATCAACAAGGCTTGCTAAGCAAGCGTTATGGCATGCTAGGCATGCCATAAATCTTGCCTAGGAAGCCTTGTTGATCCGCTG

P44_Contig-44 not applicable not applicable 733 29.7 TGAATTTTTCTTAAATTTCCACGAATGGACTCTTATCAAAATTCAATTAGATAAGTTTTATAAGTATAATGGGGAACAGCGGATCCCTTTTGTTTCAATATTTCATTTCAAAATTCAAAGAAGTTTTCATCCCATCGAACTCTTTCGAGCATCTATCCACCAGCCAATCAATTCAATTACTTTTCTTCTTGGGTTGGCTTGGCAATGATAAAAAAAGATTACTAATTTGGTTTTTTCTTAATATATACCAAACTTTACTTTTTTTTTCTTTGATTCTTTCGGCAGGTACTGGGATTAAGTTTGTATCTTTATCATAAATTATAGTTTATAGTACAGCGTCTTACACGAAAAAAGACTAATCTAATTGATAGTATGGTAGAAAGATTCATATGAATCTTTCTACCATACTATCAATTAGATTAGTCTTTTTTCGTGTAAGACGCTGTACTATAAACTATAATTTATGATAAAGATACAAACTTAATCCCAGTACCTGCCGAAAGAATCAAAGAAAAAAAAAGTAAAGTTTGGTATATATTAAGAAAAAACCAAATTAGTAATCTTTTTTTATCATTGCCAAGCCAACCCAAGAAGAAAAGTAATTGAATTGATTGGCTGGTGGATAGATGCTCGAAAGAGTTCGATGGGATGAAAACTTCTTTGAATTTTGAAATGAAATATTGAAACAAAAGGGATCCGCTGTTCCCCATTATACTTATAAAACTTATCTAAT

P44_Contig-570 not applicable not applicable 268 35.4 AAAAAAAAGAGAGCCTAGCCCCTCATAGGATCCCCTATCTGTACATATATAAAAATGTCTGCACGTATATAACAAGCTTTGCATTTCTTTCAGGCATCCGCTACAGTCTCAATTTATTTTCAAATAGCCCATTTACTTAATATCTTATATTTACGCCTGCGCCTAAGAACCTTTTTCATTTATGTTTGAGAAGGGAGCTGTCTGCATGTTCTATCAGATTCTACTAAACTAAATAGATATCTGTATTATGATCCAAGCCTAAGTCTTG

P44_Contig-646 not applicable not applicable 287 57.5 GCTTGTGACTTGGTCGAGTACACCGAATGGGCCGCAGCCATGGGGTCGGGCTCCTGTGCGAACCGGTTGGCCTTGTGCCATCTTAGAAGTAGCACTTCCAAACGCGTGACATGCATTTCGCTCAGGGTGGTGGAGGCCCAAAGCGTTCGGATTTGCCGATGGGGATGTCGCGGTGCCTGGGGAAAGGAGTCGAGCCACAAGAATCTATCCCACCACAATTCAATGTCCCACCCGTACAAAAACAGCCTCGAGGTGCAGTCAGTGCTCGGGAGGCGAGTGAATGAGCA

P44_Contig-89 not applicable not applicable 348 39.9 CCCATACAGAGGATAGGCTGGTTCGCTTAAAGAGAATCTTTTCTATGATCAGATCCAATCATGTTGTACATGAACAGGCTCCGTAAGATCCAGTCGAATGTGTGATTTTGCATAATATAATCTAGATTATATTATGCAAAATCACACATTCGACTGGATCTTACGGAGCCTGTTCATGCATGACATGATTCAGGGTTGACCATAGAATAGATTCTCTTCAAACGAACCAGCCTATCCTCTGTATGGGCTTACGTGATGGTTGGAACAAAGACACATTTGGTTGTGAATTCAAATGTGGCAGATAAGCACATATCTGCACAGACCAATCAATAGTTCAAGTCACACACT

P44_Contig-91 not applicable not applicable 568 51.2 CCAACCACCTATGGCCGTTCAGCTTAACCAAGATTGAGTTCCTAGCATGTATAGAACAACCTTTAGGTGTGGCTAGCCGTTGGGGGTGGGCAAACGAGCAGGTGGTGGGATAATCGGTTTTTTGCTGCTCGGGATCTCAATGCTCGTGTGCTCACGGCCCTTTAGCCTAGCCACAAACACATCCTCCGCTCCTCTCAAACCCTTTTGATGCCATGAAACATACCTTAAGCCCAACAAAAGGAAGCCTTGAGGCACAGTCGGCGCTCGGGGTGAGGGCAAACGAGTAGCTTGTTGGATAATAATCGGTTCTTGCTGCTCGGGAGCTCAATCGTCGTGCGTTGGTTAGGCTCAGCCCAGCCATTAAACACATGTTACCCTATGCGAGAACCCATTTGACAAATCAGAACCCAGCTTCCACCCCACAGACAACATCCTTGAGCCTTGATCGGTGCACGGGGGGCGAGTGAACGAGCAGCTTGTGGGATTATCGGATTTTTGCTGCTTGTGATCTTGATCCTTGTGTGTTGACCACTATCAAGCCCAACCTCAAACACAACACATCATCCAC

P44_Contig-93 not applicable not applicable 686 56.0 TGACATCATCGGCCACAAAATGAAAAGGCTAGGGAGAGATGTTGTCGCTGCCGGAGCAGGGAACCAACAAATCGCCACAAGCCAAGCGCCACTCATGCACCGCACGTACAAAAGCCCAGACACACAAGTCAAAGAAATCCGCCATCGAGTCAATTTTATGACCCAACTCGGCAATCTCCGGCAAGCACGCCCAAGCAAGTCCCGATTGGCACGGAAAATCCCTCAACCCCTCGGTCGGTACCTCACCCGGACGTTGCGACCTTCTTCGCGCACGGACTGTCGCTTGCGCCCGTGTCAGCGCGCCTAATCGCCCCTTTTGGTCGGCCAACTCGCGTAGCAGCATTAACACCTTGCGCCTCATCAACAGCGTCACGCGTGCGCGCCAACTATCTCGGGGGAACAAAGCGTAAACGCTTGCTATACGGGACAAATAGGGGCGCTAGACCCCATATCCATGTAATATTCCGCACCCAAGATGTCAAGCAGACCGTCATGAGCCATCAAACCATCGAACCGAAGTGCGAGGATTGTGGTAGCACGACGACCGCCTAAAGGATCCACCTCGTGCTGGAATCCGCGCGCGCATACACGGCGTGGAGCACCACTTAGTGGACCTTTCCCCATTATAACCGACCGAATACCATCGCGTAGGTATGCAACACAGAAAACCCGACACGGCCGACGAT

P44_Contig-95 not applicable not applicable 568 51.2 AGCCACACCTAAAGGTTGTTCTATACATGCTAGGAACTCAATCTTGGTTAAGCTGAACGGCCATAGGTGGTTGGGTGGATGATGTGTTGTGTTTGAGGTTGGGCTTGATAGTGGTCAACACACAAGGATCAAGATCACAAGCAGCAAAAATCCGATAATCCCACAAGCTGCTCGTTCACTCGCCCCCCGTGCACCGATCAAGGCTCAAGGATGTTGTCTGTGGGGTGGAAGCTGGGTTCTGATTTGTCAAATGGGTTCTCGCATAGGGTAACATGTGTTTAATGGCTGGGCTGAGCCTAACCAACGCACGACGATTGAGCTCCCGAGCAGCAAGAACCGATTATTATCCAACAAGCTACTCGTTTGCCCTCACCCCGAGCGCCGACTGTGCCTCAAGGCTTCCTTTTGTTGGGCTTAAGGTATGTTTCATGGCATCAAAAGGGTTTGAGAGGAGCGGAGGATGTGTTTGTGGCTAGGCTAAAGGGCCGTGAGCACACGAGCATTGAGATCCCGAGCAGCAAAAAACCGATTATCCCACCACCTGCTCGTTTGCCCACCCCCAACGGCT

P45_Contig-62 not applicable not applicable 472 28.4 TTTACTCCATTTCTTTATGTTGTCACATATAATCTCCTCATCATTTTATCCTTTAGGTTTAATTTAGAGACCGATTAACTTTCCCATAAGCTTAAGGCGAGGGGCTATCCCTTTTTCGTTACTCATGTCAGCATTATCACTTGGGTTATCATATATTTATTATTAAAAACAATAAAAGTAACCATTTGGATTTACCCAACGTTCTGCTACCCCATAAATATAAATAAGATATTATATTTTGGTATGGACCCCCAGGCTAAAGATTCGTTAATTAATAATATAAAAAGTGAATTTTTATTTTTAATCCCTTGGTTCATTTTTTTAATTAATCTTTGATTAATTAAACAAGAACTAAAGAAAAATAATTACTAAATCTAGAACTGGTTTTTAATTATTTATACCTATGGACAAGGTGTCGGTATATTGTTTAGATCCGTTAAATTTTCGGTGCAACTATCAATGTAAAGTTTTG

P45_Contig-7 not applicable not applicable 344 33.4 GTACTATCTATTTAAAACCTATTTACCCAATGTTCCGCTACCCCATAAATAATACTTAAATAACCTTTAAGTATAGTAAACTAGGATTATACCTAATATAATTATTATGGACAAGGTGTCGGTGTTTTGTTTTAGATCCGTTATATCTTCGGCGCTTTTAACTAATTAGGTTAACGAATTAACCATTTGAACCAGTGCTCTGTTACGAGGTCTTCAAAAAATGGCCGCTTCTAAGCCTATTTCCTGGTTGTATTTGAAGAAAACTTCCTTATTTTCACTTAACAATAATTTTGGAACCTTAACTCTTGTTCTGGGCTGTTTCCCTTTAGACATACAACCTTATC

P46_Contig-1109 not applicable not applicable 412 46.8 CTTCGAATGGAATCTTAGCCCGCCTCACTTGACTGAGCATAAGCGAAGTCAAGGGATTTCCTTCTAACTAGTGGCTGAGAGTAAGCAAGCTACCTTCATTCAACAGATTTGTGGTTGAGTCAGCTCCGAGATGAGAAGGCGTCACATTCCCCTTCCACCTTCGCCTTTGACTATATAAGGTCGGGTAAGGAATTCTATTATTCTGGTTTATAGGCGAGATCTTTTCTGCGCGTCCAAGTCAAAGAAAGAGGGGAAGAACAACCCCGCAAACGTAGCCCTGACTACATTCCACTGTGACGGTACGGAATTTGAACGGGGGAATAGTCAAAAGGCGAGCACTGAAATGAGAAAGGCTTGTAGACTCGTGACGCTGAACGAGACATTCGAAAACTAAAGCGCACACTAGAAAGTG

P46_Contig-1196 not applicable not applicable 214 37.9 GTATGAGTTGATACCATCATTATCCGTAGGTAGAAACAGCCGGGGTGTGAATATATATATTTGTATATATGGATGCATGAGCCGGCATGTATGTTTGTGAAGTAAATAAAAACGGCCCCGACTCCATGTCCGAATAAAGTGGTAATAAGTCCTACAGGATCCGTGGGTTCATGGTCAAATCCCTCTATGATGTATTTTATTACAATTTTTTTTT

P46_Contig-1773 not applicable not applicable 270 38.1 GAAATCGTGATGAGAGTACCAATGAATCACTTCAACAAATCGAACGGTGTCACCCTCTTCAACTTGCACGATGTTCTTCACTTTCCTTCTCTTCAAACGTCTTCTTCTTCAAATCTGCTCTAGGTCTTCAATCTACTTGAAGCTTCAACTCCCAAGGATCGGATTAGCTCTTGATACCAATTTGATGTGTTCTTGTACGCAGAAGCTTGATACAAAGAGTTAATCAAAGAAACACAGTAGAAACTATGAGAAAACACAACTTTTATTAGA

P46_Contig-1815 not applicable not applicable 349 50.4 GGCCACTGCGCCACATGCAGTAAACCCCGATCACGGCAGGGTAGCATGTGGTTTGGCCCGATGATGGGGATCGATTGTTTTGATAAAATTTTTAGGCCACGTTGAAATTCGATTCAAAACATGAAATATCCGGAGGGCTCAGGTTGAGCTAGTGGGTGAATAGCTCGGAACATCTTGAGATGGCTTATGAGGAACTTCCAAACGCGATCAATGGCCCATGCTCGGCTAGCGTTAGTCGACCAACGAGTGGGGGGTCCGATATGAAGGCATCAACGAGATGTTTCACCCGTATACGTGGTGGGCCGCTAGGACAACTCGGCAATGACTTTTGATGCCATTGTCGTGTTGT

P46_Contig-227 not applicable not applicable 768 35.3 TTTTTTTATTTTGTAATTCTCTTCAATGCTTTTCAGTCTTCGTTGTTTTTCGGTTGCTGTGGTCCATCAACAAGTGTTTTAAGACGATTTTTTTGGAGCAACCATTCTATTCTAGAAGAGCAATGTATTTATTTTGCATGTGATCATCTTCAAGGAGAGCCAGAGCATGGGTTCAGTGTAACAAGCTCATTTCTGAGATTGGAGTTTACGTTTCTCTCTCATCAATAATATTACTATTGACGTCCTTCTCTTTTCGTTCCTTCTTTCTCATCCGTGGTGACTGTTCGCTAATTCCTTTGTTCTGTTTGGATCTTTTCAGAAATTGGATCGTTTTGCTGTTTTTTTCCGGATAGGTAAGTTGGTATTTGCCTTTTCAGATCTAGGTCCTTGGTGTGGTTACAAGTACGTTCTTAGTTCATCAGTTGCGTTGTGCCAAATATGCATTAGCTTTACGTTGTCATAAAATTTTATAATTTTTTATCTCAACTTGTGCTGGCAGTGTTTCCTTATGGCTGACATGCTTTGGTGACAGATAAGATCTTGATTTTAGATTCCATCTTCTTTTTCGTGTTAATATTATGTTATGCATTTTTTACTCTTAGGTTTGTTGTGGGTATTTGCTCTGGTGACAAGGTATATGGTTATTCCCTCTTATCTTGATCATCCATTACTCATTTGGTCGAAGATAAGACCTGAATTCAATCATTGGGTTTGATCAACTTAGTAGCTACTAGTCTTGTTTTATATCAGATATCATTTATACCTAAT

P46_Contig-2778 not applicable not applicable 266 39.8 GGGCCAAGCTAAGGTTGGTCACTATGAAAACACGACAATGACTCGTCGAGCCCACAACATGCATCGGATAAGGGACGTCTTTTTAATGCTCTAGTCGAACTAAATCGTTAAAAGAGCAAAAGAAATACATTACCCAGCCGCATGCCAAGGCTCTAAAATCATTGTGGAGTTTTCTTAGTGTCCCACCATAATATTTTAAAAAAACAGGCGACAAATCGTAAAAAAGTTGTTGCTAGCACGGGCATTTTAAAAAAAGGATTTGCTTT

P46_Contig-286 not applicable not applicable 512 54.1 CGTTGCATATTTCCAAGGGTTGCTTTGGGCATAAGCCGCCCCGGAGCATCTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCAATGATGGAACGCGCTGGGAGCCTTTGGGCTCCTCGCGGACTCCGGTTATTGCGCAAACGACGGTTCGGGCACAGTGGAAGTAAAAAGACACGCCGGTCGAATCCTAGCAAGCGTAGTAACCGGATTTGCTGACGGTGTCGGTTGGCGGGCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGTTTTGTTGTGTGTTCTCTTTGCACTTATCGATGCGGGCGTTTCTAACGAAGACCTAAATTGGTGGGTCCCCTTGTGCGGATTTTTCTGAGCATGGGGTCTTGCTAATCAATGGTCAGCGCATGCGATGTGTGCGAGGCGAGACGTGCGTGAGTGGTCCCTTCTTCCGTTATTTTGCCCCTC

P46_Contig-29 not applicable not applicable 717 49.0 TCTAAATCAGTCCCGAATCATTACCATTGCCCAAGCCCCGCTAGCAATCGGTAGTGCAGAGAATCAGTCGCTAAATCACGATCAAAATCACTACCAATGCCCAAGCCCCAGCTAGCAATTGGTAGTGATGAGATCAGTCGCTTTAATGAACTTGTTCGCGTATCGTTCGGTGCATTCTGGGGGTCGTTATGGCTTTTGGTTGCTTGCTTGGTCTTGGTGCCAAGGGGGTGGCTCTTAGCTGGATGGTCTTCGGGGATGTCTACCGTAAAGGTGCATGAGTGGTGTTTGGTTTGTTACGGATGGTTGGATGTCTGCTTGAGCAGCAACTTCCATGCGTTCATACCTCTTCAATCGTTGCTCCATGGCTCTTTTGTCTTGGGCATCAAGTGGGTTCCTGTGTTGCATACCTAATCAATGGCATCGGTTGGCTTGAACAAAGTTCTTTTTCGTATAGCACTGCTTGCGGTGTCAACGAACCTCGAAACGGCCTCTGTCGTCCTTCCTTTCAATGCCAATGCATGGATGGGATGGCCTATGGTGCGTCGCTTGGTGTCTTGGATATGGACCCTTACGTGGGTACATGGTCTTTAATGATCATTGTTTCTGCCCTCAGTCGAGTGTTTTGCTCCTCTAACCGACGCGTCTTCCATGCAGACCTGATGGTGTATGGTTGTTTGTGTCGGATTGGAGTGTTACCTCAGCTGATCGTTTCACTTC

P46_Contig-3866 not applicable not applicable 354 37.6 GTAAAGTAACTCGTGACCATGGGTGCACCCGCAAGGGTGAGAGGTGCCGGATCTTGGACTGTATCCGTTACTTTACCAAGGGGTCGCCACTGGTGAATTAAAAGGGAACTAAAAAGGGTTTAGTTAAATAGGGTCTTTAATCTGTAATGAAATTGTATGTGAGTTCCTCACCATATACATTAGTAGTTGCACTTAAAGATTCTTATCTGTGTGTTATGTGATATTTGTGTTATGTGCTTTCTGGGTATGCAATATGTTTGATATTACTTTGGGTATGTGTGTGAATTGCTATGCTTATTGTGTATGTGGGAAAGTAATAGGGTTTACTTTAATAATGGTTGTGTCTAATAAAGA

P46_Contig-3877 not applicable not applicable 200 38.5 TCTAGACAAGTACGGAGTGTTGTGGAAAAGGGCGGAAGGATCTAGAAGACTCTAGCAAGGGGCTGCCCAGAAGGTTCTAGTTTTGCATCTAACTTAATAGTTTCTAGAATATGTCATGTAGTGTTATCTAGAAAATACCATGTAAAGTATATAGAAAAGTATCATAGGAAAAGTCAGGTAAGGTCTAGATGATTCCGTGT

P46_Contig-425 not applicable not applicable 228 36.8 AAGATCTTATCTGTCACCAAAGCATGTCAGCCATAAGGAAACACTGCCAGCACAAGTTGAGATAAAAAATTATAAAATTTTATGACAACGTAAAGCTAATGCATATTTGGCACAACGCAACTGATGAACTAAGAACGTACTTGTAACCACACCAAGGACCTAGATCTGAAAAGGCAAATACCAACTTACCTATCCGGAAAAAAACAGCAAAACGATCCAATTTCTGAA

P46_Contig-433 not applicable not applicable 511 53.0 TAACCGGAGTCCGCGAGGAGCCCGAAGGCTCCCAGCGCGTTCCATCATTGAGTTGAACCTGGGCGGACGCGAGAAACAACTCTTAGGAACGCTATTCCGCTAATGCACATTCCGTCATCGAGATGCTCCGGGGCGGCTTATGCCCAAAGCAACCCTTAGAAATATGCAACGGAGGGGCAAAACAACGGAAGAAGGGACCACTCACGCACATCTCGCATTGCACACGTCGCTTACGTTAACCATTAATTAGCAAGACCCCAGCTCAGAAAAACTGTGCACAATAGGCCACACCAATTTAGGTCTTCGCTAGAAACGGCCGCGTCGATAAGTACGAAAAGAACACAAAACAAAGCCCACATTAGCTGCCGCTAGCACGCGAACGCGCCTCAAATCGGTTGGCAAAAGCCAAAGCCCGCCAACCGACACCGTCAGCAAATCCGGTTACATCGCTTGCTAGGATTCGACCGGCGTGTCTTTTACTTCCACTGTGCCCGAATCGTCGTTTGCTCAG

P46_Contig-439 not applicable not applicable 752 42.3 AGTAAGCCATCATGGCTGTTAATATATACGAAAGACGGGAAGTATTCGAGTTTACTCAGGTACTCTTTATTGTTGCAATTGAGAAGAACTCCATATTGAAGACTCAGACACCAATCATGACTTTGAAATATACCAGAAGAAAACACGAGCCTAGCCTGCAGATAATCAACCTTCACTTTTGTCACGTCTCTTCCTACACATATGTAACCCAACTTTATTGAGAGAAGGGGTTTGGATTCGCAAAGATGACAGAAGGCATCTAAGATCTCTCGATGTTTGTCCGCTTCCACCTGTGCTGCCAAAAAGGTTACAGATCCTACATCCAATCGAGGGTCTGCCTGTTCGCCATTTGGGCTGCATTCACATACTTCTAAGTCACCAGATGCAGTCCAACAGTGCTGACCATTGAACATAAATTCCCCTAGTCTTTTATAGAAGATCGATCCTACCTTGAATCCTCTTGAACCCCAAGGGACTATGGTAGAAACAACACTCTTTTCTATGTCTGCCAAAATGCATGTGTCATCCGACATCAATATGTGCTTCCCATTGTGCACATCGTCTAGCTCAACATTGGATCTCAAAGTGTGCAAGAAGTATTTACCACCTTTACGGAATATGTGACCCTCGTGTGATGAGATCGACACTGGGATATAACCGTGAACTGCAGCATCATTGAATACTGTACATTGAGGAGTCTTGATAGACATTCCGATACCATCATCTACAGCCGTTTCTTTACAGACCTTGTA

P46_Contig-744 not applicable not applicable 276 34.8 CTAGTTAGTGAAATAGAGTCTAACGTGTGATTTCCGCCGAACATAAAGGAAAAGGTTCTTAGGTCTGTAGAAACGTGATATATGGATATTTGAATTTTAGCAATTGAAAAATAGATCAGGATCCGCCGGATGACTTAAATTTTAAAATGAAGTCGGCGGATCTATATGTAATATGTATATCGATGTGGATAGTAGAATCGTATTGTATTAGGGGGTTCTTATTTTAGATCTAACCAAGTTGATGAATTACTCCTAAAGGTTCCCATCAAACTAGTG

P46_Contig-790 not applicable not applicable 409 38.9 AACACCACCCTTTGGTGCCACCCCCTTGGTGTATCAAGGTCACGCGTTCCCTACGTGCCAAGATGAGGTTTCCCCTTTACTCTTTATTAGACACAACCATTATTAAAGTAAACCCTATTACTTTCCCACATACACAGTAAGCATAGCAATTCACACACATACCCAAAATAATATCAAACATATAGCATACCCAGAAAGCACATAACACAAATATCACATAACACACAGATAAGAATCTTTAAGTGCAACTACTAATGTATATGGTGAGGAACTCACATACAATTTCATTACAGTTTAAAGACCCTATTTAACTAAACCCTTTTTAGTTTCCCTTTTAATTCACCAGTGGCGACCCCTTGGTAAAGTAACGGATACAGTCCAAGAAAGTCTCCCAACCACTGAACCTCTT

P47_Contig-110 not applicable not applicable 213 32.4 TCAATTTTAGAAGTATGGCACAGATACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAAAAAACACTACAGAATTGGCACAAAGGCACCCTGAAACAGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACCAATAACAATAAAAATGTAAGTGTGGTATTGAG

P47_Contig-82 not applicable not applicable 213 31.9 TGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCAATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTATCTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTAGTGGTGAAGCAATGAAAATTAGTTCATACT

P48_Contig-10965 not applicable not applicable 210 39.5 TTAGGGACAATGGCCAACTCAAATATCATCTCGTGAAGGCACTAGATTTCCAGCCAACTAATAACACCCACATAAGCAAACTCATGAACATGGCAATTGCCAACCAATTACCAGCTCTAACATAACTGATGAACAATAAGCCATGTACCCAGGAAAGCATGACAGTTTCAAAGCAACATTAGGGCCAATTTTCAAAGTTTAAAAGCAACA

P48_Contig-1194 not applicable not applicable 557 41.5 AGACAGACCAAAGGAGAAATAGCCCAGACGCATACTCCAGACATAGAACACCTCAACATAATGCTACCGAAACAGCCACATCCATAATTGCATGAACATAAAGAGGAGAGCTACTATGACAACCATTTGCCACATAACACAGACGCCATGTATTTCAAAGCCAACCTGATTGTTACCTGAGCTGCATTTCAGAACTGACAGAAACAGCACAGCCTCTAGTAAAAGGATAAACCTCAGTGAACGAATTAACTTACAACCTTTCACTGATACAAACTTCATAAGATCCCTGCAACATCGTGAGGCAGAAAACGGAATCCACATATGTTACCAAAGAAAAAAGGCCAATAGAGCTTTACAGAGGGAATGAGGCATCAAACCAGAACTGCTTTCCAATTAATCTGACAGAAATCCACCCAAAGACCTGATCTCTGGGAATTAAAAGAGCACAGCTATGATTAAGTGTAAAGATAAGGTGGAAGACAAATGGAGCAAACCAACTAATTTACTCCCCCTCACGGCTGTTAGTTGAGCATTCATCGCAACATCCATTCCAACAA

P48_Contig-1198 not applicable not applicable 220 32.7 TATGAAGGTTTAAATTGAGATTTAAAGCTTTTAGAATGAATACCGGCCTTTTTTTGGACCAATATAAAGTTATAAAGGTGTAAATATAGTTTTTAAATAATTCTCAAAAAGTTAGACCCATTATTGGAGCAACGGAAACTTCGTCCAAACTACTTTGACCAAAACTGCCCAACTTTGAATAGCTTCGTACGAAGTGAATATTGGCCTTTTTTGGGACCAA

P48_Contig-12185 not applicable not applicable 231 28.6 TATTTTCGAAGACCTCATATCATTTTCCGAGTGTTCGAGGCTTCTATTATTTATGTATGATTTTTTTATCGTCCCCTTGTTTCGAATGGGTTTATAATTTATTAATTTCTAATAAATTCAAATTAGTGTTTTGTAACCCGACCAAGTTAAGAACTCAATTCGTTTATCCTTTCCTATTCTTAATAAAAACTTGAACCATGAATTGTCTTATAATTCATCAACCAAATAGAT

P48_Contig-14867 not applicable not applicable 229 51.1 TTTCTTCTAGAGTACGGGAAACCGGCGTCACAATTACTGCTGCTCTCCTCGTGCTCGTCGGACTCGTTCGAAGATAACTCGGTGATTCCGCTCGAACCCGAGGAGGAGGAACTTGGCACGAGATTTAAATCAGCTCTTCTCTTCGTCGTCATGAAATCATAGAACACCGGCCTGCTCGTTCGTGGCTTTTTGGCGACAACTTGTTCGCTGTTTTTCCGAGTTGGCAAGG

P48_Contig-1710 not applicable not applicable 352 32.7 AATCGTATGTCCTTTGTTACAACAATAATGACAAACAATATGAGGATTACTTTTCTTGTGATCCTTTTCAACAAATTTATACTTTTTATTTCTCGGTTTAAAAGATTTGTTGAATTTAGATGGATCAACCGCAAAAGTAATCTCCGGCTTGGATGGTTCTTTTAACTTCTCTTGTAGTTTTCGTAAATCTCTTCTTAAGTAAAAGCATCCATCACATCCGGTGTATTCATTTCCACAACTATCATAATTCACAAGAGGTTTTTGAACCAAAGATTCTTTGAGAGCTTTCAACTCATGTTCCGTTTCCGAAACTTTAACCTCAAGGTATTTATTGACTTGCATTAAACCCTTT

P48_Contig-19 not applicable not applicable 589 40.4 GAAAAAACTTGAAGAGAAGTACAAAAGAACTTGAGAAGACCCCCTGTAACTTCATAAGGAACAAGAAGACAGAACCAACAGAATGAACCCATCACCTACATCTATATTACAACGAAAAGCTGGTGAAAGAGATCAAAGGGAACAGACATCAAACCAGTACAGCCTTCAGGTCACACCTGATAAAGAGACACCAAACTCTGGAAATGGAAGAGCATAACTATTAGCAAGAAGAAAGTCCAGGTACAAGAGAGATATAATGGAGTAGAAAGAACTTCTTCACTCCCTCAGTGAAACTCAATGACAGCATCAAACAGCCGCTCCATGTCCAACAATCGAACCTTGTCATCTAGTTGCATAGATCCATAACTAATCCTAGTATATAGTATCACAGAGAGGGTGATGCAAAAAAACAAAATTCACAACTACATAGCAAAGAAAAAGATGATATATAACGGAGCAAAGGGACCGAATCGAACCAGACTGTGACAGCCTTATGATGTAAACCGAAGAACCACCACCCGATCATCTCTGGAAATCGATGCGCATAAAGGTAAGCAAGGGAATAGCCTAGATAGACAATAAATGGGCT

P48_Contig-2 not applicable not applicable 740 37.0 AGAAAGAGACAGTGATTTCATTAAAAGTGTTTGCCATAAAAAGCAAAAATACAATAGCTGCGCCTGCGGCAAGGAATAGCACATGAATGCCTATTTCCGCGGCCCCTAAATGAAGATTAACATGAAGATTAGTTCCAACGATACACCATATAGGTAGCAAATATAAGAATTTATCTGATTGAGGCTTTTGCCTATTCAGAAGAAAGGAAATAAACACTAACTCGGTCACCAGACCGAATCCCCATTCACCCATTTGATGGTGAAAGAAGCTTCGATAAAGGAGTACCGCATAAAACAAAGAATGAAATAAAACATTAGGTCCAAAAAATATCCACAAATGTAAGGATGCTAGTAAAATGAAACAGATACATACAAGGAAGCAACACAAATCTGGTTTATCTAAACAATAAAATATTATGAGGTTGTTTGCCAACCAAGCAAAAAGAGAGAGGCTTCGCTCCTCGTCACTTTTTGCCAAAAATAGATAAAAAATGGCCGAAGCGCCCCCAGCAATTACTAGAGCATTGGCCACTTCGCCTGGAAACCATAGGCAATTTATAATCCCACCAAAAATATTCGATATTATTATAAATAGGGGTACTATAACACAGGTATCTTTATCTAATTGAGGCATTTTCACTTTTCTTTTCTTTGAGTTCCGCTAACCACAAATACGAGGAGAGACTTTGTATTCTACTAAACTCAATTCAATCGCCTTGGTTTGGTTTTTCCAAGGAAGA

P48_Contig-2199 not applicable not applicable 430 29.1 AAAAAGGAACGAAAAAAGTATAAGTTGATAATTCAAAATCAAATTATGAAAGATTTTGTTCCAATTAATTTAATTAATATAGTACAGTAATAATTCACTAATACAATGATTTCGAACTATATTTCGAATCACAGTACAGTATTTCATTTTTCATTTTAATATCTTGTATGATATTCTTGCCCCTTCCCCAGTATTACAATTCTATTTCTGGTCTCACTCTATTATTAATAGCAATGGAATTGAAGGATTAATTCAATTCCATTGATGGCAAAAATTCCGAATTTAACTGAGGCCAAATACACCTTTTGTAATTTCCTCTTTTTTGGAACCTGGTCTAAGAAAAAAATGAATGAAGAGGGATTTAATCACAGCTATTTTATGGGATCTCTAATCTTCGTCACCCCTTACCTGTGCCAATAACTAGAATTAA

P48_Contig-2443 not applicable not applicable 201 58.7 TTGCTCTGGCAAGTATCAGGGCTGCACCATGCCTCCCCAGTGCCGCAGTGGCCCCAGATACTGCAGCAAAGATTTCCGGGGCACGGACGGATTCGCGAGCACCTAAATGACTGCCCGAACTTGCCATCTATGGCGGATTTGGCCAACTCCTTTCCAGATGTGCCCTCCTCCGCGGTAACGGCCTTCACCGAAGACCAGCAA

P48_Contig-296 not applicable not applicable 217 32.3 AATGGAATCTTTCAACTAAAGCAATGAGATGCTTAAATGGAATTCTTTTAGTTCTAATAAATCAGGAGGAATTTAATGACAGGACATGAATTCAAGTCCTGGATTTTAGAATTGAGAGAGATATTGAGAGAGATCAAGTTATTTATATTATTCCGTAGAATAATACGGATCCAACCTACAATACAATACACGGAGAGTATAATCATGCAAAGGTCTC

P48_Contig-3001 not applicable not applicable 489 57.1 GAATTTTCCATGACCCATGTGACCACCACCATGTGCATAGCCGCCATGAGCGTAGCCACCTTGTGGATAGCCACCCGGTGGATAATGGCCCTGAGCACCATGGGAGCCGTGGGAGATATGGTGAGCACCATAAGCAGTGGCAGCAGCAGCTGCACCCCCAGCAAGCATTGCTCCCATGCCGCCGTGTCCATGAGACCCTCCATGAGCCCCTGGAGCATTATGACCAGATGAACCAGGATAACCAGCAGGTGGATAACCACCAGATTGAGCAGGTGGGTAGCCACCGTAAGCAGCCGCTGCTGGTTGAGGTGGATATCCATAACCAGCAGCTTGCGGTGGTGGAGGATATGCTGTACCATACGGCACCGAACTAGACCCTGCCGCCGCTCCAGGTGGAGGATAAGCCATCACCGGTTCATGTTTCCCTTTCACATCTTCATGTTTCGCCGTCTTCGTCGGCTTTGTCGCCGGAGCAGCAACATGTTCCCC

P48_Contig-3205 not applicable not applicable 209 44.0 TAACTATGCATTGGACGAGATCGAGGAGGTCAAATGAGCGCTTTAGATTTTCAGTGTAAATTGTAATTGTGTTATTTTATATTTCAGTCCCTGTGGTTGTTCTTCCCAGGAATGTGTATCATACTCTGATCTCTCTCGCTCTCTCTCTCTCTCTTATCTTTCTCCTTCTTTCCGGTGACCGCAACGACGGTTGCCGCCAGCTCTGCTGT

P48_Contig-3656 not applicable not applicable 307 49.2 ATCAAGTCACCTAAAGAAACGAGTCCCTCCACCTTAACAACCGCGTACGAGTGAGTCAAACTAGCAGACGCAAGCGACATATCGCCACGTTTGCAAAGTGATGGATTCAAATCACTAACGAGGCATGAGAGACCGGTCCGGACACGGGCATATCGGTAAGCAATTACAGGATTTTGAATTCCATTCAGCAACGTTTCCCACAAGCGACCACACTTGCCGACGCTCTCGCCTAACTCTTTCACGATTTGGGTCTCTTCGGGTCATCCTCGCTTTCTCGTTAGGCTACAGCGTCAAGGCTTGAATTTCT

P48_Contig-4757 not applicable not applicable 438 48.4 AAGCGATGATGACCCGAAGAGACCCAAATCGTGAAAGAGTTAGGCGAGAGCGTCGGCAAGTGTGGTCGCTTGTGGGAAACGTTGCTGAATGGAATTCGAAATCCTGTAATTGCTTACCGATATGCCCGTGTCCGGACCGGTCTCTCATGCCTCGTTAGTGATTTGAATCCATCACTTTGCAAACGTGGCGATATGTCGCTTGCGTCTGCTAGTTTGACTCACTCGTACGCGGTTGTTAAGGTGGAGGGACTCGTTTCTTTAGGTGACTTGATCTGACGATGATGTTACCGTGCTTGGATTAAGCTCGGCTTTAGGTCTATTGCGTACATGCGTAGATTGAGCCTTGCTTTTGATCTATGGCATAGCTATGGAGTTGTTCGGTCTTTGTTGCGCGAGCAACATGAGGGATCGGTTTCTTCTACGCGGATATATGTAAGC

P48_Contig-5254 not applicable not applicable 244 38.1 CGCAAATGACCATTAATTTTTACTCGAGACTAAACGTTCAATTTTTACGCGAGGAATATGCTAAATGTTATGAAGCGCAAATAAAACTGTCATAGAAATAGCCGTTATCAAATTAATCCTTCAACGCGATCGGATAGATCGCAACGCGATCAGATAGACCGCAGATAAACATTGTCACATACATAAATATTGTCACTTAAAACCATCAACGTGATCGGATAGACCGTAACGCGATCGGATAGAC

P48_Contig-5342 not applicable not applicable 264 40.5 CTATCCGATCGCGTTACGGTCTATCCGATCACGTTGATGGTTTTAAGTGACAATATTTATGTATGTGACAATGTTTATCTGCGGTCTATCTGATCGCGTTGCGATCTATCCGATCGCGTTGAAGGATTAATTTGATAACGGCTATTTCTATGACAGTTTTATTTGCGCTTCATAACATTTAGCATATTCCTCGCGTAAAAATTGAACGTTTAGTCTCGAGTAAAAATTAATGGTCATTTGCGGCCGACCCGATCGCGTTGCAGT

P48_Contig-593 not applicable not applicable 218 48.2 TTGGGCATAGAAAGAATGATGCTCACCTTTTTCCGTTAATGACGCTACTCGGTAAATGATGTTGCCCTTGAGTTGAGTTGCTTGGTTGGCCAGATAGTCGTGGCTGTCCCTTCTCGGTAAACTCTCATTTGCATAGACGGGCTTGCCTTGCTTATGCTTTTGGGATGAGGAAATTGGTGATCATCATGCTGTTCTTGGCGGGCAGGCATGGCATTGCC

P48_Contig-711 not applicable not applicable 583 39.5 ATTGGGTTTGTTAACGGGTGCGCCTTATATGAGTTTTGGTAACGGTATTCAGGTTCTTTTTGTGTCACCCTCTATTCCAACTTATAGTTTATTTCGACTTAAAGGTATTTGTTATGGTGGATGCATGTGGTTATTGTGCTCTGTAGGTGGGATAAAGTATAACTAGATAGTAGATATTCTTGCATAAGGTACCTTCTTCCTTTAATTATAGTTCAGTATTGGCTGCAACTTGGCAGATCGAATGGGTATGGTTTTGCAGGCGATGAATCAAGTTAGACTGTAAAGCTATTTGGTATCGTGGATCATGAATCTGTCGGGAGGTTGGCTCTTATGTGCACAAACTTATGCAGGGAGTTGTTGGTAACGGGTAAATTATGACCAGCTTTCAAGATTTGTGCAACAGAACTGTGGGGTACAGGTTTTGTAGGTTCAAGAATTAGGTCTGGGTATACAGTTAACGTCACTTAAGGTTTGTTCGTAGGTTCAGTATTCGAAGTGTTGATGACAATGGATGCAGGTTCTTGTAACTTATTGTTTCCAACTACGATTTCACTTTGGTTGCCCTATTTGTGATGTCAGATTC

P48_Contig-9556 not applicable not applicable 398 33.4 TCAAAAAGGGGGAGAATGTAAGTGCACCAGTTCATCCTCATGTTTTAATAATTGTCAAAACACATGAAAATAGGTTGAACATATTTTGGCAAACTTTACAAATGACTTGACAACAAAGAACTATTTTCAAAACCTTGAAAAACTGACTTTTTGGTGTTTTGTATCGATACATACATCTCTGTATCGATACAAAAGCTTCTATACAAAAACAGAATGTTCCATATGATTCGAAACATGCTTGCATGTATCGATACATGTGTATATGTTCTGAAAAACCAGCAAGCTTCATATGATTCGAAGCATGCTTGCATGCTTAGATACATATCAGTCAAGATTTCAAGATTCTGATGTTTGTATCGATACATCCCGTGTTTGTATCGATACAAAGGTCAAGATTT

P49_Contig-133 not applicable not applicable 213 32.4 AGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACCAATAACAATAAAAATGTAAGTGTGGTATTGAGTCAATTTTAGAAGTATGGCACAGTTACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAAAAAACACTACAGAATTGGCACAAAGGCACCCTGAAAC

P49_Contig-41 not applicable not applicable 213 32.4 ATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTAACTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTGGTGGTGAAGCAATGAAAATTAGTTCATACTTGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCA

P49_Contig-91 not applicable not applicable 326 25.8 ATATATGTATAAAGATAAATAAAAGAACTAGGCAAAATCAAACTTCAACTGTTTAACAAAAACATAACTCAATGAATATTAATAATGAGCAATTTCTGCTCAATGAGCAATTAAATAGCCGCAGTATATTAACTGTGCTAAGGTAGCATAATAATTAGTTTTTTAATTAAAAAACTAATTATTATGCTACCTTAGCACAGTTAATATACTGCGGCTATTTAATTGCTCATTGAGCAGAAATTGCTCATTATTAATATTCATTGAGTTATGTTTTTGTTAAACAGTTGAAGTTTGATTTTGCCTAGTTCTTTTATTTATCTTTATAC

P50-1_Contig-1102 not applicable not applicable 214 30.4 TAAAATTCCTCCTTCTTTGGATTTTTTATTCAATGATTAGTTGTTAATTAAAAAAACAGAAGTTTAGAAGTTTTGACTCTGATCTATGTAATATTGTCAAACTAAAACAAAAGGAGCCGATTAATACCAAGGCTTCCCTGAGAAGATTTTTAGACCACTACAGATTACAGAGAAATCAGTGATCTTAAATCTGCACACAAAGATGCATTAAAAG

P50-1_Contig-11245 not applicable not applicable 288 51.0 AAACTATAACAAAGGATCAAAATACTTGAAAAATGGGACGTTTTCTAGCTAGTTTCTGTTGCTTGTGTTATTTCCATTGCTGTTAATGTGGCTATTGGCGGAACTGCCGTTAGCCCCACCAATAATCGAGGTGATGGCCGCGGCGAGAGCTGCTGTGAAGTTGGGATCGGCGGTGATGGCGGCCGTGGCGGCGGCGGGCACGGGTGATTCTACTCTGGTAGCTGCGGAAGCCGTTGGTATTTCTAGGAAAGCTTGCTTTCTTAAGCCACACGTCATCGACTGCTTCCG

P50-1_Contig-1435 not applicable not applicable 350 23.7 AAAAAAAAAAGAAAAAGAAAGGGAAATTTTTGGAGTAAATACTGATGAACTTAAAAAAAACGATTTTAATTTTTTGAGATACTAAAATAAATAGAATAAGGTTCTATTAGTCTTTCTATTAGTCTAGAAAAATGGGTATGATATTGGATCGATAGAAATTTAGAAAATATTATAGTATGCCGTCTAGGAAAAAGAAATCGGAGAACTCCTCTTATAACTTTGATTTGAAAGTATCAATAGATACTGTCGAAGAACAAATGTTCTAAATAAAGTAATTCCGTTACTTTTTTAAAAACACGACCCAAAAAAAAGTTTAATAGATTTTTTTTTGAAATATTTGAAATATATAA

P50-1_Contig-14645 not applicable not applicable 231 28.6 TATTTTCGAAGACCTCATATCATTTTCCGAGTGTTCGAGGCTTCTATTATTTATGTATGATTTTTTTATCGTCCCCTTGTTTCGAATGGGTTTATAATTTATTAATTTCTAATAAATTCAAATTAGTGTTTTGTAACCCGACCAAGTTAAGAACTCAATTCGTTTATCCTTTCCTATTCTTAATAAAAACTTGAACCATGAATTGTCTTATAATTCATCAACCAAATAGAT

P50-1_Contig-1595 not applicable not applicable 426 40.8 TCAGAACTCGAAGTTGGTGCAGATGACAGTGTCTGAGTCTGCTCTTGTGGTGTCTCCGCTGAATACTCTTTAATTTCTTCTTGTCCTTCTGACATAGACTCTAAAATGGATTCAGAATCTTCTTTCTTGTCTTCATTTTCAACTGAAGTCCTTATTGCGTCCTGTGCTTCGTGTGGATTGTCAAGCTGTAATTTGGAAACCTGGAGCTTCCTGGAGTCTTCCTTTTGTAAGAACACCTCTTCAATCTCTTTCGGTTCATTTTCTAGCAATTCTTCTGTTTTCTCAACTTCAGTTGAACTTACAAGCTCCTGTTCCTGCAAAGATAATGCACAAGGTTCTGCTTGATTTTGCTCTTCTTGGAGAATTTGATCATCAGCAACTTCATCCTTTCTAGCTGCTTCGTCACTTTGAGCCTCTAATCCTGTT

P50-1_Contig-1800 not applicable not applicable 261 35.2 TGATCAATTGATTGAAGCAGATATCGTTAGTTGTTTCGATAATATAAAGCACGATAGTCTTTTGGATAGCATAAATCAATATCAAAAATTACCAGTTCGCTCAGGTAATTTTTGCTTTCCTTACAACATCTATCTTAGATAAAGATTGAAAAAACAACTCAACAAGAGGAGAAAGGAAATCCCACAAGTCCTTGTCACCCGTGCTCATGAACATCTTGATCAATCAGTTTGATTTTGAAATGATCAAGTACCCCGGTAGCC

P50-1_Contig-2820 not applicable not applicable 306 38.2 TCGTTGATTAGGTCAAATTTATTCAAAATCAAACCGTGTCTTGTTGACTAGATCAAAATGACGCAGGACTCACCGTGTCTCGTTGATCAAGTCAAAATTATTCAGTACCCACAGTGTCACGTTGTTTAGTTCAAAATTATTCTGAACACACCATGTCTAGTTGATTAGGTCATAATTACTCTGAACACGCCGTGTCTCGTAGATTAGCTCAAAGTCAGAACTCACCGCGTCTCGTTGATTAACTTAAAGTTTCTTAGGATAACACCGTGTCGTGATTAGGCAAAATTATTAAGACTTCAACGTTTC

P50-1_Contig-3249 not applicable not applicable 234 52.1 TCACAGTTTGGTTTACCGGACTGTGAAATCCGAAGTGCTCAATGACCCTAGCCATCATTTGGCTCGGCGAGGGTGCGCCTAACTACCCGAGTGTGCCTTGCACTAAATTGCCCACTCGACAGGTAGGATTTTGGGAAGCCCCATGTGCATGAGGCCTAGGCCTTGTGTATGCCCAATGAACGTTTTGTGAGGGCGTGGACTCTCTAGGCTAGCGGATCCCTAGAGTTTGATTAT

P50-1_Contig-3293 not applicable not applicable 349 38.7 GACACGGTGTTATCCTAAGAAACTTTAAGTTAATCAACGAGACGCGGTGAGTTCTGACTTTGAGCTAATCTACGAGACACGGCGTGTTCAGAGTAATTATGACCTAATCAACTAGACATGGTGTGTTCAGAATAATTTTGAACTAAACAACGTGACACTGTGGGTACTGAATAATTTTGACTTGATCAACGAGACACGGTGAGTCCTGCGTCATTTTGATCTAGTCAACAAGACACGGTTTGATTTTGAATAAATTTGACCTAATCAACGATAGACGGTGAGACCTGAGTAATTTTGACATAATCAACGAGACACAGTGAGATCCGAATAATTTTGACCTAATCAACAA

P50-1_Contig-3501 not applicable not applicable 208 46.6 TTGCGGCAGTTTATCGTCGTTGCGGGACCAAAGCTTCCTGAAGCTTCCACAGACAGTTCACCATATACTGACAGATAGCACTTACTTATCCTATAAATGCGCCCCATGCCTAGGAGGTAGTTAGAAGACACCGTTTGACTGCAATTCACAACCGGTGCCACCGAACTAATGCAAGACACTCATCGCAGATTTATATTTGCGGATTTCC

P50-1_Contig-3626 not applicable not applicable 278 45.7 GGCGTTTGAATTTTTGAGAACCTCGGATCGGGGAATTGTGAGAATTCGTCTCCGGGGAAATGATTTCAATACCTGGCCCGCGCGGATTGGGGAACTGTAAGGATGGTCTCTAGGTAAAACCTTTCCCTCTCGGGTCTGTGGCGCTTGATGTTTCATCGTGCAGTTAAATCGAGTCTCTATAAATGGAAATGTTGCATTGGAAATGTTGAGCGGCACAGACAGATTGGAGAGACATTTTTGAAGGGTTCTTAGAGATTTTTTTACACTACCTGGCCCTT

P50-1_Contig-3660 not applicable not applicable 538 36.4 TATATATCCTTAAATCCAGTATTTAAGATATCATAGTTATTAGTGATTGGTTTACAAAACGTATAATGTAGGTGTATTGAAGAAAGAAGACGAACTGTTAGGTTCGTTCTTTCATTAATTCCATTTGCGTTATAGTGAGCCTTATAATCGAACTAGTATGACTAGTGGTGCCCCCACGAGCGTTTCTCCAGACGCCGTGTAAGTCGTAGCGCAGAATCCTGACACTTATGACAAATGTCCGTCCTGATTGTAGCTAGCAATCGTAAGTGGGGATTGTCAATCCCATATAGTACTATATCAGTTTTCCCGTTCCCCTCCGAGGATTAACGATTATAGTTCGGGTCTTAGTATTGAGGTCGGAGAAATGTCTCACGTAACCTTGCAAATGTTTAGTGTTCACTTTAGTGTTTCAAACGAGAGTAATTAACTTTTAATTACTGAAACTTTGTATGTATTGTCTTCCGAAGTCCGTACTTCTATAATATGTCTTTTATAAAATCTCCATTTTATAAGTTTAGTACTCTTTGTAAAACTCTAG

P50-1_Contig-3749 not applicable not applicable 776 39.4 TGGTACTTCAAAGAGAATTTTATAGAAAAAACAAAAAACAATGTATGTAATAAGCGACATCCCAACATTAATCAACAGGTAGACAGGCACTATGCAAAAATATACATTCTTCGAGGGGAGCGTATAAAAGACGGACTGATAACAGTAGCTGTAGAAACTAATAAATTAAATTATCAACAGAATGACTGATGCAAAGATAAAACACTTCCTGTAACAAGAGTAGACAACAATGCCGGATAGATGAACATGGAACCCGAGTAGAGATGTTAAATTGTAGCAGACAAACACCATCAGATGGACCATTCTTTAAGATTGATGTCAGACAACGTGCATAGCTGATGTTCTCTTTTCTAGAAGAGCATGGCTCCACAACATGATCAGATTAATCACCTTAAAGCTTCTACAACCATTAAGACTTGGCTGTCCACACAACATACTGATTGCAGACTAGCATGTTAAGAGAGTACATATATGACACTTGCAAAAAACTTCTTGATCTTGTTCCAAGGAAGTAGAACCGACTATGATAACAAATGAGAATCACAAAAACACACCAGTTCAATTATGAGAGACCACCACTGCAGATGCAACAGCGGCACTGAAACCCTCTATAAAAGGCCAGACATAGCAACGCCACAAAGTATGCATCTCTCTTGCATTCAAAGCAAACACAAAATCCCAAGCGACCAAGCAGCGTCCACAAACCAGAGCCAAAATAGAAGAGCCGCAGGCTTGCATCAACTTGAAGCACAATCACCAGCAATAACAGCAGAAGC

P50-1_Contig-3976 not applicable not applicable 248 29.4 CAACAATATGTGGTTCGCGAATATTGCTTTTTATTTATTCGTTGTTCTCTTTTTTTTTTTCGTGAATACTATCTATAATATTTTTACCTGATCTGATCCTCAGTTTCTATTCCGACGTTAATAATAGAGAAAACCTTTCTAATATTATATATTATAGTTCAAGTACTACTACATGTACTGCAGAAATGTTAGTGATAGAGGAATTTGAGCAATTCGCTATGTACTGGTACAAATTCTATATCTACAAG

P50-1_Contig-3980 not applicable not applicable 507 39.8 AGATATTATTGGCCTATGATTCCAGGTTCTTCCTCTCGTATGCTGGTCTAAGCGGTTCAGGTTCTTTTTCTAGGCTATTCTTTTATTTGGGCACGTCGGCTTGGCCGGATGATAGCCTAGAGACGATAAGTTATGATTAGGTTTTATTTATTGAGGAGATAGCTGTCAGCGATTCCAGGTAAAATTAAAACTTTGACTGCAAATTTACTTGATGTGTCAGATCGATGGGGTTATTGGTCCATGTGTGCAAGAAATTAAGATCGGTTATTATGTTCGTGACGAAAATTCCAGGCTGCTTTTTTCTTGTATGTTCTTATCTTCTATCATGGTTATATCTCCGTGTCTCAACAGCTATATGTTGGCAGATACATCAGGTTATTGGTTGATAGGTGGGCTAAGTTACGACAAGATTGTTAGCCAAGGAGTTCTTGGATGATAATTTGATTTTGATCTGAAGGCTCTGTTATGGCAGATCCATAGGGTTATTGGTGGGGAGAAACTGTTGGT

P50-1_Contig-4746 not applicable not applicable 512 52.7 AAAAAGACACGCCGGTCGAATCCTAGCAAGCGAGGTAACCGGATTTGTTGACGGTGTCGGTTGGCGGGCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGTTTTGTTGTGTGTTCTCTTTGCACTTATCGACGCAGGCGTTTCTATCGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAGCGACGTGCGCAATGCGAGATGTGCGTGAGTGGTCCCTTCTTCCGTTATTTTGCCCCTCCGTTGCATATTTCTAAGGGTTGTTTCGGGCATAAGCCGCCCCGGAGCAACTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCGATGATGGAACGCGCTGGGAGCCTTCGGGCTCCTCGCGGACTCCGGTTACTGAGCAAACGACGATTCGGGCACAGTGGAAGT

P50-1_Contig-510 not applicable not applicable 278 45.0 GCCACAGACCCGAGAGGGAAAGGTTTTACCTAGAGACCATCCTTACAGTTCCCCAATCCGCGCGGGCCAGGTATTGAAATCATTTCCCCAGAGACGAATTCTCACAATTCCCCGATCCGAGGTTCTCAAAAATTCAAACGCAACGGGCCAGGTAGTGTAAAAAAATCTCTAAGAACCCTTCAAAAATGTCTCTACAATCTGTCTGTGGCGCTCAACATTTCCAATGCAACGTTTCCATTTATAGAGACTCGATTTAACTGCACGATGAAACATCAAGA

P50-1_Contig-5168 not applicable not applicable 200 44.5 ATCGATGCGAGTTGTTGATTTATGCCCTTGGTTTACCTTAGATCGGCCGACCCTGTCTTGTTTGGCATGGATCTGTTGAACAGCGTGTCAGATCTACATCTTTTGCTTGCCAGGGCTAAGGAGAAGGTTTCTTGAGGATTTTTAGCGTTCTTTGATGCTCATGATCCGGTTGGTTGAGTATGAATCTTTTGATTCGTTCG

P50-1_Contig-5369 not applicable not applicable 208 46.6 TCAGGAAGCTTTGGTCCCGCAACGACGATAAACTGCCGCAAGGAAATCCGCAAATATAAATCTGCGATGAGTGTCTTGCATTAGTTCGGTGGCACCGGTTGTGAATTGCAGTCAAACGGTGTCTTCTAACTACCTCCTAGGCATGGGGCGCATTTATAGGATAAGTAAGTGCTATCTGTCAGTATATGGTGAACTGTCTGTGGAAGCT

P50-1_Contig-6376 not applicable not applicable 262 32.4 TTTGGGCATGAAATAGTTTGAACTCAGAAATGATGAAATCATTTACGACTTTTATTAATGAAGGCATGTTGATCATTCGTAAAGACAATCCAATTGCATCACTGTTTAATATGTTCAGAACATATGAAGCAAAGGTTTTGAAAGTAAATTTGGTTTGATTAGACGTGCTGGGTAAAAAAGTAATGAACCAAGTTGCTGTAATTTAGGCGAAATTAAAGACTAATAAGATAAAACGGCGAAAAGTGGTTAAACTGGAAGTACC

P50-2_Contig-11765 not applicable not applicable 236 54.7 AATGTGGGCTGGGCCTCTGGTGCGCACCGGGCTATGGTCTATCACCGTTGGGCCTCTGAGTCACCGTGATTTACCCCTCACATCCTTTGCGGGGCTGTTAGGGTGTCGGTATTACACCTTTTGGAGTAATATATTTAGATGCCCGTCACGGGTAGCTCAGTGGTCGAGCGGTGGGACAATTTGGAGAACGACCCAAGATCGAAACCGGGAAGCGACCGTGTGGAGGTTACAGCTTT

P50-2_Contig-13 not applicable not applicable 268 25.0 AAAGAAGTTCATGCGTTACTAATTGCTAATTAAATGAAATCCTAATTTGCTATACATATTAAAGTTTTTGGATCCATTGCACTCTTTTTTTACCTGAAAGAGTAATTCGAAACTAAAACTATTTGAAATCATTACAGTAAACAGATTTTCAATACAAATTAAGTTGGGATTTTCATCAATTAAGAGAATAGTGAATAAAATAGCCAGGATTTTGAATTATTGACCAACAGAAAAAAGAAACTTTTTGAATTTTCAATTAAATAAAAAG

P50-2_Contig-1352 not applicable not applicable 625 37.4 AATTTTTGACTAGGAATCTTCTTGCTGTGGCAGATCGATAGGGTTATTGGTCAATATGTGCGTGAAATCAATATTAGATATTATTATCCAAGCGGGTCATGACGACAATTCCAGGTTCTTCTTGTATGTTCTCATCTTCGATGATGGCTATATTTCGATAGCAAAGCTATATTTTATGGCAGATACATCTAGGTATTGGTTGAATTGGTTGATAGGGGCTAAGTTATGACAAAGCTATTCAATTTTCTACCTTCGATGATAATTTGATCTTTATCTGGAAGCTCTGTTATGGCAGATTCATATGGATATTGTGGAGAGGAACTGTTAGCAGATGTTATTGGCATATGATTCCAGGTTCTTCTTATGATAATAATACAGTTTTGATTGCAAAGCTAGGTGTAGTAGAGGGGATTGGCTATGTTTTTAGGGCCTGGAAATTAGGATCTGATAACATAATCATATCAATTCTACATTTTGATGATCAATTCAGTCGTAATTAGAAGAGCTCTTGACCAGGTGCTTGCATCCATGGCTGTTTGAACGATTGGGTTGTTTGGGTCCCTGTTTAATTGGGTTGGAGTAAGATTTACTTGATAGTTGGTTGCTGCTTATCTGTCGCCTTCTC

P50-2_Contig-2067 not applicable not applicable 225 43.6 GTCCCTCGGCTGATTTTTATTAAGTTAAGGGGGCCTTAGGCCTTATTCCCTATTGTATTTGTATTGTGTAGTGCTTTTTTATTTTCTAAAGGTGGCCGACCCTCGGCAACTATTATTTCTAGTTTATTTATGAATAAAGGTGGCCATAGGCCCCTATGGTCCATTGGTGCCCCTATGGTCCAGTGGTTACGACCTCTCTCTTTCACGGAGAAAACGAGGGTTCAA

P50-2_Contig-2115 not applicable not applicable 236 54.7 GGCATCTAAATATATTACTCCAAAAGGTGTAATACCGACACCCTAACAGCCCCGCAAAGGATGTGAGGGGTAAATCACGGTGACTCAGAGGCCCAACGGTGATAGACCATAGCCCGGTGCGCACCAGAGGCCCAGCCCACATTAAAGCTGTAACCTCCACACGGTCGCTTCCCGGTTTCGATCTTGGGTCGTTCTCCAAATTGTCCCACCGCTCGACCACTGAGCTACCCGTGACG

P50-2_Contig-2942 not applicable not applicable 220 37.7 TTATGAGAACTTTTGATTGAGGTGATGCTATCTTCTTCCACTCATTTATCAAGTTTTGCCCGAGTATTAGAGTTTTGATTGATGAATGTTGACCTGCATTTGTTCTACAATTCCCGAGCTTCCGATTGAGGTGATATCTTCTACTCAGTTGTCAAGTTTGCCCGAGGAGTATTTAAACTTCTGATTGATGAATGTTCACCTGCATCTGTTCGAAAATTTC

P50-2_Contig-339 plant associated viroid-like circular RNA 3 (+) strand 580 39.8 TCTGTATGCCTGACTAGCTGACGAGATCAAAGTAGATCGAAACAGATTGGCATTACAGTTATGGTTATGTGGTTAAACCACCATAATCCAAAATACATAATGTCGCACAAGGCTATTCAGAATGAATATTATACATTTTGAAAGGCTTCACCTAATTGACTCTTTCGTTAGAAAGACAGGGGCTTTGTCCCTTACCCCAATTAGACTAGGCTTAAATCAAAGTGACATAATGTTCATACCTGTTTACCCTTATGTGAGTAATCATGTACTGTAGTGTCAACCTATTTCGGATCTGCCTTGATCCTCATCAGTGAGTCGGCATTAGACTCAGATAGTTCCAGATAGAGCAACATATGCTCTCAATCTGTGTGCTATGGTAATGTCCAAACTTCCTTTAAGCTCAAGCTTTAACGGGAACAAGAGTGGAGTCTCGTTGAGACTTTAGTCTCCAACGGGTCCATCGTGATCGACGTTAAGGAAAGCCTTGGAAGTTTGTAAACATTCCATAACAGGCAGGTGAGACCATATACTTTATTTGGAAAGGTGGTATAAACCAACATATATCACCTATCTGTACTAG

P50-2_Contig-3505 plant associated viroid-like circular RNA 3 (-) strand 580 40.0 TTTCGATCTACTTTGATCTCGTCAGCTAGTCAGGCATACAGACTAGTACAGATAGGTGATATATGTTGGTTTATACCACCTTTCCAAATAAAGTATATGGTCTCACCTGCCTGTTATGGAATGTTTACAAACTTCCAAGGCCTTCCTTAACGTCGATCACGATGGACCCGTTGGAGACTAAAGTCTCAACGAGACTCCACTCTTGTTCCCGTTAAAGCTTGAGCTTAAAGGAAGTTTGGACATTACCATAGCACACAGATTGAGAGCATATGTTGCTCTATCTGGAACTATCTGAGTCTAATGCCGACTCACTGATGAGGATCAAGGCAGATCCGAAATAGGTTGACACTACAGTACATGATTACTCACATAAGGGTAAACAGGTATGAACATTATGTCACTTTGATTTAAGCCTAGTCTAATTGGGGTAAGGGACAAAGCCCCTGTCTTTCTAACGAAAGAGTCAATTAGGTGAAGCCTTTCAAAATGTATAATATTCATTCTGAATAGCCTTGTGCGACATTATGTATTTTGGATTATGGTGGTTTAACCACATAACCATAACTGTAATGCCAATCTG

P50-2_Contig-3680 not applicable not applicable 244 40.2 TATAAATAGCCCTACGGTTTATTTCGTTTCTCACAACACGAAACACACAAACACACACACTAGACATATATATACACTTAGGCACTCATAAGCCTCTGAGAGGGCACGATAGGAGTCTGAGAAGCTTCGGCAAGGCTAGCAGTAAGTCAGGTGAGTAACACTAACCTTCTTATTATATTAGCCTTATACATAAGACTAACCAGTGAGGTTAGCAAATATAAGACTAACCAGAGGGGTTAGCAAT

P50-2_Contig-3933 not applicable not applicable 355 36.3 ACTTCATTCATGAGCCACCCAAAATCAATTTTCACATAGACATTCCAATAACTAGACTTATTACCAAGTAGGGAAAACTTAATTACTTCTCAAAGCTCTCTAGAAAAACATCTTCATCTCACAAGGAGAAGACATAAACTTGGCAACTTAAACACTGTTGACAGGCAATAATGTAGAGCTACCTCTGTACTTTAAAGATCAGAGGAATAAGCTAAGAAGCCTTCACGAAAGAGAGACCATTCTCTAAAAAAGCAGCCCAAAGTTCTTGAAAGAGTATCTTCCCAAGGAGAAATCCTAAACTTGACAACTTACACCATGTTGACAGGCAATCATCAATTAAATAAAGCTTCTTCGT

P50-2_Contig-480 not applicable not applicable 205 50.2 TGTGACTTTAAGACCCAACCCCAAAGGTGTCAGGGTCGAACCTCACAAGGGAATACTTATTGGCCTTTCAATGTGTGAGTCAGTCAGCTATGGGCAACCTAAGCTGGTTTACCTCCTTGTGGTCCTTTGCCGGCTAGGGTCACCCGATATCAGAAGTGTGAGACCTTACAAGGGGGGAAAATCCCCCAGTTTGACTGGTCGAACA

P50-2_Contig-4989 not applicable not applicable 220 50.9 TAGGTTGCCCATAGCTGACTGACTCACACATTGAAAGGCCAATAAGTATTCCCTTGTGAGGTTCGACCCTGACACCTTTGGGGTTGGGTCTTAAAGTCACATGTTCGACCAGTCAAACTGGGGGATTTTCCCCCCTTGTAAGGTCTCACACTTCTGATGTCAGAAAGAAGTCCGCCCTGTGACCCTAGCCGGCAAAGGACCACAAGGAGGTAAACCAGCC

P50-2_Contig-517 not applicable not applicable 455 27.7 CTGGACTACTTTATGTGGTTTTTTGTTATGGGTTATATTTGTCTAAGTTACGTTGGTTTTCTTTGTAAGGTTTATGTATTTTTCGAAATGTATGTTTGGTTTGTAATTTCAAAAAAATTCTCAATTACTAAGCTCAGTTTGGGTCTAAAAAAATGATATTCTTTTGCTTGGTAAATTCACCCTATTGATTGGTTAGTGAGACTCGTAACTTCGTTTGGCTAGAAAATAGAAATCAATTTTCTAGCCAAACATTGATTTCTATGTTTAGATTCTTTTTCTAGTAACTAGTCAAAATAATGATTTCAAAAAGAAGAAATGAGATTAGAATAGACAGGTTTTCTCTTTGGATAAATAAAGAATGAGATATGAATAACTTCTTTTTCCTGGTCAGGTCAATAAAATCATGAAATTCTTCGATTTATATTTTTTTGAGAATTGATAAAAAATGGATTTAC

P50-2_Contig-551 not applicable not applicable 340 38.2 GGAGAGGAAAACAGAACACCAAATCATCACAGCCTCTCGTCAGTCGTCACAGTTTTCATATATATATAATACTCCCTCCGTATAATGAATTCCATAGTTAAAGGCGCAGATTCAAAGCTCAGAAAGAAGAGCAGAGGATGAAGCTTGAGCTTTTGCAAACGGAAAACTGCTAACTTTCCTCATGCCAAACGCGGAATTAACCATATTCTTCTTTCCAGCTTCTCTTTGTTTATGTTTTCTTGTTTTCATTTTCTCATTTTCTTTCAAGATGAAAGAAAGATCAAAGGGCTGTTTTGGTTTTGGAGAAATCATTGCCAAGGAAAACAACTTCAAGCAGCCT

P50-2_Contig-5582 not applicable not applicable 377 32.6 TTGAAAAAACTGTTCAAGGACCAAGCGATACCCCCTCTCAATATCAATACCACGGATCTTCAGACCTATTCCCATTCTTATTCCAGTAACTAATGTTATTCTTAGATCGTGTTCGTAAGATTAAGAAAAATTCTTCTAATTTCTATGTATACTAATTATATTCATTAGAAGTCTGAATTTCTTTTTTTCATTTTCTTTTTTCTTTTAGTGTCTTCTTTATTATATCCCCCTATCCCTCATATGAATCTAAAACTCCACCAGAGTCTATCGTTCCGCGGATTGAAGCAAAAAAGATGCTTCAATCAAATCTTTTTTGATTTTTTTCTGTTAGAAAAAGAGGGAATCCCCCCCCCTTTTTTCCTTTTATTCAACAAAGA

P50-2_Contig-564 not applicable not applicable 210 50.0 GGCTTCCATGGCTAATTGAATTCTCATAGCCATGGATTTTTGGGCTTCCATTGCCATGTGGGCTCCCATGGCCTTGTGGGCTTCCATGGTTGATTGAGTTTTCATAGCCGTGGGAATTACCGTAGCCATGTGAATTTCCATAGCCTTGTGGTTTCCCAAGAGCATGTGGACTCCCATGGCCATTTCCGTGTGGGTTGCCATGCATCTGTG

P50-2_Contig-587 not applicable not applicable 386 41.7 GCTCTAAATTCATGGTCGGGTTCTCATAGTGGCCACAACAACACAATGACTCGTCGAGTCCCCAACATGCATCTGATAAGGGACGTCTTTTTAATGCTCTAGTCGAACTAAATCGTTAAAAGAGCAAAAGAAATACATTAGCCAGCCGCATGCCAAGGCTCTAAAATCATTGTGGAGTTTTCTTAGTGTCCCACCATAATATTTTAAAAAAACAGGCGACAAATCGTAAAAAAGTTGTTGCTAGCACGGGCATGTTGTGCCCGTGCTAGATCGGGCATTTTAAAAAAAGGTTTTGCTTTGGGCCAAAATAAGGTAGGTCACTATGAGAACACGACAATGACTCGTCGAGCCCACAACATGCATCGGATAAGGAATGTCTTTTAAAT

P50-2_Contig-6442 not applicable not applicable 251 32.7 TATAATAGTTCAAATCAACATTTTATATTTTTAAAATAACTTCAACATCATAATTATATATGCATAATGTTATACCAAATCAGAAACGGCCAGGTCAGTCAAGTCGGGAGGCAGGACGATTTCGGTTTATAACCTTTCTCAAGTCCAGCAACCAAGCCGATCATGCTTTCCTAGACACCATCTCCGTAAGTAGTATAGTTTTGCATATAAATATTATAAAAACAACTTATGAGTACTTCAACATAAGCTTT

P50-2_Contig-6677 not applicable not applicable 204 50.5 CTCTCAAGTTACCAACAACTACAGCGCTTTACAACTACACCTCGCAAATCTAATGCAACAACAGAATCAGCAAAGTACACAAGATTGCGAGGTTGTTGAAAGAAAATCCGAGGAGAAGAAACCCGAGAGAGAAGAAACCACCGTGCCGAGACAGTTTTTGGAGTTGGTACCCAGCGGCGGCGCGGTGGCGGAGGAGCCGTCGCA

P50-2_Contig-711 not applicable not applicable 342 42.7 AAGTAGCTACTAACGTGAATGGCGAGGAACTCACGATTTCCTTACAATCAATATTACAAGTGGCTAACACATTACACCTAATTTCATCGGTAGTCACTCACTGGTACTATAACGGATACAGCCCGAGAGTCTCTCCCTACCGGCCCTCTAACACCATATAGATGTTCACCCCAGAAGGGGCCCCATGGTCACGCGTTCCCTACGTGCCATGTTTGAGGTTACACCGCCCATTTATTAACCCATATTCATGTACACTCACTCATATCAATAAAACACAACAATCACAGTAACACATACACATTTAGCACAAATAGCACATATAGACACTACAAGCAATATCAA

P50-2_Contig-8145 not applicable not applicable 302 39.4 AAAACCAGCAAGAATCGCCTCCCTCGGTATTTAAATGCAAGCAGTAGCCCAGATCCTGCATCACAACACACAAATTGTCAAGTAGAACCATTATAAAATAGGATAATCAATAGGCCAGGGGAAGCAAGCTAAGTTCTTATTGTAGGAAAAGGACAATAGTGTTACTTTCTTAACGTTAAGGTCTTAGGTTCAAGTCACATCCCAATCAGATTGGTAGAATGTTAAAACAACGACAATAGCTATGTCATGGTATTATAGGTAGGGATGTCAATTACAGTCTGAAACCAACGGGTTGGCCTGAT

P50-2_Contig-8494 not applicable not applicable 282 31.6 ATAATTTACACTAATATATTTTATATATCTTTTGAGAGGATTTTTTTATTAGAAGTGGTGTACAGGTGAGTAAAGGATATTTTGGCTACCTTAAAGTGAGGTTAATAAATGCCTTATGGTTTTTAATCTGCCTGATGAGATCTAATATAAGATCTTTGCCTATGCGCAAACTTCGGTGTGTGCTGAGCAGTAGCTAATGTTTCCTTCTCAAGGAAGTTGAAGGAGAGCAGAGGCCTTTAGACAGAAGAAAAAAAAAAGGAAAAAAAATAAATAATAATAATA

P50-2_Contig-8497 not applicable not applicable 270 53.0 CACCATCATCATCACGCCTCTCGTAGCTAGGCTTGCGATAACCTTCACTCTCCTCAGTCTCGTAGCTTGAACGACCATAGCTAGGTTTTTCTTCACCATAGCTTGGCTTCCGACCATATCCACCCGATCCATATTCCGATTCGGATTCGGTACGACGCCCATAACCAGATCCATATTCAGAAGTGGGTCTCTCATACTCCTCTGGCCTACGACCATGCCCACCTTCATACTCGGATTCACCGCCGTAGCCTCCACCACCACCACCGGCAC

P51-1_Contig-166 not applicable not applicable 213 31.9 AGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACTAATAACAATAAAAATGTAAGTGTGGTATTGAGTCAATTTTAGAAGTATGGCACAGATACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAAAAAACACTACAGAATTGGCACAAAGGCACCCTGAAAC

P51-1_Contig-52 not applicable not applicable 213 31.9 ATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTATCTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTAGTGGTGAAGCAATGAAAATTAGTTCATACTTGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCA

P51-2_Contig-347 not applicable not applicable 213 32.4 TGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCAATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTATCTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTGGTGGTGAAGCAATGAAAATTAGTTCATACT

P51-2_Contig-698 not applicable not applicable 213 32.4 AAAACACTACAGAATTGGCACAAAGGCACCCTGAAACAGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACCAATAACAATAAAAATGTAAGTGTGGTATTGAGTCAATTTTAGAAGTATGGCACAGTTACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAA

P52_Contig-1398 not applicable not applicable 337 43.3 GTGCCATGTTTGAGGTTTCACCATTCCTTTATTACACCATATTCATATGTAAACAACCCACATTATCAAGCATAGCAAGCATACACACATTCAACATCAAGAGCATACATACACACTACAAGCAACATTACAAGTAACTACTAACGTGAATGGCAGGGAACTCACGATTTCATTACAAATAAGGCTACTCGCAGGTTAACACATTATACACATAATTTCATCGGTAGTCACTCCCTGGTACTATAACGGATACAGCCCGAGAGTCTCTCCCTACCGGCCCTCTAACACCATATAGATGCTCACCCCAGAAGGGGCCCCATGGTCACGAGTCCTCTAC

P52_Contig-1551 not applicable not applicable 274 46.0 AGCGCTTACCAAGTCATATTACCTTACGGGAGGACATGACAAGTACCAAAAATCTTACCCGGTAAGAGCGAAGACAAGAAAAACAAGGACCAAGAGTCTTACCCGGGTAAGCAATTACGACGGATCTTACCCCGGTAAGCGCTTACCGGGGTAAGATCCGTCGTAATTGCTTACCCGGGTAAGACTCTTGGTCCTTGTTTTTCTTGTCTTCGCTCTTACCGGGTAAGATTTTTGGTACTTGTCATGTCCTCCCGTAAGGTAATATGACTTGGTA

P52_Contig-2314 not applicable not applicable 471 31.8 TGAAGTTTTCTTTTTATCGGAATCGGAAAGAAATAGAACAAAAATGGGCAAAAGGAAATATAAGAAAGATGGCGAGAAAGAATAAAGTATAAAATAATAAAATATAGGATACTATAACAGTTTAATGCACATATAAGAATACGTAAAAATATTTATTTTTAGAAATCTCATGAACAAGATCGAAGAATAAGATTTGTTTCATAGATGATAGAATGAGAGAAATAACTCTGAGGATCAACTAGTAACGAAAGGAGGATCACTTGTGCCTCGAACAGTTCTTTCAAAAAAAAATTCATGGTTCATGTGGTTATTAAGACTCTAAGAAGGAATAGCCGAATTATGGACGGATAAAGAATTTTTTTCTTCGAAACCCCTTAGAAATTCGAAGGGCCGTGTACGAAAAATCAAATCATACCTGAATGATAGAAGCTTCAAAAGCCCTAAAAATGCTATGAGGTGCTCGGAAATGGT

P52_Contig-2391 not applicable not applicable 512 53.1 AAAAAGACACGCCGGTCGAATCCTAGCAAGCGATGTAACCGGATTTGCTGACGGTGTCGGAGGGCGGGCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGTTTTGTTGTGTGTTCTCTTTGCACTTATCGATGCGGGCGTTTCTATCGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAGCGACGTGCGCAATGCGAGATGTGCGTGAGTGGTCCCTTCTTCCGTTGTTTTGCCCCTCCGTTGCATATTTCCAAGGGTTGTTTCGGGCATAAGCCGCCCCGGAGCAACTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCAATGATGGAACGCGCTGGGAGCCTTCGGGCTCCTCGCGGACTCCGGTTACTGAGCAAACGACGATTCGGGCACAGTGGAAGT

P52_Contig-2465 not applicable not applicable 207 43.5 AAAATAAATAAAATACTGGTCTGAGACTGTTAAGATGCCCTGCGCCACATCAGCATCTGATTCGGGATTAGTGTAAAAATGGTACTTGATATATATGTATATAACGGTGGATGGAGGGGTCACGAGGTTCAGATGTTACCACGTCAACCTCTGGATGGAGACGTCACGAGCTTCAGTTGACTTCCTGACTCGGGGGGAAAGAAATAA

P52_Contig-2468 not applicable not applicable 282 35.5 AAATTGGGATTTACAAATTTCAGCAAAATCACCTCCTTTACTCACTCTGAGAGTTCAAATTCAAAATTAACACACCCAAAATTCGAATTTATAAAATTTCACTCTGATTCGCAATGACAATCTTGACTAATCTAATTGCAGCAGCAACGAGGAAGGAACGTTTTTCAGTTGGAGAAAACGATACGTAAACCCCTAAACCAAAACAGTCAATACATATAAATGATAAACCCGACAAAAGTGACGAAAAAGGAAAAATGCGTAAGCTGTGGTAGGTGGGTATTG

P52_Contig-247 not applicable not applicable 681 32.3 ATTTATTTGTGTATAAGCATCCATTCGACAATTTAGTGAAATATCGATCTGATATAGGTCAACATAGATATTCAGTAATGGTATGGATCATACATGATATATACTTAACTTATCCATCTAGATATATAGCCTTTCTAGATGAATAAAGAGTTTATGTTATAAAAGTTTATGTTGAAGTCCTCATAAGTTGTTTTTATAGTTTTTATATGCAAAATTATACTACTTACGGAGATGGTGTCTAGGAAAGCATGATCGGCTTGGTTGCTGGGCTTGAGAAAGGTTATGAACCGAAATCGCCCTGCCTCCCGACTTGACTGACCTGGCCGTTTCTGATTTGGTATAATTGTGAATTTATAAAAGCTGATGTTGAAGTTATTTTAAAAATATAAAATGTTGACTTGAACTATGATATCATATGCATTACATTTAGGATGGGAGTCTGTGAGTGTCACTAATGATGTCACTATAGAATTGAACAATTGGGCTTGGGAAGAGTTTGTTTGGAATACGTCCTTCATGCACAAGTCCAATATGAATTTGAACTATGATGAAAGGATGGACCTTATGAGATGAACTTGGGATTTAGGTTAGTTGCATATACATTTATTATATCAATTAACTTATGATGATATGATGATTTTGTTGAAAATGATGATTTCGGAACAAATTTCCTAAAACTAT

P52_Contig-467 not applicable not applicable 269 37.5 TATGAAAAAACCCTCCCAATCTATACAGACAAATTAATCCACACAGACAACTTTATTCATACAGGACTTAATGGAAAACCAACCAAACAACCCCTTAATGAGCTTAATGGGACTCGCAACTTATTTGGTCAGCTATACATGACTATTTGGTAGTGGCTTAATGATATAGAAAATGGCTTATTCAATAAGCTTCTAGGGGGAGCTTTATGCAGAAAGCCAAGTTTTTTCCAAACCTGCCCCTCCCAATTAAAAAACACACTCCTTCCATT

P52_Contig-5322 not applicable not applicable 337 43.0 GGTGAAACCTCAAACATGGCACGTAGAGGACTCGTGACCATGGGGCCCCTTCTGGGGTGAGCATCTATATGGTGTTAGAGGGCCGGTAGGGAGAGACTCTCGGGCTGTATCCGTTATAGTACCAGGGAGTGACTACCGATGAAATTATGTGTATAATGTGTTAACCTGCTAGTAGCCTTATTTGTAATGAAATCGTGAGTTCCCTGCCATTCACGTTAGTAGTTACTTGTAATGTTGCTTGTAGTGTGTATGTATGCTCTTGATGTTGAATGTGTGTATGCTTGCTATGCTTGATAATGTGGGTTGTTTACATATGAATATGGTGTAATAAAGGAAT

P52_Contig-560 not applicable not applicable 221 24.4 TTAATGCCATTTTATATGAGCGAATGTGCCCATACTTGTTCATCATTAGAGGACACTATTCGTAATAATTTTCCCTTATTTTTTCTAACTTTCTTTATAAATTTTTCTAATTTATGAATAAAATATGATTAGGATAAAGTACAATATTATAAAGATAATAAAGGCTTTGTTACGTTTCCACATCAAAGTAAAATATAGTACTGAGTTCTTTTTTCTTTTAT

P52_Contig-625 not applicable not applicable 320 50.0 CAACAATTAGCCACCCCTTGGCAACAAGGCCATGAGAGCAACCAAAAGCCAAAACAACCCCCAAAATGCACCAAACGATACGAAAGAACAAACAGAACTAATGTGCATCACGCCCCGATCCTTGGCACAAGCAATGCTAGCCAGGCTTATGCAACTGGTTATGCTTTAGATCGGGATCAGCTAAGGGTCTACTTCGTCGGAACGGATCAACAAGGCTTGCTAGGCAAGAATTATGGCATGCCTAGCATGCCATAACGCTTGCCTAGGAAGCCTTGTTGATCCGCTGCGACCGGAGTAGACCCTTAAACGAGTGGAGGGGT

P52_Contig-803 not applicable not applicable 782 37.9 GATGGTGGTAAACGTCTAGGGTAATAATTGAATTTTTGACTAGGAATCTTCTTGCTGTGGCAGATCGATAGGGTTATTGGTCAATATGTGCGTGAAATCAATATTAGATATTATTATCCAAGCGGGTCATGACGACAATTCCAGGTTCTTCTTCTTGTATGTTCTCATCTTCGATGATGGCTATATTTCGATAGCTAAATCTATAATTTATCGCAGATACGTCTAGGTATTGGTTGAATTGGTTGTAGGGGGTTAAGTTATGACAAAGCTACTCAATTTTCTACCTTCGATGATAATTTGATCTTTATCTGAAAGCTCTGTTGTGGCAGATTCAAATGGTTATTGGTGGGGAGAAACTGTTGGTAGATATTATTGGCATATGATTTCAGGTTCTTCTTTTCTGGTAGCATCTTCTTTTGATGGTACAGCTTTGATTGCAACGATAGGTGTGGCACTGGATATTTTTTTAGGGGCCAGAAGTTAGGATCTGATAACATAATCATATCAAACTCTAGATTTTGATGATCAATTCAGTCGTAATTAGAAGAGCTCTTGACCAGGTGCTTGCATCCATGGCTGTTTGCAAGATCGGGTTGTTTGGGTCCCTGTTTAATTGGGTTGGAGTAAGATTTACTTGATAGTTGGTTGCTGCTTATCTGTCGCCTTCTCAATTTTCTTTTCATATCACAATCAAGAGCAGTTAGATCGTTTATTGTGTGTTTGTAGGGTTATTTTGCTAGTTGTTGAAGGCTGGCCATCTGCTCATCATGTTGTATCGATTA

P52_Contig-99 not applicable not applicable 411 45.7 CATTCATTGTCGAAACATTGCTTCGTAGTAGCATTTGAAGGCTGCAATGCAGTTCGGAGGGTGGAGTCATCCCTACGTAGTGCGTTTATATATACTTTCCCTCAGTTTGTATAAATACTTGCACAGGCGGTGCTGGTGTTGCCTCTTTGCCCGTAGCATATAAGATCGTGGCCCTGTTCCTTTACGGCTGTGGTTAGATCTGTTAGGGCGAGGCAGTAGCTTATGCATAAAGCGGTGCTTCTATTTATAGTGTCCCTCAGTTCGTATAGTACTCGCACTATCAGTGCTGGTGTTATCTCCTTTCATGAGAAATGTCCCTCGATATATATTCGCACACAGCGGTGCCGGTGATTTCTCCGTTTGACGTTTCTGTGTTGTTAAAAACATTTGTGAGACGTTGCAATCGCTCGG

P53-2_Contig-1 not applicable not applicable 397 51.1 CGTTTTGCTTTCCGACCCTTCGTCGTCCGAAGACGTCAAACTACACTCTCAATCGCTAGTGCTGAGTTGGTAGTATTGCTAAACTGCCTGAAGTCCCTAAACGTGTTTGCGCGGGGAACGGGTTGTCCAGCCAGCTTACGGCTAAAAAGGTCAGTCGTGTCTTTCACGCCGATGTCTTACAAGAAGTCGAGGTACCCTTGAATCATCTCCTAGATTTCTTCGGAAGGACTTCGGTCCGTGTACCTCTAGCACAACGTGCTAGTTTCAGGGTACGGGTGCCCCCCCACTTTCGTGGGGGCCTCCAAAAGGAGACGTAATCTTACCAGAATCCTCCCTCCGATCTCTGTGGCGGGAGCTGAGTTGGCAGTTTTGCTATAAACTGTCTGAAGTCACTAAA

P54_Contig-1214 not applicable not applicable 222 30.6 TAAATATAAGAAAAAAAAAAAATTGACTGGATTCTTTTTTCTGGAGTTGAAACTATCGAGTGCAAAAAATTCAGTTCTTACAAATAAATACTCAATACCCAAGTAGGCTTATAAAATAGATCGTGATATGATCAATTGCTTTCTGGGTCGTCTCAGGCTTTACGATTACTATGTTATCTCCAAAATAGTGGGAAATACACACAAAAAAGGTTTACTTGTTAC

P54_Contig-1568 not applicable not applicable 734 38.6 GCAAAACCATGAATCTCAAATTTCCTGTCATCAGCTGGGCCAAACAGATACGTTTGCTATATGATTTATTTCAGCAAGAAAAAAGGAGAAAAGCCCGACAAACCACAACTCTTCAGTGTCGCCAACAAAGAACCACCAAACGCCGACCTCTGAAAATTGAGGAGCAAAAGATAAGCCAGAAGAAACAAGGCAAAAATGAAAGAACAAACAAGAGACTGCATTACTCCCTCTATGAACACTATACATATGCCAGGATCAACAGCCAGTCCCCTAAATAGATTGCAAAGTTAGACTGAGTTCAAAATTTGATGGACTTCTTCACTCAGAAATTACCTAAATTAATTACCCAGACCTTTTATCTCATCACCGAAGGTACTAGAAACCCGTGATTATGAAAGGCTACATGTACACGAAATACCAACCTACAAAATCAAAACGAAAGATCATAGAGCCAGAACACCTGTATCCCTAGAGGAAGCATACCCAAAATACATTAAAACCACCAGTAACTACAAAGAAGAACATCAGAAAAATTAGATCTACAGATAGCAAGGCATCAATAGGTTATAAACACACGCAAAGACCACAAAGCACACACAAAATGGAAGGTAAAACAAGTGCACGCCAAATGGAAAAGAAGAACCTCAGCTAATTTTCTGAAATGCAGGACTTAAGTGATATTAATCAGCATTAGTCGAGTTAAAACAAATATGACACCTCAACCTGTTCACCCT

P54_Contig-1733 not applicable not applicable 244 51.6 TGGACAAAGGCCACCAACGACCACAACAAGCTCTAAGAACCACAAGCGGAGGTCAGCAACGATTGTCACCGAAAAAGTCCCGCATCGGTTCATAACCAACAAAAAGATAGCATCGACAGCGAACACGACTCCAGGCCGCGAACAATTACGTCATGATGCTAACCCCGTTTGATGAGAACCGAATAAGGGCTAAGACCGGGGGCAAACGTTCCCAACACTCTTGGCTTCACCGTCCAGCAACCCT

P54_Contig-180 not applicable not applicable 761 38.5 TCCCAAAGCAAAGCAAAGAGCTCACACCCAGAACAATTCCAATAATAATCTAGATCACTTGCACAAAGCTGCAGATCCAATGAACAGATATAAACGAAGAAAGAAAATTAATAGTACCGGGGACTATATAGAGACTGAAAACCATCTTTCTTGTCCATCAATTCCAGTTTGCAGGTTTTAACTCCATTTCCTACACTAGAAACGCTCAACAATGCACAAGAGAAATAGTACACAAGCTCAGACCACTAACCAATATGAAGGCATATCTACTACAACTACCTAGGTATAGACATAATACAACAAGCTCTACCCAACTAAATTAGCACAGAAATACTACATTTACCTCTGTAATAATAACATAATCAGACACCCCAGGGAAAAGCTGAACCCTGGATTTGATGGAAGGAAAATCATGAGTAGATAAGATTTCCAGACATCAGATATGCCATATAAACACATTTGATACATGTTTTAGCAGAGTAAGTAAAAAGGAGATGAGCTCATCAAACCAGAACACTCCATTGTCACCACACCGACCCAAAACCACCAAAAACCAAGTCTCTGAAAGCAGTGGAACGAATATAAGCAGAGGAAAAACAAGGGAAAAATGAGAGACAGACAAGTGACCACTATTTTACTCCCTCCATTAGCACTTCATCACTGCCAGCATCATATAATAAATCCATGTTCGACAACCAGACCAAGCTAGCGGCACCTTGTATAGGTTTCAGAATTAGACTCGTAGCAAGTTGCTAAATATA

P54_Contig-2005 not applicable not applicable 343 44.0 CCTTAACAGTAGAGAGAGCTCTTTCTCACCAGTGAGGGCTAAACAGAGTTCATCATCTACGAGATTGTCTCATCGTCATCTACGAGATTCGAGTTAGTCCGTTGTTGTTCTCTCTTTTAGTCGTATGTATTCTTTTTCTCTTTTAGCCTATGTTCATTTCTATAGTAAGCAAGTGCTACAACTCAATAGGGACAGCTAGTCTTCCTTCCTGGGTGCTTGCCCGGGGTTGGTGTTAAGTACGCTCTTTAGCATCGACTGAAAGGAGAGTTACTAACCTTCATCGTCGTTGGCTAAGCAGCTAGTTGCCTTCTTAGCCTTCCTAGACCGCTAGTTGACTTCTTAG

P54_Contig-2409 not applicable not applicable 483 38.7 TTCTGTCCATGAACTCATTTGATATAAACATTTTCTATGATGTTTTAAGATAAGCTAGAGCCGAACCCGTAAGCATTTCTTCACGTTTTTGATTCGGGCCTTTTATCGAACAGTTGGCGTGCACGTTTTGTTCAGCATTTTCGAACCCTTTCCCGACTCTATCTCATTTCGAGTCCTAAATGAAAGTTGTAGCTCATGTTCTCAGCTATCCGTAGCCCAAATTTCGTCTCGATCCGAGTTCATATGCATCGGTTATGACAAATTGAAATTCACAGCTCATTTCTTTTGAAATCTGGAAATCAGCCCACTTGCGGGCTAAACTGAGAACAACTCGATTGAAATTCGGCATTTATTCTTTTTCCATGTCGAAGTACGTTCCATTAGCGTTCTATACATATCTCGTTTACTCAAAACGGAGTTCGTATGAATTTACTATGATTTTTCAAAGTTTGTATCTCCAATCTGGAAATTCCGACGAACAAC

P54_Contig-2942 not applicable not applicable 220 37.7 TTATGAGAACTTTTGATTGAGGTGATGCTATCTTCTTCCACTCATTTATCAAGTTTTGCCCGAGTATTAGAGTTTTGATTGATGAATGTTGACCTGCATTTGTTCTACAATTCCCGAGCTTCCGATTGAGGTGATATCTTCTACTCAGTTGTCAAGTTTGCCCGAGGAGTATTTAAACTTCTGATTGATGAATGTTCACCTGCATCTGTTCGAAAATTTC

P54_Contig-3019 not applicable not applicable 255 46.7 CGATTACAAGCTTGAAGTTCGGGTAATCCACAGTCTGCTGATTCGGCAAAGCCATTCGCTTTCTGCTTTACTGATTGAAAGACAAACAGAATCTGAGGAGAGAGAAAGAGAGGAGAGAGAAGAGAGAGAGAGAGGGATACATTCATACATCGATTCAAAACCCTAACCCTAAACCCGAAAAGAATCAACATATTGATCCCTCCCTCAACACATGCCATCTGGGGAGTCCGCCCCGCCAAGATACGCCGGTCAATC

P54_Contig-3125 not applicable not applicable 265 40.0 AGTCTGTGTGTGATTAGATTGTGTTTTGTGTGTAGGTTCTGTTGCTGTCAAGCACCATGTCCAGGCCATTTGCTGGTTTTTCTATAATTTCTATGATCGTCTTTTGTTTTAGCATTAATGTTTCTTATGGTAGTTGTCTTGGGCTAAACTATGTTCCCCTTGCTATTTGAAACATGTCATGTAGGTCTTCTTCCGTGGGACACGGGTTACCTGCTTCCTTCCCACTATTTTGTCTGATTTTTGATTTCTCCAATTTCCTTGTGCG

P54_Contig-3295 not applicable not applicable 220 39.1 GTAGGAGTGATCTTTCTGTTTTGAAGGACTAACATGTTCTAGAGTTGATCTTTATTTATACATCACTTTTGTACTAGAATTTTCAATATTTGGGCCTGTCTTTGTCATCTGCCGGATCAGATCAGTGTGACTATTACAATCCTGTAGTCCTATGTAGTTCTATAACCACTGATAATGCTTGTAAAATGCCTGCTTGTGGGCGCAAAGTGTGTGCGACTGG

P54_Contig-3590 not applicable not applicable 231 42.0 AAAAGACGATCATAGAAATTATAGAAAAACCAGCAAATGGCCTGGACATGGTGCTTGACAGCAACAGAACCTACACACAAAACACAATCTAATCACACACAGACTTGCACAAAGAAAATGGAGATATCAAAGATTAGGCAAAATAGCGGGCAGGGAAGAAAACACGTGTGCCACTGATCCCCTAGCAAGAACAACGGTGTATCCTTACATCTGCGAGAGACAGAAAAAGGA

P54_Contig-375 not applicable not applicable 740 39.6 ACAGAGAAAGAGCCGTACCAATTCAAATAGAAACACAAGCGACCAGATTTGTAGAAGTTTCAGACTTAAGAAGCACCCCACGAGGATTAGATGCAACTGCCCACCAAATATCATGATGAAGGATAGTAGATATTGAAAATAACCTTGATTTACTTCGCCTGCAGAAAAACCGAAGGAGCCAGACTACTAGGATAATAGAGGAAAACAAGAGAAATTCTTTTTCTCAACTCCTACAGTTGCCAGAATCTAACGTGACCATCATCAAGCTGAGCATAACCTTATGAGAAACTGCTTTAAACAAGAGGAACAAACTCGATGACCTAGATATAACACAAACACACGTTCTGTGAAACCATTGCAAAACCACATTTCAGACAAAACCCAAGTGATAAGCACCATGCCACAACAATGCAGATCACTAAGAGACCAAAGCTGTATAACAGCAAAGATGGAAAGGGATGGGCATTATGAAATGCTACCTCAAAAATGTAACCTCAATTCTCCGCATAGTGTCTACAACAGTAAAGAGGCCAGGAAGAACTGCACAAACCATTAGAGGAAGGAAACAGATATAATCTGAATGTCTTAGCTGAATAAAACTTCACCATCTTCCAAGTGAGCTCATGAAATCCCTTCCAACCTCGTGATTCCCAAATTTTTCCAAGCACCCACGAAGTAACTATCGCAATCTTATAGATACCAATCCATTCTGGTGTGTTATTGAGTTGCACATAAAGAAA

P54_Contig-4353 not applicable not applicable 254 46.1 GAAAGGTGGAAAGCGGTGCTGCGTAATGGCTAGAGTCACGATTATTTCAACTAAATCTGCAAGTCCCTCTGACAAGGGCCCTCTTCCCAGAGACGGTTCTAGGCCGGTGGCAGATCTTGGTTAATGGAATATCGATTACTGGCTTTAGTCGCGGATAGAGTCAGATTGCTTGAGAGTGCAATCCAAATTAGGAGGTAAACTCCTCCTAAGACTAAATACGATGGTAATATCGATAGCAAACAAGTACCGTGAGG

P54_Contig-45 not applicable not applicable 389 46.0 TGGGTTCTGGTAGGCAAGATACCTTTTGTCAGGCAATCCAGTAGATCCTTCTTTCATCGAGTCACAGGCAAGCAGACTAAGAATCAGGTATGGAAGGAAGTGAAGGTGAAGCAGACTTTCTTTCTCGGTCCTAATCAACAAGGGCAGCATGGATATAGTTGCTCGTAGTAGCCTACTAGGGTCGATAAGCCAACTGGATGGTTGCAGCTGATAGCTATGGTGAGCACACGAATAGAGGATGGGGGATACGATGCAGAGTAAGATTGAAAGATGAGGACGCCCCATAACCTTTCGTTTGTAAGATCAATGATGATGCATAACAATCTTCGATAGGGTAAGAAAGAGTTAGTGAGAGCACAGCGGAAGGCAAAGAGCCGATAAGGCGATGA

P54_Contig-467 not applicable not applicable 314 43.3 CTAAGCGTCTTCGCTAACTCGCTCGCCTACTATACAATACATTAAGTAGGGTAGGCTAACTCAGCCGCTTACTTATACTAATGTAGGGCTAAGTAGCCGCCTTTTGAATTGAATCTTAAGTAGTCTATCAGTGGTGCAAAGCTAATTCTTTTCAGTAGGGGGCGAAAGGTTAGACCTTATAAAGTCAGCGAACAGCGGTTCTTCTATGTAGGTATGGTGTTATCCCTGGACTCTTTTAACGTCGAGTGACTTCGTAACCTTTTCGTAGCGTAGTAGAATGAAGGCTACGCACCGACGCTCTCTTATCTATTAGT

P54_Contig-5055 not applicable not applicable 301 38.2 AATATAAAGCAATCCCTCCAATCGGAATCGAAAGCAGTACAATTGCTGCGCTTACGCCTTTTATTGGCATTCAAGCAAGAGCTCCGAGCCTATCAGCAAAGATAAAAGGTTTTCTTTTAAAGCTATGGAGTGAATTCATAATTCAAGAGGAAAGGATTCGTTGTTAGGAAAGGATTAGTTGTTTACTTTTATGGAAGCTAAGGCAAGAAGTCAATCACTTTCAGTATCTCTTGCTTCTTTGGTTAGTTCAGTACGAGTGGCAGGCTCAAACTGGCGCAGGCAATATGTATATAATAATAAT

P54_Contig-5090 not applicable not applicable 220 39.1 CCACAAGCAGGCATTTTACAAGCATTATCAGTGGTTATAGAACTACATAGGACTACAGGATTGTAATAGTCACACTGATCTGATCCGGCAGATGACAAAGACAGGCCCAAATATTGAAAATTCTAGTACAAAAGTGATGTATAAATAAAGATCAACTCTAGAACATGTTAGTCCTTCAAAACAGAAAGATCACTCCTACCCAGTCGCACACACTTTGCGC

P54_Contig-729 not applicable not applicable 222 38.3 TCTTTGATTACGATTAAAAGAGAACCAAAACACATTTTTTTGTACTATCGCAGTCTCGACCAAAATTGTTTCGGCGCCGGATTTTCAGGACAACCCTGAAGACCTTTTTTAAGTCCGTTATAGAAAAAAACAATGAATTTGCAGCGATATCTCATTTCTTGGAAGCTACTATAAAAGGGGAGCAGGAAAGCTGCAGTAATTCTTTGGAAAAGCCCTCTCTTC

P54_Contig-7327 plant associated viroid-like circular RNA 4 (+) strand 274 63.9 TTAGGGAATAAGAATGCAGGCGCTTGTTCGTCGGCCCCCTATGTTAATGTCCGGCCTCGCGCCTAATGCGTCACGTCGGGAGCTGTAAGCGTTGGTTGTGTGCTAGTGTCGGCCTCTAGCCGGGGAGAGCTGCAACGCAGGAGCGTCGGCAGCCCCGATTGTCCCGACCTCACCGCTCCCGCTGCCGGCCCGTGGTTCTCGCCGGCTAGATGCTGCCGTGCTGCACGACTCGCGCACACGGCTCCTGACCCGACGCATGCGAAGTTACCCGGAT

P54_Contig-7860 plant associated viroid-like circular RNA 4 (-) strand 274 64.2 GCCGGCAGCGGGAGCGGTGAGGTCGGGACAATCGGGGCTGCCGCCGCTCCTGCGTTGCAGCTCTCCCCGGCTAGAGGCCGACACTAGCACACAACCAACGCTTACAGCTCCCGACGTGACGCATTAGGCGCGAGGCCGGACATTAACATAGGGGGCCGACGAACAAGCGCCTGCATTCTTATTCCCTAAATCCGGGTAACTTCGCATGCGTCGGGTCAGGAGCCGTGTGCGCGAGTCGTGCAGCACGGCAGCATCTAGCCGGCGAGAACCACGG

P54_Contig-964 not applicable not applicable 363 33.9 TTAAATACCATAAGCTTAAGGCGAGGGGCTATCCCTTTTTCGTTACTCATGCCAGCATTCTCACTTGGGATATACTGGACTAGCGCTATTTAGCGCTCAAACTACGTTGTAATTATCTTAAAACTTATGTACATCAACTCCTAGCTATTATTTACTAATAGTAGTGCTTTTTTGCCTAGTACAATACTTTTATATTTCCTTTGTTTCTAGTCCTATTTACCCAATGTTCCGCTACCCCATAAATAATACTTAAATAACCTTTAAGTATAGTAAACTAGGATTATACCTAATATAATTATTATGGACAAGGTGTCGGTGTTTTGTTTAGATCCGTTATATCTTCGGCGCTTTTAACTAATTAGG

P55-3_Contig-167 not applicable not applicable 213 32.4 TGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCAATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTATCTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTGGTGGTGAAGCAATGAAAATTAGTTCATACT

P55-3_Contig-225 not applicable not applicable 213 32.4 TCAATTTTAGAAGTATGGCACAGATACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAAAAAACACTACAGAATTGGCACAAAGGCACCCTGAAACAGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACCAATAACAATAAAAATGTAAGTGTGGTATTGAG

P55-3_Contig-40 not applicable not applicable 256 30.1 TTGGTTAGATCCATTAAATTAACGTAAACCCTTGCTTTATTTAATAATACATAGAGTACTTTTCCAATAATTATTGGAAAAGTACTCTATGTATTATTAAATAAAGCAAGGGTTTACGTTAATTTAATGGATCTAACCAAAGTCTCACGACATTAACTAAAGACAGCCGTGCAACACTTGTAATATTTAAAGTAAGGTAACTTACTTTAAATATTACAAGTGTTGCACGGCTGTCTTAAGTTAATGTCGTGAGACT

P56_Contig-1040 not applicable not applicable 355 53.0 TACTAAGTCACGTCCTTCCGTGGCCCGCAACCTTTCTTTAGGCCTCAAGCGTATCTCAACCGAAGGGACCATCGACACGAATCAGCCCGCGTACTGAACCACGTCAAGAAAACCCGTCATGCCGCCTGAGCGGGTAGCCGGAGATCACGAGACGCAACCTTTCACACCGTCCCCAAGAGCTCAAAGCCAACCTAAAGGCCAAACCCAACAAAAGAAGCCTTACTAATCCACGACCCGAACACCCATCTTGCTGCTGACGTAGCAATCAAGGATCACGAGACGCAACGTTTTGCACTTTCTCAAGGGCTCAGCACCCAACCTAGTCCTAAAGGCCGAACACGTTAAGAGAAAGCAT

P56_Contig-10402 not applicable not applicable 225 64.4 CCGCCGCAGAGAAAACAGAGGAAGTGACCCCGCCGGAAACAGAACCATCCAAGGAGGCAGAAAAGGAGGAGGAGAAATCCGCGCCACCGCCCACGGCGGATCCCACGGCGGAGCCGGCGGTGGTTGTGGAGAACATCGACGAAAAGACCGTCCCACCGGCGGAGGAAATCAAAGAGACCATCGTGGAAGTAGCCGCGGCAGCCCCACCGGCGGAGGAGCCCGCCA

P56_Contig-1052 not applicable not applicable 248 37.5 AACAATTGAAGGATCAAATCGACGAAAATTGACAAGTAGGGACCAAATTGACGATCATGCAACAATTGAGGGACCAAAATAGCGATTATCCATAGTTTTTTGTTTTTGGTTATCAGAGCCATTTTCTTAGTCACAGATCTATGTTTATGAAGTGAAATTGATGTTGGAAATGAATTTGCAGGATTACTTCAAAGGGACCATACCAAACAGGCAACCCCATGGCAGGTTCATCTAAGCCAGAAAAGAAC

P56_Contig-1170 not applicable not applicable 210 46.7 TCTCCTCCCCCACCATCTCCTCCCTATTCCCCCCCCTATATATACTCATCTCCACCTCCACCACCATATCATTACATATCTCCACCTCCACCTAAAAAGTCAAATCCACCTCCTTATTATTATAAGTCACCTCCACCACCACCAATGCATTCTCCACCACCTCCACCAACATATTACTACAAATCTCCACCTCCTCCAACCCATAAACCA

P56_Contig-1276 not applicable not applicable 482 35.1 TATAAAGACAAAAATGCCCCTGCTTAATTGAATTGAAGGAGGGCAATTTTGTCCATAAAGCCCTATCTTTTCTTCCCAAGTCCATGGGAATTCAAATACCGGAGATGTGAGATTTGAATTCTCATGAAATGAGGGAATTGCAATTCCCTCATTTCATGAGAATTCAAATCTCACATCTCCGGTATTTGAATTCCCATGGACTTGGGAAGAAAAGATAGGGCTTTATGGACAAAATTGCCCTCCTTCAATTCAATTAAGCAGGGGCATTTTTGTCTTTATACTATTTATTCCCTTTCAATTCCCATGGTTCTATTCATGCATACCAAACCCTGAAATTTAAATTCTCACTTTATTCCCAGTAATTCAATTTCTATGGAATTGCAATTCCATAGAAATTGAATTACTGGGAATAAAGTGAGAATTTAAATTTCAGGGTTTGGTATGCATGAATAGAACCATGGGAATTGAAAGGGAATAAATAA

P56_Contig-1539 not applicable not applicable 206 50.5 GGCATGGACCTGGTATTGGGGGAATGTTAGCTGGAGGGGCTGCAGGTGCGGCACTTGCTTATGGTGCTACTCATTTGTTACATGGAGGTTCTCATCACGGAGGTGGTCATTATGGAGGACATGTTGGTCATTATGGACACGGTGGTCATGGCAAGTTCAAGCACGGGAAATTCAAACACGGGAAGCATTTCAAGCATGGGAAGCAT

P56_Contig-1566 not applicable not applicable 215 36.3 GTTAGCATTTAGAATCGAAATGCCAACTTGAAATGCTGGTCAGGGCAGAATCTCAAAAAACAGCATTTGGGATCAAAATACTGTTGCGAAATGCTATTTACCAAACACCAATTTTAGCCGCTGACTGCTAACTTCTAATTGCCAAACAAGTCCAAAAGTTTAGCTGATAGTTGAACTACACGTTTATTATTTATATATTGGCCTTGTTATTAGCG

P56_Contig-157 not applicable not applicable 462 37.0 AACCCACGGCAGTTGGTTTCTTTATCCAGATTTAATTGTTAGACTTAACATGGAATGAAATAAAGGGAGAAAATCTAAGGAAAACATTACCTCAAAACATACATAGAAATAAACACCTTGTAGGTCAAAATCAAATAGGACATCTACTGTTCCTTCATGTAAGTTGGCCATTACCAAAGAATGTCTCAAACGAGACCAGAATTTAGCATCGATAAACACAAATACTAACACATGGCATTAAATCAAATATTCAAATCCCAAACCTTAGCGTCCGAAGTAGTTAGATTCCTGGAAGGGGTATTAGGTCAAAGATACCCTTGGTGCTGAACACCCTACACCAAACAATAGAAACAGGAACTGTCTATATGACGAAGAATTTAGACTTAAATTTTCCTTACTCAGAGTTCTTCCATCCATCATGTACCCCAAGCTAGAGCAAACCTAGAAAACATGGGAAGAGTG

P56_Contig-2 not applicable not applicable 771 33.7 CATGTAACAAGAGATCAAAGCCTAAACTTCTCTTCTTCCTCCTCCTCCTCCTCTTCTTCTTCTTCTTCTTTTTTTTTTTTTTTTCTTTTTTTCTTTTAGTGTCTTCTTTATTATATCCCCCTATCCCTCATATGAATCTAAAACTCCACCAGAGTCTATCGTTCCGCGGATTGAAGCAAAAAAGATGCTTCAATCAAATCTTTTTTGATTTTTTTCTGTTAGAAAAAGAGGGAATCCCCCCCCCTTTTTTCCTTTTATTCAACAAAGATTGAAAAAAATAAAAAAGAAATCATTCCTACTCTCATAACTCAAATTGGATAATTCTGAAAAAAAAGTTTTAAACAATTTCATTTCTTGAGCGGTCTTTACTCCCTTTATGCTTGTCTCGTTTAAAATCAAATGAATTTTGCTTCTTCCGTCTGATCCAGTGATTGAGACAATGAAAACGGCGTTTGCTTGTTCTGGGATCCTTTATCTGTGTTTTAAATCATTAGGTTTAGACATTACTTCGGTGTTTCTTAATATTTTCCTTTCAAAATGGCAGCAACATACCTTTTTTTTACTTCTTTCTACCAAAGAATCCTACAGATTCCCGCATGATACACTTCGGATCGAAAAAGTTTGATCAAGTCTAATAACTTTTTGGAAACTTCCTCGAATTGGATTCTTTCTGTATCGAAGATATGTTTACGAAGTTGTTCCAATTGATTGGCATTAACCCTAGATCTTTGCCCCTGAGAAATTAATAAATACTTTCTACTCGAGCTCCAT

P56_Contig-2771 not applicable not applicable 225 36.0 GGGTTATTGGTTCATGTGTGCAAGAAATTAAGATCGGTTATTATGTTCATGACGAAAATTCCAGGTTGCTTTCTTCTTGTATGTTCTTATCTTCTATCATGGTTATATCTCGACAGCTATATGTTATGGCAGATACATCAGGTTATTGGTTGATAGGTGGGCTAAGTTACGACAAGATTGTTAGCCAAGGAGTTCTTGGATGATAATTTGATTTTGATCTCCATA

P56_Contig-3439 not applicable not applicable 205 37.6 TGGAAGATCGTCACAACTTTTATTCTCAGGCATTTTTCATAGCTTCAATGCTTTACATTTAATGGCCTTCCATGTCCTCCCTTTTCCTTGACAAATTAGGGATTTTCGGAGCTCTTGATTTTAGGGTTTATGGGTTCTTGCTTGATTGAGATTGCAAAACCCACAATCTTCCAAAGTGTCATTGACTTAAAAGACAAATTTGGGA

P56_Contig-3793 not applicable not applicable 241 40.7 TTATAAGTAGGGCGAGAGAAAGTCCATATATTCTATTTGCGTTGGTCTTTCCAACGGAAACTAAGCACTTTTTTCTTGACTCCGGCGCTCCAATGAACAAGAGTTCTCCGCCTTACTCTATTTAGAATAGTGGTCGATACCTCGGGAGGGAGTTAGATTCGTAACAAGATGTTATGTTCACGCGGTGATCTTCTATCTTTCCAAGAGTACTACCCTTTTAGATTAGCAAAAACAAAGAAAC

P56_Contig-3962 not applicable not applicable 205 37.6 GACACTTTGGAAGATTGTGGGTTTTGCAATCTCAATCAAGCAAGAACCCATAAACCCTAAAATCAAGAGCTCCGAAAATCCCTAATTTGTCAAGGAAAAGGGAGGACATGGAAGGCCATTAAATGTAAAGCATTGAAGCTATGAAAAATGCCTGAGAATAAAAGTTGTGACGATCTTCCATCCCAAATTTGTCTTTTAAGTCAAT

P56_Contig-400 not applicable not applicable 206 41.3 GGAAGTGTAAAACTGACGCGGATTGCAAGTTTTGTGTGCCAACAGCTGGTTGCGAGAAAATTATTCTCCCCGGTCTTTGTGCGTAGTGATCTCATTTCCCACTCGTCAGCACCTCTGATCTGATCTGCTTGTGTAATATATGTATGTTAAGTAGTTGCTTGGGAATATATCTTCCGATATATATCCTAAGTTCTTCCGTGTATTTT

P56_Contig-511 not applicable not applicable 452 33.2 GATCGTACTACAATCACTCTCTTTGTTGGTTTGGAATTTTGTAGCTTCATTCTCTTTAACCTCAATGGAACTCATTTGCTTCAACGCTTCATCATCCTTTTTTCCTTGACTAATATTTACTTCCGCATTTAAATCCTGATTCACACCATCGACAGTGGTTGTTCCACTATTATTTGCTTTAACGATGTGCACTTCAATGAACTCAATTGAAGACACGTTAAGATCTTTTTTTTCTTGATGTTGCAAATCAGAAGCTATTGTAGGTGCTTCACCCATTTGTTTATTTATGTTTTCACCAAAAAAACCATCCGTTTTTAAACTTTCATTTGCAACCTCTTCTTTGTCAGCTTCATCAATTTTGAAACTATCTTTAATGATAGTTTCATCATCTATTTTTACTTCTCTTTGTAATTGAATGATATCTGATTCAATACTTGTAGCCTGATTTGAGG

P56_Contig-6069 not applicable not applicable 302 39.4 AAAACCAGCAAGAATCGCCTCCCTCGGTATTTAAATGCAAGCAGTAGCCCAGATCCTGCATCACAACACACAAATTGTCAAGTAGAACCATTATAAAATAGGATAATCAATAGGCCAGGGGAAGCAAGCTAAGTTCTTATTGTAGGAAAAGGACAATAGTGTTACTTTCTTAACGTTAAGGTCTTAGGTTCAAGTCACATCCCAATCAGATTGGTAGAATGTTAAAACAACGACAATAGCTATGTCATGGTATTATAGGTAGGGATGTCAATTACAGTCTGAAACCAACGGGTTGGCCTGAT

P56_Contig-7136 not applicable not applicable 246 40.7 AACTTAAATCAAGAAACTCAAGCTTTGGAAGTAGTCTTGTTGGAAGGTTCTTGGTCTCATTATAGTTGAGGAAACTAGTGATGAGATTGTTACGCAAATCCAGCTCCTCCAGATCTTTCATGGCCTCCAAATCATCAACTTTAATTTGCCCATTCAAGCCAACGTTGGATAACTTGAGATGTTTGAGTGATGGCAATGCACTTGCTATTGATAGGACGGTGACGTTGTTGCCCAATTCTCTATTCC

P56_Contig-786 not applicable not applicable 273 46.9 AAAAAACAACAACCCCTACATAAGGGGGTATACTCCAACCCCATTCAAAAAATGAATGAATTCACAGACCTGCCCATAAAGCAGGGCCCTCTCCCCGTTTAAAAACAAATCCAAGCAATCATATTGGCTTATTGCCGGATTATCCACCGGGCTCTGAGTAACCGCGATTACAAGGTCAGCTACGGTCCATTCTGAGGGGACCTGATTCCCGCAACTTAATAATCATTCCTGTAATTGGGAGCACGCGGTGGAAAAGGAGATTTGACGCCGACC

P56_Contig-892 not applicable not applicable 719 55.6 GGACTTGCTTGGGCGTGCTTGCCGGAGATTGCCGAGTTGGGTCATAAAATTGACTCGATGGCGGATTTCTTTGACTTGTGTGTCTGGGCTTTTGTACGTGCGGTGCATGAGTGGCGCTTGGCTTGTGGCGATTTGTTGGTTCCCTGCTCCGGCAGCGACAACATCTCTCCCTAGCCTTTTCATTTTGTGGCCGATGATGTCAATCGTCGGCCGTGTCGGGTTTTCTGTGTTGCATACCTACGCGATGGTATTCGGTCGGTTATAATGGGGAAAGGTCCACTAAGTGGTGCTCCACGCCGTGTATGCGCGCGCGGATTCCAGCACGAGGTGGATCCTTTAGGCGGTCGTCGTGCTACCACAATCCTCGCACTTCGGTTCGATGGTTTGATGGCTCATGACGGTCTGCTTGACATCTTGGGTGCGGAATATTACATGGATATGGGGTCTAGCGCCCCTATTTGTCCCGTATAGCAAGCGTTTACGCTTTGTTCCTCCGAAGTAGTTGGCGCGCTCGGCTTTGGAATCGGTTGTCGCTCGATAGGTGTGCGTCGACAAGGTCGATGAGGCGCAAGATGTTAATGCTGCTACGCGAGTTGGCCGACCAAAAGGGGCGATTAGGCGCGCTGACACGGGCGCAAGCGACAGTCCGTGCGCGAAGAAGGTCGCAACGTCCGGGTGAGGTACCGACCGAGGGGTTGAGGGATTTTCCGTGCCAATCG

P56_Contig-921 not applicable not applicable 359 35.7 TAACCATCCAATCGGTACAACTTGATGAGCAGATGGCCAGCTTTTAACAACCAGCAATATAGCCCTACAAACACAATAAATAATCTAACCACTCTTGATTGTGATACCAAAAAAACCCAAATTGAAAAAACAACAGAAATACAGCAACCAACTATCAAGTAAATCAAACTCCAGCCCACACAAATACCGTAATTAGGACCCGAACAGCCCAATCATGCAAACAGCCATAGATACAAGCACCTGGTTATGAGTTCTTAAAAAGGAGCTGATAATAATAATCCAGATTATGACTAATTGATCATCAATATCTAGAACCTGATAATATAAGTTCTGTTGATGATGTTATTGTTATCGGATTC

P58-1_Contig-109 not applicable not applicable 396 29.3 AAAAAAGATCGAATTTCCTATTTTTTGATTGTTTATTGAATATCGTATGGAATTTAAATTTAAGTAAAAAAAAGGAAACTTGAAATGAAAGTTTCTTTCACACATGCAGTCTCCATCCCATTGTCGGAACATAAATACGGGATGCATAGATATAGAGATAGTTGGTACATGAAACCACACTATATCGAAATCTTATTCGATAGATAAGATCGAAATTCATTCCGTTTTGAAATCAAAGAAAATAAAGATATGGAAAATGGCTTTTTTTGTTGTGAGTTGTAATAAAAGTTTTCGACTCTCTAGGAGGAAAAGACTAGCCAATTTATTCAGCTAGGAATACAAAGATTTAATCGGAAATATCGACAAATTCATGCAGAGTTTAAAGAAAAAAAAAAT

P58-1_Contig-1482 not applicable not applicable 316 50.9 AGGTAGCAGAAGAAGCTTTAGCAGAAGCCCCGGCAACTGAGACAAAAGATGAAGCCTCAGAAAAAACCGAGGCCCCAGCAGTAGAAACCGAGCCAGAGCCAGAGGCAGAACCCGAGGTAGAGACCAAGGAAGTTGAGGCTGCACCAGCAGTTGAAGAAGAGAAGGCAGCAGTCGAGGAAGCCATCGAAGTGAGCCCAACTGAGGCCACCAAAACACCAGTCGAAGAACCGTCCAAGGAGGAGGAAGCAGCACCAGTAGGAAGGCAGAGTTGTAAAATACTAATAAAGCCCAATTCCATCGATGATATTTCTTCTTC

P58-1_Contig-1681 not applicable not applicable 230 40.4 GTATTCACACTTCTAGCCTAAAGGGATCAAGTGTGAGGAGGTGTGTTAAAGTATATAACATATCTTGGGGCCTCAATCATGAGATTAAACTTTTGGCTGAGTTGGTTCTTTGAAATAGTATTAGAAGCTAGTGTGACAAGAGATCGCGGGTTTAAATCTCAACCATATCTTCCAGCCCAAATGGCTCTAATGTGAAATATTCAACGCCAGGTATGAGAAGGACCTGTGCT

P58-1_Contig-1734 not applicable not applicable 205 37.6 ATTAAATGTAAAGCATTGAAGCTATGAAAAATGCCTGAGAATAAAAGTTGTGACGATCTTCCATCCCAAATTTGTCTTTTAAGTCAATGACACTTTGGAAGATTGTGGGTTTTGCAATCTCAATCAAGCAAGAACCCATAAACCCTAAAATCAAGAGCTCCGAAAATCCCTAATTTGTCAAGGAAAAGGGAGGACATGGAAGGCC

P58-1_Contig-1818 not applicable not applicable 342 48.2 AAAAAATATGGCCTACTCAAAGGCTTTACTCCTTGGTTTCCTCTTAGCGATAACTCTACTCATTTCTTCTGAGGTGTCAGCTCGTATGCTTGCTGAGACTACTCAAAACACTCCGTCCGAGGAGGAGGCCAAGTATTACCATGGCGGTGGTGGCTATTACCATGGAGGAGGTGGCTATCACGGAGGAGGTGGATATCATGGAGGAGGTGGGTATCACGGTGGAGGATACCACCACGGTGGACACGGTGGCCATTACCCACCCCAAGAAAAGGATACCAAGACAGCCGAAGAGCAGAAGGGTAATTAATTTGAGTTGTATGTATACCCAATGCAAGTGAAAAA

P58-1_Contig-1846 not applicable not applicable 240 50.8 GCACCGGGTGGTGGAGGATACTGTCCCTGTGGATATCCGTGATGACCACCAGAATGATGACCAGCAGAATGACCAGCTATACCACCCACAAGACTGGAAATGATTCCCTTGTCAGAACCATCCGAACCTTGTGGAGGATATCCTTGTTGTTGAGGATAATCAGCAGGCGGGTATCCTCCTTGTGGAGGATAAGCCTGTGGAGGGTACCCTTGAGGAGAATACCCATATTGCGTAGGGTAA

P58-1_Contig-2033 not applicable not applicable 201 38.3 ACAGAAACTCAGAGATCATAAAGACGTAGAGCACAAAGATATAAAAGAAACGGATCCTGGTTACCGTCAAGATAGCTATCGAAATAAGAATCTTGGCAATGTGAGAAAAACATGGTTTTTGTTTCATGATGATCAGCGGTCTGAAGAAACTATGCCAGGAAAAGAGAAGGTTTCCAAAGACTCAAATGTATCTGCTGAACG

P58-1_Contig-254 not applicable not applicable 621 34.5 TCTCTTTGTTGGTTTGGATTGTAGTAGCTTCATTCTCCTTAACCTCAATGGAACTCATTTGCTTCAACGCTTCATCATCCTTTTCTCCTTGACTGATATTTACTTCCACATTTAAATCCTGATTCACACCATCGACAGTGGTTGTTCCACTATTATTTGCTTCAACAATGTCCACTTCTTTGAGGTCAATCGAATACACGTGAAGATTTATTTTTTCTTGGTGTTGAAAATCAGCAGCTGTCGTAGGTGCTTCAACCATTTGTTTATTTATGTTTTCACCACAAAAACCATCTGTTATTAAACTTTCATTTGCAACGTCTTCTTTGTCATCTTCATCAATTTTGAAACTATCTTTAACGATAGTTTCATCATCTATTTTTACTTCTCTTTGTAATTGAATGATATCTGATTCAATATTTGTAGCCTGAATTGAAGGATCGTGATCTTTTTTCTGGTCTTCGTGTTCAAAACACGTGTTATGTTCCTCTTTTTCAATATACGTATCTTTCTCATTTTCGTTATCTTTGTGTTCTTCAGCCTGAGGCACATTGCATTCGCTTTGTTCAACAAAGATCGTACTACAATATCTCTCTTGAGTGGTTTGGATTATTTTAGCTTCAA

P58-1_Contig-34 not applicable not applicable 384 34.6 GTTGATGATAAGGTGTTGCTTGGTGTTTCACCAACTAGAGAAGTAATGAGATTCTGGAAGAAGGGTAAATAAGTCTGAGGTTCGTGGGACCCTACGAGATTTTTGAGAGCATTGGTGATAATGATGAACTTGGATAATTTTGTCACATAATATGAGAGTTCGTGAAGATAAAGTACATGTCATTAGTGTTAGTAAAACCTAGGAATGCACATAAGAAGATTATTAAGCCTTATAGTTTGAGTTGCTGAAAAGTGTTCAGACTTCGTGATGATTACAGTTGACTTGTAGGAGGGAATCATAAGTATTATAAATGTTTGAGATTCAAGTTTTTTGAATAGACAAAAGATCTATGCAAATCAATGGTATAGAGGTATCGAGTTTCAA

P58-1_Contig-340 not applicable not applicable 215 30.2 TTTTTTCTTGAAGGAATTTTTTATGATCATTATCAACTAAATCATTTTCTTTATTCTATAGAATCCCTAGAATTCATTAAAACAAAAAGGGCCTGGCGAGGTATTGATCAGGCCAGGCCGTGGGAATCCAAAAAGAGTCCCCTTCGGGCGAAGAAGTATTTAATTAAATATTCTATTCTATTTTTCTATTAATTAATATTAAATATTCAGTCTTT

P58-1_Contig-355 not applicable not applicable 438 42.9 TTCCAGCAAAGAAAAAGGCTGAATCAAGTGATGACAGCAGCGATGATAGCTCTGATGAAGATGATGCTCCCAAGAAGGCGTCTGCTCCAGCTACGAAAAAGGAAGTGGAATCTAGTGATAGCTCGTCTGATGAAAGTGAATCTGAGGATGATTCTTCTTCTGATGACGAACCTAGGGCTGTATTGAAACAACTTCCAAAGAAAGCCCCTGCTTTGGTTAAGAAATCACAGAAGGAAAGCAGCTCTGATTCTTCAGATGATTCTGATGATAGTGATGATGAGCCAAAGAAGAAACCTGCTGCTGCTGTGAAACATGTATCCAAAAAAGATTCTTCATCAAGTGATGATTCTTCTGATAGCGATTCATCCGATGAAGAGGATGAACCCAAACCTGCTACCAAGGCCAAGAAATTACCTGCTGCAGTAAAGAGTGGTTCTC

P58-1_Contig-397 not applicable not applicable 265 29.4 AAAGTTTTTGATCGGAATAGTAATCAAACCGGTAGACCCCTTAACTATTAAGGGGTTAATAGAACGAATCACACTTTTACCACTAAACTATACCCGCTACAGTTGGATTATTGTATCGAAATAAAACTTTTGTCGAACACTGAAATTGGATGTAATCAAGATAGGATTCGAAAAGAATCATGAAATTTAGAGTATTGACACTTTTTGTAGGAGGATTTTATTAGTTTTAATCAGATTTTAAAAAGTTATAGTTAAATAACTAAAA

P58-1_Contig-4155 not applicable not applicable 350 43.1 TGTGAGCTCTCAAGGTGCTGTGAAGGTTTTCGGGCCATGCGGTACGAAAGACGCTATGGCCCAAGGGAAGGAAGGTGGTAGCATAGACCCTCACCCCGAGCCGTGAGCCAAGAATCATCAGCTGTGAGCCGTGAGACCCCCCGCCCCTTACGATTATGGCTTTTAAGGGAGTTCATTGCAAGGTGATCAAAAACATCATTCAAACTTAATATCAATGATTCTTATTACTATGGTTTGTAAGGGAGATTGTGGTAAAGGAGTTCCATCTGGCTTCCAATGCCCTTGATCAGTTTTTATGGCATTATTATTATTATTATCAATCATTAGTATTTCCATATTTCAGTTAAGTT

P58-1_Contig-446 not applicable not applicable 491 62.5 GTTAACGCTAACTCCACCCAGCTTCTGCTGGACGGTCCCCAGTCCGTGTAAAGGAGGAGGGGCGTCCCATGACGACACTGTAGATAGGCCGACAGCCCTGTCAACATCAGATCAACCTGACAGTGCGCCATGGGGTAAGGAAGTAGTGCGTCGGCTTCGGCTTTTATGCGCTCCCGCCGGCCACGCCGGTTTCCCGGCGTGGTCACACGACCACGGTTTGCTGGAAAAGGGTGCGCAGGGCTCCGACCCCGTACCCGTGTGGCACTACTCGGAAGGAACTGGCATCGCGCGTTATACGGCTCGACGAGCCGAGACTCGCCGAGTCAGACGGTGCGACGGAGAGCTCCCAAATGAATGGGTCTCCGCGCGCGTGTCTGGCCAGCTCCAACTTCCTTACGGTACCGACCAGGACCCCGTAGGACCCCCGTCAACACCAACGCCTCTCCCTCTTTACCCGGGCTTGAGACCGGCTCGGTTTGCACCGAGGCGAG

P58-1_Contig-451 not applicable not applicable 679 48.7 AAAGGATGGAGTCTTGAAGGTGACAAAAGGGTGCTTGGTGCACTTGAAGGGAGTGATGGGCAACATTGGCCATGTGTTGCTAAAGAGTAGAGACTTACACCATGTCGAGAGGGGTGCAAGACTCAAGTCACCAAGGAGAGTGACATTTGATGATGGTGGCCACAATGAAAGGTGGTGCACAAAGAAGATTGATGATGGGTTTGGTCTTGAGGAGGAGCCAAGACCCAAATCTTATGTTAATGTGTTGGTTGGGACACCAAGAGTGGTGTCACATGTTGATGGAGGGAGATTTGGGCTTGAAGGGGAGATTGTTAGAGCAAGCACCAAATCACCCTCATGTGGAGGGTCTTCGGGGTGCCGAGATGAGGGTACAACGAAGAACAAGGGTTGACGTGAAGCAGCAACAGCAAGTCAGCAGCCCTGATGGCTTGCTCGACCAGTCGAGCTAGTTGGACTCAGTCGAGCAGTAAGTCGAGCAAGGCATCAGAGGAAGTCTAGTATACACTGAAGTAGCGCTCGACCTGTCAAGCTGGTGTGCTCGATCGAGCGGAGCACAGTACGAGAAAACAGAACCCTTCTGTTTTGTTGCGGGATTTTTGTGGGCTTTAAGCCCTTTTGTCCTAGGGCTTCTAATATGTGCTAGGCTATATATAAGAGGCTTAGAACATCATTAGGAGTA

P58-1_Contig-511 not applicable not applicable 345 51.6 TCCTCCTCAAGGTTATCCACCAGAAGCATACCCAAAAGAAGCATACCCACCAGCCGGGTATCCTACACAAGGCTACCCACCCCCACAAGGAGGTTATGGATACCCTCCACAAGGAGGATACCCGCCTGCTGATTATCCTCAACAACAAGGATATCCTCCACAAGGTTCGGATGGTTCTGACAAGGGAATCATTTCCAGTCTTGTGGGTGGTATAGCTGGTCATTCTGCTGGTCATCATTCTGGTGGTCATCACGGATATCCACAGGGACAGTATCCTCCACCACCCGGTGCTTACCCTACGCAATATGGGTATTCTCCTCAAGGGTACCCTACGCAGCAAGGGTA

P58-1_Contig-585 not applicable not applicable 216 26.9 ATTTTTTCCTTCTTTAGAAGGAATATGTCCCTAGTACATACATATATAATATATATGTGTGGATGATATTTGTGTAGAGTCGGACCCGATACTTTACTTCAAACTTCAAGTGAATTCCAATTTAATTCTTTATTTATTTTAGTCAATTCATTCAAGAAATTTTAATTTGACCCCTCCCTCTAATTTTTTGTTTTAGTTATTTGTTTTTTTGTTTGT

P58-1_Contig-680 not applicable not applicable 282 45.7 GGTGGAGACTTGTAGATATAAGGAGGAGGATGAGACTTAGGAGGAGGCGGGGATGTATAGTGACAAGTTGGAGGAGGAGGAGAAGAATACTTATAAGGAGGCATATGAGGTGGAGGAGTTGACTTGTAGTAATATTCAGGTGGCGGTGGAGATTTATAAATATAAGTTGTAGACGGTGGAGGTGGTGATGTATAGTGATATAGTGGCGGAGGTGGAGACACGTAGACATATGGAGGTGGCGATTTCTTTGGAGGAGGTGGTGATTCATAGTAATAGGACGGA

P58-1_Contig-7226 not applicable not applicable 205 37.6 CATAGCTTCAATGCTTTACATTTAATGGCCTTCCATGTCCTCCCTTTTCCTTGACAAATTAGGGATTTTCGGAGCTCTTGATTTTAGGGTTTATGGGTTCTTGCTTGATTGAGATTGCAAAACCCACAATCTTCCAAAGTGTCATTGACTTAAAAGACAAATTTGGGATGGAAGATCGTCACAACTTTTATTCTCAGGCATTTTT

P58-1_Contig-808 not applicable not applicable 491 62.5 ACAGGGCTGTCGGCCTATCTACAGTGTCGTCATGGGACGCCCCTCCTCCTTTACACGGACTGGGGACCGTCCAGCAGAAGCTGGGTGGAGTTAGCGTTAACCTCGCCTCGGTGCAAACCGAGCCGGTCTCAAGCCCGGGTAAAGAGGGAGAGGCGTTGGTGTTGACGGGGGTCCTACGGGGTCCTGGTCGGTACCGTAAGGAAGTTGGAGCTGGCCAGACACGCGCGCGGAGACCCATTCATTTGGGAGCTCTCCGTCGCACCGTCTGACTCGGCGAGTCTCGGCTCGTCGAGCCGTATAACGCGCGATGCCAGTTCCTTCCGAGTAGTGCCACACGGGTACGGGGTCGGAGCCCTGCGCACCCTTTTCCAGCAAACCGTGGTCGTGTGACCACGCCGGGAAACCGGCGTGGCCGGCGGGAGCGCATAAAAGCCGAAGCCGACGCACTACTTCCTTACCCCATGGCGCACTGTCAGGTTGATCTGATGTTG

P58-1_Contig-830 not applicable not applicable 306 43.5 TGGTTTCCACCAATCTTACCAATATCGACACCCCCAGATTTCTCCTTTTTGTTTCCAAATTTAACATCTCCATTTTTCTGTATGCCTGATCCATTTGAGTTTCCTCCCGAGTTGAAGGAACTTCCAGGAGGGATGACTGCCACTGGGTAATTGTTGTAAGGTGGTGCAGGATAACCATAGTTTGGGGGTGGTGGGCAGTAATTGTTGGGTGGGATTGCGTAATTATAGGGCTGTTGAGGTCCTCCATATTGTGGGTTATTATATGCTTGATTTGGTGGACAAGGGTAAGCTTGCATTTTGTTTTAG

P58-1_Contig-8729 not applicable not applicable 201 38.3 TAGTTTCTTCAGACCGCTGATCATCATGAAACAAAAACCATGTTTTTCTCACATTGCCAAGATTCTTATTTCGATAGCTATCTTGACGGTAACCAGGATCCGTTTCTTTTATATCTTTGTGCTCTACGTCTTTATGATCTCTGAGTTTCTGTCGTTCAGCAGATACATTTGAGTCTTTGGAAACCTTCTCTTTTCCTGGCA

P58-1_Contig-965 not applicable not applicable 537 42.3 AAGTGGTGCCATAATGATGCCTGATGGTATTGCGCTCCATTGCAATTTCACAGCTAAACCAGCCAATCAGGATTCCGATTCTTCCATTAAGCTCTTCTTTGGCGAGATGCTCATTGGTCCAAACGATGTTCATATAGTCACTTATTGTGATATATTAAATGGTAAATCTCATGGCTGCAAGGATTGCGGAGAAAACGCCGACATTAAGCATCCCCCTGCTGAACTTTTAACGCGCAGTTATGATGATGTTTCCGATACTATACGTGAGATGTCGCCAAAGAGATGTGCTACTGTGCCTATTAATTCTGCAAAGAAGGAAAAAACTTTGGAATATGGTAGTTCAAATTTGGACAATGAATTCGAGTTTGATGCAATGGAATATCCTCAATCTCCGGTTTGTCCTCCCTACGAGTATCCCGAGGACGAGGAGGATCACATTGAAGGGCATCGTGATCAAACTCTTAGAGGTGCTCAAAGATTATTGGAGCACTACAACAATGAAAAGGGTACCAACTATGAGCTTGTAGAAGCGTTGAG

P58-2_Contig-1085 not applicable not applicable 793 32.5 AATGAATATTTGGTTTAGATTGGTCATCGAATCCGAATATTAACTATTCGGAGTCGTTATTTGACGAAGAAGTCCTGTACGATGTGTGATTAAATAAAAAAGGATGTTCTATAGAACGATTCCCCCTTTTTAGTTGATTTTATTCAACGATTGACCAAACGAAAATATTAATAAATAATAAATTGTATGAACTTAGATCAATCAAATCAATTTCTATGCAACGATTCGGCCCAATCAATTTATCCATTTATTATCTTATCAATTTAGGTTGCGTGATAATGATAAAGAAAGGGAAAGGATAATTTCGAAAAAAGGGGATTCATAAATGGTTCGTAGAGGCGAGGTCGAACTAGGTATATGGAATTGAATGGCTATAAGTTAACTCTTGTCAAGGGTTAGACGCATCCTTATCAAATCAGCTTGAATTGAAGATGAGGGAAGAGTTGGTTTACATTGTGGAAGAAAGACATGTATATGTGATATTAGACTAGTATCTCTTATATTTCTATTTCATTTGACCTACTACTGAAATTTGTAATTTCAATCGGGATTCCAATACAATAGAAGTCCTTCCGTCTCGTTGTGACTGTGAATTGAATGAATAAATGGATGAAATCCAGAAAAATTCCAAATAAAAGTTCGAATTCAGAAATGGAAGAACAAAAGTTGTATAGGAGTCACAAGAATTCTGTGGATGGAAACTAAAGATATCGAAGTAGTTCTGGCGATTCAATAAAGAATATTATTACTTGTACTTCAATTACTTCTCAATTCGATGGACTAGCGATGGAAT

P58-2_Contig-1131 not applicable not applicable 204 31.9 AAAAAGGCACTCAACACAAGGGCATGCTCGAGCATCATTAAAAAACTCCTTATCAATCTTGACTTGTTTCAATAAGAAAAAAATTCAACCGATTCGATTGACTAGTATCTAACAATCTAACAAATATGTAACAACAAAATCTAGTGGTAATATATTGACTTCACGCTAAAGGCTTTCAATTTGAGATTTATACAGTATACAGGA

P58-2_Contig-1464 not applicable not applicable 760 40.5 TATATTAATAAATGCTGATTGTCATTATCAATGATAGACAAACAAGCCGGATTTATTAAACCCCTTAATTGTAGGTTTATAAACCGAATGTTAAGCCCAAGGGTCTTTCCTTATGATAGGGTAACTGGTGCAGTTACCCACCCTCATACGATTCAAAGACCGGGCTTATGCTGTACTGTACCCACTGGTAATGAGCATTACATAGCTTATCTGTTTTCAGGTAAGTGTATGTTCACTCACCACCAGTAGTCATCCTAACCAGATGACGGTACTGTACAGATAATTCCCTGATCTTTGTTCTAGCTCCTCGAAGTCATTTAGACTACTGAGGAGTCCGTGCACGGTGGACCATTCACATGGTCCCACCGGACCACGAGAACCTAGATCTCGGATGATTCGATAAGTACTTAATCTTAGCCTATTGGTACGGCTAAGATGGACCCTCCTCAGGTGTCTAAATGGCACCGAGGAGAAGGTTCTTTGCACGCAGTTCCAAATGTTTGCTATGTGAGAATTAACTCACTATAGTATTATCATTATCAACCATCTCCTAGGTAGAATAGAAGGAGATCTTGTAGTTAATACTCCTTTATCCAATAAATGAGGAGGGCTTATATCTTAGTAATAAGATATATTGATTAGTTGATTTCTCACTAATCATGCCACTTCATCTTTAGATGGGTGGTAAATACTAAAGATCTCCGACTCTTACCTCGGGGGATATGATCAATGGTAATAAGCACTGGAATCTACACCATGC

P58-2_Contig-1487 not applicable not applicable 391 34.3 AACAAACGAATCAAAATCTCTTATCTGCTGATATAAATCACCCAAATTTTCCCCAGTAGAACAGAATAAGGGGATTGTTGATACTTGGTTGATTCTAAACATCTATTCTGGGGATTTTGTAAAAGATTGGAAATCTTTCAATCTAAAATTCAAAGAAAGATTATATTATAATGGTCGAAGCAAGACTTCCCGATTCCCTTCTACTGCTAATGTAATATCTATTGATTGGGTCTTGAATTTCATTGGCATAGCCGGCGGCTAACTAGTTGTGGAAAGTCCTTTATATAATCTACATATGCTTCAGAGAGACAATCGGGAAAGGGTACGGATTAGATCAAATAGGAAATAAAAGTATGTAATAGATAGCAATTGATCTTTGAAGTTAAAGGGC

P58-2_Contig-1679 not applicable not applicable 491 62.9 ACAGGGCTGTCGGCCTATCTACAGTGTCGTCATGGGACGCCCCTCCTCCTTTACACGGACTGGGGACCGTCCAGCAGAAGCTGGGTGGAGTTAGCGTTAACCTCGCCTCGGTGCAAACCGAGCCGGTCTCAAGCCCGGGTAAAGAGGGAGAGGCGTTGGTGTTGACGGGGGTCCTACGGGGTCCTGGTCGGTACCGTAAGGAAGTTGGAGCTGGCCAGACACGCGCGCGGAGACCCATTCACTTGGGAGCTCTCCGTCGCACCGTCTGACTCGGCGAGTCTCGGCTCGTCGAGCCGTATAACGCGCGATGCCAGTTCCTTCCGAGTAGTGCCACACGGGTACGGGGTCGGAGCCCTGCGCACCCTTCTCCAGCAAACCGTGGTCGTGTGACCACGCCGGGAAACCGGCGTGGCCGGCGGGAGCGCATAAAAGCCGAAGCCGACGCACTACTTCCTTACCCCATGGCGCACTGTCAGGTTGATCTGATGTTG

P58-2_Contig-225 not applicable not applicable 265 30.2 CGATTGAATAAATGGATCGAACCTTATGGTTCAAATTCTGAGGAAAGAAAGAACAACGAGTTTATTTTCATAATTTGAATGATTTCCCGGTCTAATTAGACGTTAAAAAAATATTAGTGCCCAATACGGGAAGGCTTTCTCCCAGGAATTTATTCTTGATTTTTTAATGAATCCTAAATATTACCATTCTCCATTCCATAATATAATGGAGATGTGTGTGTATAAGAAACAGTATATTGATAAAAAATTTCCAAAATCAAAAGAG

P58-2_Contig-2259 not applicable not applicable 344 37.5 GGGTCTCACCACAGCCGTCGCTGCACTTATAGAACTGGAGCTGCAAAGGATAGAACGGCAGAGCACAAGAATTTTTTTTTATATCTATAGCCTAGATAAAAAATTATTTTTTATAATAGCTATATCTAAGCGTATTTTTATTTTCGAAAATAAAAATACGCTTAGATATAGCTATTATAAAAAATAATTTTTTATCTAGGCTATAGATATAAAAAAAAATTCTTGTGCTCTGCCGTTCTATCCTTTGCAGCTCCAGTTCTATAAGTGCAGCGACGGCTGTGGTGAGACCCAGATAGCCCCTTGAGAGAGCCTGAGAGTGAGCGACGCTGTGCAGTTTACTATCC

P58-2_Contig-2811 not applicable not applicable 239 37.2 TAGTTCAGATTGTAGAGCTTCCAGCTGGAAGGTTTCAGATACTTTGCTTGGACAGCATATGGTTTGATTAATCATGTTTACCCTATAAATTTTTATTCCTTTGGGAATTTGTCTTTTTCTGTGAAGAGTTCTGTTTCCCAATTATTTTTCTGTCTGACTTGATGATCAGATTGCGGAAGCTATGCCAGCTGCAACGTTTCAGTTTCGTGTTCAGGTTCAATGGTATTGATCTTCTTGAA

P58-2_Contig-282 not applicable not applicable 439 43.1 AGAGAGGGCCTTCACCCCGAGGGAGCCGCCCACTTTAGATAAAAAATACCAAAAGAAAGAGCATGCCCCCGTTTTCAGGCAAATAATATAGAACATAAGCATAAGAGTTAGGACTAATATCAATTTCATGTAAACTTTGGTGAACTTCCCTCGAACCTGACTGAACCGACTTGAATCTGAACTACGATTCAGATCACGTCTAGGTCACCCCCGATATAAGACATTTCCTTAGATATTCTAGTTAGACCGCCTTCGCCTCTAGGAGAACGGAAACTCCTTTTCTCTCGGGATTCCCCTTTTCTTGCTAAAGACTTTGCGTACTAAGATGCAAGCTCGATAGGAATTAGGCTTTCACCCTTTAGCTTACCTTAACTGAACCCAATCCCATCCTTCTCGTTCGATCCAATTCCATAGCCTCTACTTTATTTCCTTCCTTATC

P58-2_Contig-3038 not applicable not applicable 455 36.9 ATCCATCAAGTTGCAAAGACCACACCGCAAAAACTCATGCACCTTCATGTTGATACTGATTTTGTATAAGAAACAACGTAGGCCATCACATCATATGGAAGACTCCGACTCTTGACAAGAAATGACAACCCCATTGATTCAGATGGTTGTGAAAAAGAAATAACATTCAATTCAATTAACCAATTTAGATAGATGCCAGAAATAAAGACACACCTCCATTTTCTTCCAGAATTCTAACTGATAAAGTCAATCACCAGCTCACATAACAACCCATTATCATCTGCAAAGAAAACAACAGGAAAGGTTCCTCCCACAAACTCATATGACCAAAAGAGAGAACATACAGTGTCAGAAAGAATATCCATTGCAAACTCCTGAATTTTTCCCCAGAGTTTGAGGTAGAATCTCACAGATCAATTAAGAATTCTCAATTCAGATGGTTGGGAAGAAAGAAT

P58-2_Contig-3138 not applicable not applicable 225 28.0 ATTGAATATCGTATGGAATTCAAATTAAGTAAAAAATAGAAAATTCTCTGTATCTTTCTTCGATCCGTGAAAGTGAAACGATATATTCTGACATTTCCGATTGATCGGAAGGAAAAAACTAACTATAAATAGACAAAAACTAAACATATATTTATTCGAGAATAATCTCGAAAGATATTTATTTCTTTTGCTCCGTTTTATGAGCAAGATGCAACAATAAGCTTA

P58-2_Contig-3259 not applicable not applicable 370 33.5 TTTATTTCGTCCTTTATTTATTTTCATTTCTTTGGACTCCGCAAGAATTTGTCGATATTTCCGATTAAATCTTTGTATTCCTAGTTATTCCATAGGAATAAATTGGCGAGTCTCTTCTGCCTAGAAGGGAGAAAACTTTGTGGTTATTTCAAATCACAACCTAAAAAAGCCATCTTCCATATATTGGTTTTCTTTGATTCCAAAACGGAATGCATTTCGATCTTATCTATCAAATAAGATTGCGATGATAGTGTGGTTTCCTGTACCAACTATTTCTATATCCATGCATCCCATATTTTTGTTCCGACAATGGGATAGAGAATGCATGCGTGAAAGAAGTTATCATTTTAAGTTTCCTAGTAGTTTATTG

P58-2_Contig-39 not applicable not applicable 226 49.1 ATCGCCAACCCAGATCGTCTTATTATCTTCGCTCGAAGTCTGAATCTGATTACCTTTTTGTGATTGTTGTTGATACTGCTGTGCTTGCTGTTGTTGATAATGATAAGGCATGTAGTGTGGCGGTGGTTGTTGGTACATCATCGCTGGATGATGCATCGCCATTGACGCAGCCGCCGCCGCGGGGTACTGCTGCATCGCTAACCATTGTTGTTGCTGGTACTGCTGC

P58-2_Contig-4776 not applicable not applicable 229 27.1 AATAAAAAAAATAAAGACAAGGAATTCTCGTTTTGACACTCTAGAAAACCCAAAAATAAAAAAAATTTTTAAAAAAAAAAAATGCTAAAAAATAGGAATCAAAAGCGTCCATAGTCTAATGGATAGGACAGAGGTCTTCTAAACCTTTGGTATAGGTTCAAATCCTATTGGACGCAATATATTTCCATATATTTTTTTCTATATCCATGTGAAAAACGGCATTTTTTTT

P58-2_Contig-4895 not applicable not applicable 210 51.9 TGTGGAGGGTACCCTTGAGGAGGATACCCTTGCTGGGGAGGATACTGTCCCGGTGGATATCCGTGATGACCACCAGAATGATGACCGCCAGAATGATGACCAGCTATACCACCCACAAGACTGGAAATGATTCCCTTGTCAGAACCATCCGAACCTTGTTGTGGAGGATATCCTTGTTGTTGTGGAGGATAATCAGCAGGCGGGTAACCC

P58-2_Contig-5245 not applicable not applicable 405 32.1 TTTGAATTACTATATTTTTTATTTCCAATATGAATCTCGGTATCTATTGAAAGAATCAAATCAATGAAGGAAAAGCGATAGATATAGGCATATTCAAAAAATCACGTAGTAATCTTTTTTAACATTCCCAAGAAGTAATTGAGTAAACCATTGACAGTAGTTCCACGGGCATCGAAAAGGAAGAGTAAATCTCACTGATTTTTAACGCCTGAACCATGATATGAAATAAGTCGATAAAGTATAAATCCAATTTCAAAAATTCGAAAGCGGTAAATGCGCAATATGTGACTCACCTGACGATCTTATTCGGCATAGTATCTCGTTAGACAATCACTATGTTTATATCCTTTCTTTTTCATACTTTCTCATACAAAGTGCGTATACACTTAACAAAGCTACTTCTTC

P58-2_Contig-675 not applicable not applicable 352 32.7 GAAGAAGTGGACTCTAGAGGTCCTAATCAATCGAGTTTAAGGAATCAATTTGTTTCAATTTTGTTATAGATCGTTCTGCAACACGTTTTTAGCTATTTAAAATATCTTCTCCAAATTCCATTGGGATTGACTGGAATAATTTATTAGAAGAATTCTACTCTGTCAATCAAACAGATATCTCGATGATTCCCATGTTTGTATTTCGAAATAAATGGGATTCACAAGAATTTGAATTTTTTTATTCCAACTGAATTCTTCGGCCAAATTTGTTATTGAAATCAACGGGCTTTTACCTAGCGTATATGATAAATACTGGGTAGGTTCAGACTCTTTTCCCTCTTTACTGTTCAAA

P58-2_Contig-793 not applicable not applicable 276 34.8 CTAGTTAGTGAAATAGAGTCTAACGTGTGATTTCCGCCGAACATAAAGGAAAAGGTTCTTAGGTCTGTAGAAACGTGATATATGGATATTTGAATTTTAGCAATTGAAAAATAGATCAGGATCCGCCGGATGACTTAAATTTTAAAATGAAGTCGGCGGATCTATATGTAATATGTATATCGATGTGGATAGTAGAATCGTATTGTATTAGGGGGTTCTTATTTTAGATCTAACCAAGTTGATGAATTACTCCTAAAGGTTCCCATCAAACTAGTG

P58-2_Contig-925 not applicable not applicable 491 62.9 GTTAACGCTAACTCCACCCAGCTTCTGCTGGACGGTCCCCAGTCCGTGTAAAGGAGGAGGGGCGTCCCATGACGACACTGTAGATAGGCCGACAGCCCTGTCAACATCAGATCAACCTGACAGTGCGCCATGGGGTAAGGAAGTAGTGCGTCGGCTTCGGCTTTTATGCGCTCCCGCCGGCCACGCCGGTTTCCCGGCGTGGTCACACGACCACGGTTTGCTGGAGAAGGGTGCGCAGGGCTCCGACCCCGTACCCGTGTGGCACTACTCGGAAGGAACTGGCATCGCGCGTTATACGGCTCGACGAGCCGAGACTCGCCGAGTCAGACGGTGCGACGGAGAGCTCCCAAGTGAATGGGTCTCCGCGCGCGTGTCTGGCCAGCTCCAACTTCCTTACGGTACCGACCAGGACCCCGTAGGACCCCCGTCAACACCAACGCCTCTCCCTCTTTACCCGGGCTTGAGACCGGCTCGGTTTGCACCGAGGCGAG

P59-1_Contig-6 not applicable not applicable 733 32.7 TATCTAGGTACGGTTGTCAAATGTAAAGTTTTTATACGCTTTTTAAGCGACCAGTACATCACATTACATGACGTACTATTACATTTAATGGTCTTTTTCCAGAACATTATGTACTCAAAATATCACAATGTTGTTAGACATATCTAAAGATTTTCTCATCGTTTAATCCTTTAGGACAAAACTTAGAGGCCGTTACTTTATTTAAATACCATAAGCTTAAGGCGAGGGGCTATCCCTTTTTCGTTACTCATGTCAGCATTCTCACTTGGGTTACCTAATAATTTAAGCATGCCTAAATTATTTATATACTCTTAAAAAGAATATGTCCAAGATTTACCCAACGTTCTGCTACCCCATAAATAAAAATACTTAAGATAATAATTTGGTATAAATCTTAAAATAGGTTTATTTATAGACAAGGTTTCGGTATATTGTTTTAGATCCGTTAAATTTTCGGTGCTTTCAACTTTTAATGTTAAACCAGTGCTCTGTTACGAGGTCTTCAAAAAATAGCCGCTTCTAAGCCTATTTCCTGATTGTTTTTAAAAAAAACATCCTTAATTTCACTTAACAATAATTTTGGAACCTTAACTCTTGTTCTGGGCTGTTTCCCTTTAGACATACAACCTTATCGTACTATGTCCGATTATGCAAAATCCATCATTGCCCTTCCGAGTGCGAATACTCACCGATAAAATCCTCACGATTCCCCGATATATGCAAAATTATTTCT

P59-1_Contig-93 not applicable not applicable 260 29.6 ATAATGACATGTTTGCTTCTTTATTTTTTTTTTTACTCCATATTGGAGATAAAAAAAAAAAGCTAGGGAAAACAAAGCTCTAACCACTGATATATTAAATAAGTAAAACGGGCAATAACCTGTTTGAATATAAGGGGAACCTTCCTCTAAGCCTTAATATAATATACAAGTAATAGAGAAAAGTACTGTGAAGGAAAGGTTGAAATAGTAGTTTTATAAGCAGCTCAAGTTTAAATAAATAGTAAGAGCGTACCTTTTGC

P59-2_Contig-89 not applicable not applicable 246 43.9 AGAAAAGCTTGAAGAACCATTGGTTGGAGAGACGACCGAAGAACCGACAATTGAGGAGAAACCTGAAAAAACAGCAACTGAAGAAACACCTAAGGAACCATCATTTGAAGAGAAACATGACGAACCAACCGTTGAAGAGGAGAAACCTGAAGAATCAAAATTTGAGGAGAAATCTGAAGTACCAGCTGAGGAGAAACCTCAAGAACCGGCGGCTGAAGAGAAACCTGAAAACCCAACAGTTGGAGG

P59-3_Contig-116 not applicable not applicable 215 33.0 TTATTTACTATTTATATCTTTGTTAGACCTGACCGTTGATTGTTACGATCATAAATATTGGTCGCCTTTTTCCAGAACACTGTTTACTCACACATCACAACGTGCTGATTTTTTTTTTACACGAAGCTAGTCTTTAAATTTTCAATGTTGTTAGACATACCTGAAGATTTTTCTCATCGTTTAATCCTTTAGGACAAAACTTAGAGGCCGTTACT

P59-3_Contig-25 not applicable not applicable 759 34.3 TTATATGCTTTTCCAGAACATTTTACTCCATTTCTTTATGTTGTCACATATAATCTCCTCATCATTTTATCCTTTAGGTTAAATTTAGAGACCGAATCACTTTACCATAAGCTTAAGGCGAGGGGCTATCCCTTTTTCGTTACTCATGTCAGCATTCTCACTTGGGGTCATCTTGTTAACAAGTCATTATACCACCTCTAACAAATAAGTCTTGAACCTACTTGGTTTAGATAATAAACAATCGAGTTAACCTACTTAATATTAAAAACATTAAGTCTAAGACATGCCCAACGTTCTGCTACCCCATAAATAAAAATACTTAAGATAATAATTTGGTATAAATCTTAAAATAGGTTTATTTATAGACAAGGTTTCGGTATATTGTTTTAGATCCGTTAAATTTTCGGTGCTTTCAACTTTTAATGTTAAACCAGTGCTCTGTTACGAGGTCTTCAAAAAATGGCCGCTTCTAAGCCTATTTCCTGGTTGTATTTGAAGAAAACTTCCTTATTTTCACTTAACAATAATTTTGGAACCTTAACTCTTGTTCTGGGCTGTTTCCCTTTTGACATACAACCTTATCGTACTATGTCCGATTATGCAAAATCCATCATTGCCCTTTCGAGAGCAAATTCTCGCCGATAAAATCTTCACGATTCCCCGATGTATACAAAACCATGTTGCTATCGTTAAGAAAACAACATAATTTGTCCGAGATCACAGTTCTGTACCTGCTATGATGTAATTCACATTACCTAC

P60_Contig-1006 not applicable not applicable 458 39.5 TTAAGATCGGTTATTATGTTCATGACGAAAATTCCAGGTTGCTTTTTTCTTGTATGTTCTTATCTACTATCATGGTTATATCTCGACAGCTATATGTTATGGCAGATACATCAGGTTATTGGTTGATCGGTTGGCTAAGTTATCACAAGATGGTTAACCAAGGAGTTACTGATCCATAGGGTTATTGGTGGGGAGAAACTTTGGGCAGACATTATTGGCCTATGATTCCAGGTTCTTCCTCTCCTGTGTTCGTCTAAGCGGTTTCAGGTTCAGGTTTTTTTTCTAGTATATTCTTTATTTGGGCACGTCGGCTTGGCCGGATGATAGCCTAGGGACGATAAGTTATGATTAGGTTTTATTTATTGAGGAGATGCAATTCCAGGTTAAATTAAAACTTTGACTGCAAATCTACTTGATGTGTCAGATCGATGGGGTTATTGGTCCATGTGTGCGAGAAG

P60_Contig-113 not applicable not applicable 780 46.4 ACTACTAGCGGCTACTTAGCAATATCCTCCTCATATGTGAGGCTCCGTCACCGCCCACAAAAGAATTGCAAACCCATTTCCATTCACGCATCCCACAAATGATTCGAATCCAAAGGGGTGACAGTTGCATGGCAAGGTAGATGGACGAGTTCACAAAGCAGTGCTTCTCCCTAACGCACTAGTACTAGACAATGGCACACGAGAGGGCAGTAAGAACTCAGGCCGCTCGCTACTATGTCCATCTCCTCACACTTACATTGGAAAGACCCAGAGAATTTCGCGAGTCCTAACAACAGATAATCACGAGTCCCGTCAATCGCACAACCTACACAAAACGATTCGTAAGTCTTTCGCCCACAATGACAGAAGAAAAGAGTCAGAAGCCTTGTCACATGCATTTCTAATGACCAAATAACGGCACGCAATGTGCTCACGCCACCCAACCACCAAATCTGCGAACGCAACAACTTATCCCCTCAACCATCTCATGCAAACTACTAAACAGCTCCTCGAATCTATCAGTCATACTATATTTTCAAGACAAGCAAATACGTCCGTCACCTAGCCTACTACTCAAAAATGTCGTCACACTTCCAATGCACACGGCATTTGAGAATTCAAAAGCCTTCCACACGCATTCGCAACCAAAACGACTCAAAAGCCTTTCAAACGCACTGACAATATCTGTGAAAATTAGTATGGCATCCTCAACCTGTTCCCTCGCACGCCAATCGGCAAGGGACCCTATACATGTATTTCACATCCACGATCGTACGGCGT

P60_Contig-1436 not applicable not applicable 305 39.3 TTATCTGGCCTTGTGGATACAACATAATGTTCATTTGTAGCAGGGCTATGTCCCCTTATAGTTTACACTTACAGGTTTCTACAATTTTTTCTCTTTTTGTTGTGTCATAATTTCTCTTTACACTCCTAATTAGAAGGCATGGGTGGTACTTAATATTTGTTTCCCGCATGTAGAACCAAATAGAACAATGGAAGATGGGATTCTGTTTGCTGGTACATGGGCTCGGTCCCTAATGACCTTTCTCCTCTGCTGGTTCATGATCTTCACACTATTTCTTTCTGGTCGGATTGCGTGCATTTATAAGC

P60_Contig-1537 Taraxacum viroid-like circular RNA 1 (+) strand 447 46.1 GATACACATCTCTCGACGGCTAGTTTTCCGACCAGGCTGTCGACTTCAAGAAGTGGATTACCCTTCCTACAGGGTTTATCTCCTCTTGAAGGAGCTCCTCTTAGAGAGGGGGTCTAAAGGTTTTTCCGAAACCTTTATCGGCTAGTCTTTTTCGGTAACTAGTTAACCGTAGGTAGATGTGTGTCTACCCTGATGAGTTCGAAAGAACGAAACGGTTAAGAACCTCTTCCTTAATCGGAGACTGGTTCCAACACAATTTGTAGAGTCTAAGCGAGCCTCCCCAGATCTAATCTGGTTTGAGTCTTAGAACTGACCTACATCTCTACCTTTCAGTAGAGTATAGTGTTAGAACCTCCTCTTCTATTCTGGTGGATAGGGAAAGGCTTTCACCTTTCTCCTCTCCGAAGGAGGGTCTTGCCGTTTCGTCCTTTTGGACTCATCGGGAGA

P60_Contig-234 not applicable not applicable 531 50.8 TGATACGTGTGTCAACTGGTTTCGCCCTGCCATGGGCTCATCAGGGAGGCGGCACTAGCCCCCGACCAGTTGTGTCGTACCCACATGGTACGGATAGACAAAACCTTCTGAGCTAGCTCGGCTCCCCACTGAGTGAGCATAGCAGGTGAAACAGTGACACGTCTTCGGTCTTCGGCCTTCATGGTTACGGCGAAATATCTGAGCCGTAACACCCTCTCGGACTTGATGAAATCGGAACGTCCTCGTTCCAGGAGAAAGGACTCAACCCGCCGCGCAACTATCCAACTCTCTGGTACGTCCTCGTCAACCTTATCCGCGTGTCATCGCGCAGCCATGCTCCGTCCCCATAAATGAACAATACTATCTTCAATCGTTGATGACGAATGAATGCTATTATATTGAGAAGATGACTCCCGTTTGAGTCCTCGACCTTCGACCATCGCCAATGCTATCAAATTGACTTGCTAGATCACCATAGCCATCGCACCACTATCAATCTTCTTTATGATCTCCATGTGTCGAACGAAGCTC

P60_Contig-2553 not applicable not applicable 225 28.9 TGAATTTTTCTACGAAGAGTACTGAACAAAAGTTGGTTTGTTCATCCACAACTGGAAAAAGATCGATTGGGTCCATTGAAATGAAATATGTTTTTGCTTTGATATTATACTTTAAACGATCCCAAATAATGGGCTTATAGTAATGATTGTCTTTTGATGAAGCAATCAGTCAGTTAAAACAATAACGAGGAATTTCAAATCAAAAATAATACAATTTTTTGTATT

P60_Contig-308 not applicable not applicable 773 52.3 TGACGAGGACGTACCAGAGAGTTGGATAGTTGCGCGGCGAGTTGAGTCCTTTCTCCTGGAACGAGGATGTTCCGATTTCATCAAGTCCGAGAGGGTGTTACGGCTCAGATATTTCGCCGTAACCATGAAGGCCGAAGACCGAAGACGTGTCACTGTTTCACCTGCTATGCTCACTCAGTGGGGAGCCGAGCTAGCTCAGAAGGTTTTGTCTATCCGTACCATGTGGGTACGACACAACTGGTCGGGGGCTAGTGCCGCCTCCCTGATGAGCCCATGGCAGGGCGAAACCAGTTGACACACGTATCAAGGCAAGAGCGTTACCGGGATACCCTTTCCGCACATTAAGCCCGGGACGTATCATGGACTAAGAGCATCATGTCCGCTCAACCCGTAATCATGTCGTTAGCCTCTCTGCGTACTTGGCCCTTATCCGAATGCAAGCGCCCGTGCCCAATCCGAGTCCCAATTGACGGCTTACTCGACCCTGTACGCAGGTCAAGTCGGGTGCCGCACGGGTCCTGAAGTTGATCCCGTGACAGGTGGTATCAGAGCTTCGTTCGACACATGGAGATCATAAAGAAGATTGATAGTGGTGCGATGGCTATGGTGATCTAGCAAGTCAATTTGATAGCATTGGCGATGGTCGAAGGTCGAGGACTCAAACGGGAGTCATCTTCTCAATATAATAGCATTCATTCGTCATCAACGATTGAAGATAGTATTGTTCATTTATGGGGACGGAGCATGGCTGCGCGATGACACGCGGATAAGGT

P60_Contig-396 not applicable not applicable 245 52.2 ACGATTCAAGAGGGATGATAGTTGCATGGCCTTGGCAGCGATCGTTTCGAAAGCGCCGCCCACAGTTCCCGTATATCGCGGCAAGCGTAGGGACTAAGGAAAAGTGGACGAGGATACAAGGTCCTACACGCCGGCTACTCGGTTCAAGCCGCCTCAGCACTTACATCGGACAGACCCAAAGAATTTCGCTGGCTTATGATGACAGATAATCACAAGTCTCGTCGAAGGCGCACAACCTACACAAA

P60_Contig-4789 not applicable not applicable 248 55.2 TCGAAAGACCTCTGAAGCGGTTGAGGGGCAGCTTTCCGAAAGGATAGCAGGTAGGCCGCGCATGCTAACTAAAGAACCAAAACCACACCTCTGGGCGCCCGGGCCGACCGACCGGCTACGGGATCGTATTTTTTTTCCTTTGCCTATAAAAAGAGGGAGAGAGATATCTCGTCAGGGAGTAGGTCAGGTTGCCGAATTGGGGGTCGCGCCCTTTCGGATTGATAGGAGCGGAGCAGGCGGGTACAAGA

P60_Contig-4864 Taraxacum viroid-like circular RNA 1 (-) strand 447 46.1 CTATACTCTACTGAAAGGTAGAGATGTAGGTCAGTTCTAAGACTCAAACCAGATTAGATCTGGGGAGGCTCGCTTAGACTCTACAAATTGTGTTGGAACCAGTCTCCGATTAAGGAAGAGGTTCTTAACCGTTTCGTTCTTTCGAACTCATCAGGGTAGACACACATCTACCTACGGTTAACTAGTTACCGAAAAAGACTAGCCGATAAAGGTTTCGGAAAAACCTTTAGACCCCCTCTCTAAGAGGAGCTCCTTCAAGAGGAGATAAACCCTGTAGGAAGGGTAATCCACTTCTTGAAGTCGACAGCCTGGTCGGAAAACTAGCCGTCGAGAGATGTGTATCTCTCCCGATGAGTCCAAAAGGACGAAACGGCAAGACCCTCCTTCGGAGAGGAGAAAGGTGAAAGCCTTTCCCTATCCACCAGAATAGAAGAGGAGGTTCTAACA

P60_Contig-578 not applicable not applicable 368 37.5 TGAGATCTTATGTCCCAGAAATAAGAGGATTTTAGTTTCGTCTATGTAGGTTTGACCAGTGCCAAATACAGTGGTGCAGGGTTTTATGACCATTCTGCTGGTTATTCTTTGATTTGTATAATCTCTTCAACTTTAAACAATACTGGATATTCATCTTTCAATGTGACACGAACTCAATGTTTGCCCTTATGGTGATAGGAGTACAAGAACTTCTGACTGTTGTCTTTTGTGGTTTGTTGTCATACATGCTTTGGAGAAGGAACAACACGATGTTGGCCCCTGCAGTTAAAACTGTATTATGCTGTCTGCCAAAAACTTCCCATTTTTGCTAGTAGTTCCTTAATAAACCAACATCCTTAATAGGTTTC

P60_Contig-789 not applicable not applicable 282 38.7 GTTTAATGGTTTTAGGTTCATCCTCTGGTTATCGTTTCGCAAGCCATCTGTTATGGTCAATCTGTCACGGTTTCAGCTCGTATCGTCTGCGTTATGTGATTCGGATTCGAAAGCTGTTTATAACGATATGGAACGATGAGTATGATTTCGAAATTTGTTTCCATAGATCAGATCTAGATAATATATTATCTGTTTTCAGGTATTAGGTTTTCTAGGTTCATCCTCTCGTTTGCTAGCCACCTGTTAAGGTCCATCAGGTTATTGCTATCTGAATTGTTCCGT

P60_Contig-809 not applicable not applicable 367 44.7 TACCCCCTCGGCAACATGCGTGAGAAAGCAATCATAAGACAGAACAACCCCCAGAATGCACCACACGATACGAAATCATGAACCCACCAAATGATTGTTTAAAAATGTTTTGTACAAAAAATATTCGTGGTTTTCACCATATAATCATCGTAAGGGACAGGGAAACCCTTGAGTTTATCGGCAGGCTGTAAAAAATTTGACCGCGCTAGAGTCGATGATGTTTCTCCAGAACGCGTTGCGCAGTGACCCGAGTTATCACCACTCGGAAGGATCTCAGCATGGATTGATTAGGATGGCTCAAGACAACCATATAATCGATTCACAAGTCGATCATGTGCTATACACCTTACCGTGCACCAACCCACCG

P60_Contig-8442 not applicable not applicable 275 48.0 ACAGCATTACCACACGCGGGGAATTCAACACGAGAAACAGTCTTTTCGCCATCAACAGCATATGCCGCTGAAGCCAAACAATGAGAACACATCAATTGCCAACAGTTTCCTACAATGAAAGGGATCCCGCCAACCTACATGAAAGTTATGCCGCTCACACGCTCTGAAGAGCTAGGCAAGATCCTTTTCAACAGGCATTGAAACTGGTCGAATCAATTGCGCCAACAAAGCAAACCAACGCTTTGCACCGCTCAACGCGAAAAACCGAGGAGGCA

P60_Contig-931 not applicable not applicable 273 42.5 GTTGCTGCGGTTACTATGGAAGGTGTAGGTGCTGCGCTACCGCGGCCGAGGCCACCGCTGAAGCTTCAAAGGCAACTCAGCCACAGAACTGATCAATTCGATTTGATCACTGCTTTGTTGTCCGAACCAAACTTGGTTTGGGCTTTTTACTTTCAGAAATAGTGCATATATGCATGCTTGTATGCAGAAATAAAAAGAGTAATTAATCCTTGCTATGTAATCTACTTATTCGACTATATGTACCCTTTTATACGGGTGGATGTTGTTGTTGTT
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P06_Contig-1008 plant associated viroid-like circular RNA 2 (-) strand 491 62.3 ACAGGGCTGTCGGCCTATCTACGGTGTCGTCATGGGACGCCCCTCCTCCTTTTCACGGACTGGGGACCGTCCAGCTGAAGCTGGGTGGAGTTAGCGTTAACCTCGCCTCGGTGTAAACCGAGCCGGTCTCAAGCCCGGGTTAAGAGGGAGAGGCGTTGGTGTTGACGGGGGTCCTACGGGGTCCTGGTCGGTACCGTAAGGAAGTTGGAGCTGGCCAGACACGCGCGCGGAGACCCATTCATTTGGGAGCTCTCCGCCGCACCGTCTGACTCGGCGAGTCTCGGCTCGTCGAGCCGTATAACGCGCGATGCCAGTTCCTTCCGAGTAGTGCCACACGGGTACGGGGTCGGAGCTCTGCGCACCCTTTTCCAGCAAACCGTGGTCGTGTGACCACGTCGGGAAACCGGCGTGGCCGGCGGGAGCGCATAAAAGCCGAAGCCGATGCACTACTTCCTTACCCCATGGCGCACCGTCAGGTTGATCTGATGTTG

P06_Contig-131 plant associated viroid-like circular RNA 2 (+) strand 491 62.3 TAACTCCACCCAGCTTCAGCTGGACGGTCCCCAGTCCGTGAAAAGGAGGAGGGGCGTCCCATGACGACACCGTAGATAGGCCGACAGCCCTGTCAACATCAGATCAACCTGACGGTGCGCCATGGGGTAAGGAAGTAGTGCATCGGCTTCGGCTTTTATGCGCTCCCGCCGGCCACGCCGGTTTCCCGACGTGGTCACACGACCACGGTTTGCTGGAAAAGGGTGCGCAGAGCTCCGACCCCGTACCCGTGTGGCACTACTCGGAAGGAACTGGCATCGCGCGTTATACGGCTCGACGAGCCGAGACTCGCCGAGTCAGACGGTGCGGCGGAGAGCTCCCAAATGAATGGGTCTCCGCGCGCGTGTCTGGCCAGCTCCAACTTCCTTACGGTACCGACCAGGACCCCGTAGGACCCCCGTCAACACCAACGCCTCTCCCTCTTAACCCGGGCTTGAGACCGGCTCGGTTTACACCGAGGCGAGGTTAACGC

P06_Contig-16 plant associated viroid-like circular RNA 1 (+) strand 541 52.7 CTTGTGACCGGCGCGAGGCGGCCCTCCGTAAACGGAGGCCGTAACAACACGGCTGCATTTGGACTAGTGGTTCCCTCCTTCCCATCATCTCCAGAGGGCTTCCTGCTTGGACGGATAAAGGTCACACTCACATCACTATCTATAGTGGATGCAAGCCACGCAACGATTACTCGAAGCGTGAGTCAGTTCAGACCTCTTCTCTCGGGGTTGGTTCTTTCACTTGCGAACTTAGCTAAAGTTCTACCAACGGCCTGGTATTGGCCCGAGGAAGGACGCATTGTTAAGAGGCGCCGGTGATTGGATCGAACTCCTTTTATGAGGAGCCAGGTCTGAATGACCGTTCTAAATCCGCCACTCCGCCCGAAGGGGAGTGCAGGTCTCAAGCCCTGATGAAGGATGAGAGGAACGACTAGCGTCTATAGCAGCTAAGCTATTGTCGCGTCACCACACCTGTCCGTAAAGGCATGGTGGACTTAAGCTATTAGACGTTTTGTCTTTTAGAAGGTCCCACTCTGCATCACTTCCTAAGAAGTGTCCCGGG

P06_Contig-4077 not applicable not applicable 231 27.7 TATATAATATAGACAAAATTTAAAATTTTAATGATAGATCTAATGATAAAAAATATTGTGTCAGCCGGGGAAGCAGGAAAAGGGAATTAAGTGATTCGCCTTTTTTATTCTATCTTTGAAAGGTTGAAAAATACTATATGTTCGTAATCTACTAATCTAATTAAGTTCATTTTTCAAAAACACGATAAAATTACGTCCTACACGATTAGTAACGATAGCATCGATAGCATT

P06_Contig-4110 plant associated viroid-like circular RNA 1 (-) strand 541 52.7 CGCGCCGGTCACAAGCCCGGGACACTTCTTAGGAAGTGATGCAGAGTGGGACCTTCTAAAAGACAAAACGTCTAATAGCTTAAGTCCACCATGCCTTTACGGACAGGTGTGGTGACGCGACAATAGCTTAGCTGCTATAGACGCTAGTCGTTCCTCTCATCCTTCATCAGGGCTTGAGACCTGCACTCCCCTTCGGGCGGAGTGGCGGATTTAGAACGGTCATTCAGACCTGGCTCCTCATAAAAGGAGTTCGATCCAATCACCGGCGCCTCTTAACAATGCGTCCTTCCTCGGGCCAATACCAGGCCGTTGGTAGAACTTTAGCTAAGTTCGCAAGTGAAAGAACCAACCCCGAGAGAAGAGGTCTGAACTGACTCACGCTTCGAGTAATCGTTGCGTGGCTTGCATCCACTATAGATAGTGATGTGAGTGTGACCTTTATCCGTCCAAGCAGGAAGCCCTCTGGAGATGATGGGAAGGAGGGAACCACTAGTCCAAATGCAGCCGTGTTGTTACGGCCTCCGTTTACGGAGGGCCGCCT

P06_Contig-653 not applicable not applicable 319 48.6 GGAGGTGACCCGTAGTAGCAATCGGTAGTCGGTATTTACGTAATGACCCCCTGGCCATATGGTAGCATATGGTCTGCGAAGGACGGAGGTGATTGGCTCGGGTGGGAGGTGCTGGTTTCGGTAGTGAATCATGTCTGCTTGATAGATTTCGTAGAAAATGCTTTGTATTTGTACACCAGTGGATTGCATGGATTCACACAATGACTATGCGGTTCCCGTTGTGTGCAACGACTTGGCAATCATATGGTCTTTTTGGCAGACGATCTAGTATTCAAGCTTGAGCCAGTATCGGTCCATCAGGTTTTGTCTGGCGCGTGTG

P07_Contig-1 not applicable not applicable 766 27.9 CAACACCATTTTATGTCTCCTCTCCTTATCTTATATTCATCGATAAGGATGGCACACCTTATCCCTAAGTTACGGTGTCATTTTGCCGAGTTCCTTAATGATTGTTAGCTCAAACGCCTTCGTATTCTCTACTAGCTTACTTGTGGTAGTTTTTAGGTACGGTTTTAGTATATACAAGGAAGTAGTATCTTCTTTTTAGTTTATAACCTAGAACAATTTCTCCATTTCCTCATTGCTCCTTTCTTGTATATTATATTAAGGCTTAGAGGAAGGTTCCCCTATATTCAAACAGATTAATCCATTTTACTTTTAGGCTTTTCTACTTTCATTCACACTACTAATAGAATCTCGTTTGATTTATTTTCCTAAAGCTACTAAGATACTTCAATTCACTTCGTTTTTTTTTTTTTTTATAAAAAAAAAAAAAACAAGGAAAAATAAAACTTCAACTGTTTAAAAAAAACATAACTCAATGAATATTAATAATGAGCAATTTCTGCTCAATGAGCAATTAAATAGCCGCAGTATATTAACTGTGCTAAGGTAGCATAATAATTAGTTTTTTAATTAAAAACTAGAATGAATGAAAAAATGAAGGTTTAACTTTTTTTGTTTAAAAGATAAAAATTAAACTTTAAGTTAAAAAGCTTAAATAAATAAAAAAGACAAAAAGACCCTTTAGAACTTTATAAAAAGCAAATTATAACAAAAACGCCTTTTATTTGGTTGGGGAGACAATAAAACACAAACAACTTATATTAAAACC

P07_Contig-16 not applicable not applicable 441 32.2 TAATAAACTTATTATATTAACTCTCATTCCTGCAAGTTGCTGGTTCAGCCGTTAGGCCATTGACCAAGATTCCTCACTGCTGTACTAGACGTATTGGGGTTTTTTCAGACCCAGTGTGGCCAATAGACCTCTCAGTCCTGACTACGGACACAAGCTAAATATGCCATTACCATACTTACTACTTATCCGGCGGTTATTAATAATCAACTAGGAGCGAAATACTCTTTCTTTTAAACCACTTATTATTGCTATAATTAACCTAACTTTATTTATACAAAATCTAACTGGGGTAAAAATTATCATTATTATAAATAAAGAATAACAAATTGTTCTTATAAGGGATTTATTTTGCCTTACTCTTAGGTAGCCATAATACCAATTACTCACCTGTACACCACTTCAATATAGCTAATTAAAAAAAAAAAATGAAAAAAAAAAAAA

P08_Contig-1504 not applicable not applicable 342 48.8 AAAAAATATGGCCTACTCAAAGGCTTTACTCCTTGGTTTCCTCTTAGCGATAACTCTACTCATTTCTTCTGAGGTGTCAGCTCGTATGCTTGCTGAGACTACTCAAAACACTCCGTCCGAGGAGGAGGCCAAGTATTACCATGGCGGTGGTGGCTATTACCATGGAGGAGGTGGCTACCACGGAGGAGGTGGCTATCATGGAGGAGGTGGGTATCACGGTGGAGGATACCACGGTGGACACGGTGGCCATTACCCACCCCAAGAAAAGGATACCAAGACAGCCGAAGAGCAGAAGGGTAATTGATTTGAGCTGTATCTATACCCAATGCAAGTGAAAAAAAA

P08_Contig-3034 not applicable not applicable 210 51.9 CATGGAAGCCCACAAGTCCATGGCAGCCAACACGGCCATGGAAGCCCACAGATGCATGGCAACCCACACGGAAATGGCCATGGGAGTCCACATGCTCTTGGGAAACCACAGGGCTATGGAAATTCACATGGCTATGGTAATCCCCACGGCTATGAAAACTCATTCAACCATGGAAGCCCACAAGGCCATGGCTATGAGAACTCATTTAAC

P08_Contig-40 not applicable not applicable 315 26.7 AAAAAACATTTCTTACTGTAGAAATAAAAGAAATAAAAAATAGATGGAAAAAATTGCGTCCAATAGGATTTGAACCTATACCAAAGGTTTAGAAGACCTCTGTCCTATCCATTAGACAATGGACGCCATTCATTCCGATTTTTCGTATTCTTGTGTTTGATTGAACACAAAAAATCGGATGGTATGTGAGAAATTTTTTGGAATTGTATATTCAATGATTCATTAATTCGAATCATAATTATTATCTATATAATATTATATATAATAATATGAATTAAAATGAATAGAAGCTCTGATAGAATATTTTGAAAAGGG

P08_Contig-437 not applicable not applicable 293 57.3 TGACATCGGTTGCGGTTGCGTTGCCTCTGTGCACTGAGTCGCGTGTATTGCCTTGGTGATGTGCTCTTACTCACATCTGACCACAGACGTGTATGCTCCTCGTGGGTGTGCACCGAGGACGGTGTGTGTGGACTCTCGTGTGCCCCCGACGGTGCTCGACCTTTGTTGCCCCGACCCAGGCTTCCCTTGAAAATCGGTGTTTCGAAGGATTATCAGGGTTAATGCCCGTCCAGTGACTGGTTTTGCAAGGCGCAGCCCACGGATATGCCGATGCTCCCTTGGAGCGGACGCAT

P08_Contig-450 not applicable not applicable 434 33.2 TTGGTTTAGATTGGTCATCGAATCCGAATATTAACTATTCGGAGTCGTTATTTGACGAAGAAGTCTTGTACGATGTGTGATTAAATAAAAAAGGATGTTCTATAGAACGATTCCCCCTTTTTAGTTGATTTTATTCAACGATTGACCAAACGAAAATATTAATAAATAATAAATTGTATGAACTTAGATCAATCAAATCAATTTCTATGCAACGATTCGGCCCAATCAATTTATCCATTTATTATCTTATCAATTTAGGTTGCGTGATAATGATAAAGAAAGGGAAAGGATAATTTCGAAAAAAGGGGATTCATAAATGGTTCGTAGAGGCGAGGTCGAACTAGGTATATGGAATTGAATGGCTATAAGTTAACTCTTGTCAAGGGTTAGACGCATCCTTATCAAATCAGCTTGAATTGAAGATGAGGGAAGAG

P08_Contig-4656 not applicable not applicable 206 26.7 AAAATAGTTGACGGCTTCATGCATATTACTCGATTGATTAACATAAGAGTTTGAAATAACTTCTACTTACAAAAAAGGATTTATTTAAAAATAGGAATCCTTTATGATATAAAATAGATATATTACCACTTGGTTTTTTTTAAACGGAGCCTGGATACTTCATTTTTTGAGTCCAACCAAAGTTAACCATAAATTATTCTAAAATG

P09_Contig-16 not applicable not applicable 212 45.8 GTGAAAAGAAGCGGCCTATCATACTGAACAACTTTTGTTTTGGAACCATTTCTGTATCTCCAATAGTTTAGGTGGGCTCCTGGTGGTACACCTGGTGGTCTACATCTATACTCCAGACCCTCGAATGGTGATAAAAAGTAGCCTATGTCCGTTCTCGGTATGCTAGCAATCTCTGTGCCAAGTTTCATGAAGATCGGTTCAGCGGTTTGGCC

P10_Contig-16 not applicable not applicable 494 59.1 GTTGGGATATCGGAGTAGCAATCTCCGGCGTAAAGGCGCACCGAACCTTTACGTCAGGGATTTGCTCGCCTTAGCGCATAATCTCCCTGACCCCAACGTCTTCGCAACGTTGTCCATCACGCCACTCCCTCTTTATCCGGGCTTGTGACCGGTCGGGTTCCCCAATGAAGGGTACCCGAGCGAGGTTAGCGTAACTCCACCCCTTCCCTCACGGGAAGGTGCCGGTCCCCAGTCCGGATAAAGGAGGAGGGCGCAGATGTTAGGGAGTTTGCAAGCAATACGGATAGGCAATAGCCGAAACTACCACCCATACCCTCCGGAATGCTTGCTGCTCCCGCGTCGCGAACCACCATTCCCCCTCGTCGCGGCACTTTGTACCAACGCGAGTAAGGGGAGCTCGCCTGAGTCCTGACGCACTCAAGGGCGAGTCATAGCGGGGAAGATGCTCCCGATGGAAGGGTGTGGGGGGTCCATCCGCTATGGGTGTGGTGCAC

P10_Contig-43 not applicable not applicable 494 59.1 TATTGCCTATCCGTATTGCTTGCAAACTCCCTAACATCTGCGCCCTCCTCCTTTATCCGGACTGGGGACCGGCACCTTCCCGTGAGGGAAGGGGTGGAGTTACGCTAACCTCGCTCGGGTACCCTTCATTGGGGAACCCGACCGGTCACAAGCCCGGATAAAGAGGGAGTGGCGTGATGGACAACGTTGCGAAGACGTTGGGGTCAGGGAGATTATGCGCTAAGGCGAGCAAATCCCTGACGTAAAGGTTCGGTGCGCCTTTACGCCGGAGATTGCTACTCCGATATCCCAACGTGCACCACACCCATAGCGGATGGACCCCCCACACCCTTCCATCGGGAGCATCTTCCCCGCTATGACTCGCCCTTGAGTGCGTCAGGACTCAGGCGAGCTCCCCTTACTCGCGTTGGTACAAAGTGCCGCGACGAGGGGGAATGGTGGTTCGCGACGCGGGAGCAGCAAGCATTCCGGAGGGTATGGGTGGTAGTTTCGGC

P11_Contig-1 not applicable not applicable 752 32.0 GCTCTTTGCCTCCCCCCCCGCTGTGTAATATTCGTTTTTTCCTTTAAAGTCCTGCCAGGGGGTAAAATTATTTTTCCCCTATTTTTTAAAGCATCCTTGAGAAAGAAACCTTAGGCTCCCCTTGCCTCCTATTGATAGGGCACACACCGAAGGTTTCCGCAAAGGCAAACATCAGGTTATATATTATAAGATCACCCTCTTCCAGATATAATATAAGGCATTTATTAACCTCACTTTAAGGTAGCCAAAATATCCTTTACTCACCTGTACACCACTTCAATATACATAATTTATATAAATTAAATAAATAAGAGCACTTATTTATTTAACTAGTAGTAACACTTGTGTATAGATGGGAATATTATGCAGGAAACCCTAAATAATAAATTATATTTTTCTGTGCTGCGCACACCTTCGGATCCGAAGGTGTGCGCAGCACAGAAAAATATAATTTATTATTTAGGGTTTCCTGCATAATATTCCCATCTATACACAAGTGTTACTACTAGTTAAATAAATAAGTGCTCTTATTTATTTAATTTATATAAATTATGTATATTGAAGTGGTGTACAGGTGAGTAAGTGGTGTTATGGCTACCTAAGAGTAAGGCAAAATAAATCCCTTATAATAACAATTTATTATTATTTATTAATACTAGATCTAACCACCCCAGTTGTCGATTATATCTAAAAGGTTAGATATAAAGGTTAATAATATTAAGAATAAATGTGTTTAAAAGAAATAGTATTTC

P11_Contig-165 not applicable not applicable 512 53.3 GGAGTCCGCGAGGAGCCCGAAGGCTCCCAGCGCGTTCCATCATCGAGTTGAACCTGGGCGGACACGAGAAACAACTCTTAGGAACGCTATTCCGCTAATGCACATTCCGTCATCGAGTTGCTCCGGGGCGGCTTATGCCCAAAGCAACCCTTAGAAATATGCAACGGAGGGGCAAAACAACGGAAGAAGGGACCACTCACGCACATCTCGCATTGCGCACGTCGCTTACGTTAACCATTAATTAGCAAGACCCCAGCTCAGAAAAACTGTGCACAATAGGCCACACCAATTTAGGTCTTCGCTAGAAACGGCCGCGTCGATAAGTACGAAAAGAACACAAAACAAAGCCCACATTAGCTGCCGCTAGCACGCGAACGCGCCTCAAATCGGTTGGCAAAAGCCAAAGCCCGCCAACCGACACCGTCAGCAAATCCGGTTACCTCGCTTGCTAGGATTCGACCGGCGTGTCTTTTTACTTCCACTGTGCCCGAATCGTCGTTTGCTCAGTAACC

P11_Contig-2004 not applicable not applicable 201 39.3 AGTTTAAATTCTAATACCCTAGCTACGCAGGGGTAGAATACATTAGTTATATTGCCCTAGCAACCAGCTCTAAAGTATAGAGTCCTGCCTTACCTTTCATAGGGCAAAACAGAATGATTCATTTTTCAACACGAAAACAGCAGGTCATTAGTACCGTACTAGTCCCCCCCCGGATAGTAGCAAGAAAAAAAAACAAAAACA

P11_Contig-277 not applicable not applicable 504 25.2 ATAAATATCTCAGAGTTTTTTAGTCTTTTTTGAAATTAACTCAATTAAACCCCAATAAATACTAATAATTGTATTATTATTAGGTAGGGACAAATCCTATCCCTAGCGTAGCTTTTTCAAAAATCCAAGACCTTTCCTTAATGCATCTTGTGATCATATGCCCCGCTTACGCGACTGATAGACGTGTAAATCAAACAGTAAAGCAAGATTAAGCCATTAAACTTTTAAAGTAAAATAATAATCATTTTCTTAATACCTTCCAAAAGGGTTAGCATATTAAGAAAACAAATTAAAACCCTACTATTGTTAGGGTTTTATTTACTACTATTTTCCATATAGGTAAAATCTTACTTAAAAAAAAATAAATAAATCTAACTTAATAGATAAATAACTGAATATATTGATAGCAATACATTACAGATTAAAATAAAAAATACATTATACAAGTAAAAGCAAAAGCTTTTGCTATATAATATATTTATATATTGACAAATTTTATTGCCA

P11_Contig-2980 not applicable not applicable 272 46.0 TCTTACCGGGGGGGGTTACCTCCCGTTGTTATTCTGGCCTAGGCGTAGCGCGTCCTGGGTGCCACTCTATGTGGAATTCCGGTATCACTTCGTCCAGGAGTGATTCGTAGCTTATTCTTCGCGCTTTGTAAACTCAGCGATTATTTTTAGCTCGAAATGTAGTAGTAGTTTTTGTGTAGGTTTTTGTGGTGATAAGAACATAAAGGGATTTGTTTTCTCTTCATTGCCCCGGTTCATTCCTCATAAGTGGCGTTGCCCGTTCTCATTTTGTG

P11_Contig-764 not applicable not applicable 205 32.2 AATATTTACAATATTTGTTGCTAGATTTACACCTTGTTTTATTTGTCTGGTTCCGTCTTGCATTATTCGCTTACCCCACTGGTGTTATTAATTCGCCTATTCAAGCCGGAACCCTTTTTTTTTTCCGTAAACTACAGGATAAAATCCCTCATATATTCATTAAAAAGTAAATGTAGTTAATCGATTTTTTTTGCTGCGCATAAAA

P11_Contig-88 not applicable not applicable 512 52.9 CTCGATGATGGAACGCGCTGGGAGCCTTCGGGCTCCTCGCGGACTCTGGTTACTGAGCAAACGACGATTCGGGCACAGTGGAAGTAAAAAGACACGCCGGTCGAATCCTAGCAAGCGAGGTAACCGGATTTGCTGACGGTGTCGGTTGGCGGGCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGTTTTGTTGTGTGTTCTCTTTGCACTTATCGATGCGGGCGTTTCTAACGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAGCGACGTGTGCAATGCGAGATGTGCGTGAGTGGTCCCTTCTTCCGTTGTTTTGCCCCTCCGTTGCATATTTCCAAGGGTTGCTTTGGGCATAAGCCGCCCCGGAGCATCTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAA

P11_Contig-947 not applicable not applicable 204 28.9 AGGTAGTCCGGTACAAGTAACTGATTTAGAAACAAATACTAAAGTAATTTATGATACAGCAAATAAAGCCGCCCAAAGTTTACTTTGTAGTACTTCTACGGTTAATTCGTACAGAAGTAAAAAATATATTTTTTTTATAAAAAATATACAATATTTAATTGTATCTGTAACCAGGAATTTATCCATAATAACTTGTCGCCAGGG

P13_Contig-5 not applicable not applicable 208 46.6 GTGAATTGCAGTCAAACGGTGTCTTCTAACTACCTCCTAGGCATGGGGCGCATTTATAGGATAAGTAAGTGCTATCTGTCAGTATATGGTGAACTGTCTGTGGAAGCTTCAGGAAGCTTTGGTCCCGCAACGACGATAAACTGCCGCAAGGAAATCCGCAAATATAAATCTGCGATGAGTGTCTTGCATTAGTTCGGTGGCACCGGTT

P14_Contig-101 not applicable not applicable 202 21.8 AAGTATTAATAGTATAAAAAATTAAAATAACAAAACCAAGAAAAAATTATTATTCAATTAGTAAATTATAAAAAAACAAAAGTAGTGGAGAGAATTGGAGGAGAGAGAATATGAAATTAATAAAATATAATTTATGTTGGGTCCACTAAGTGAGAGAAATTAATTAAATATTGTAAAAACTTTCCAAATAAGGAAATGGAGC

P14_Contig-1047 not applicable not applicable 205 13.2 AAAATTTGTTAATTATTTAAAATATTTTTGCAACAATAAATTTTTTAATTAATTTTCTCTTTTAAATTCGAGAAATTTTACCCATAAAATTTTTTTTAATAAACTCTGATACACAAGATACAATAAATAAAATTTACTTTTAAATGAATTTTTTTTTCATATATTTCAAATTTATTTTACAATACTTTAATACACTATAAATAAA

P14_Contig-161 not applicable not applicable 353 47.0 AGTGGCTGAGAATATACCTTCATTCAACAGATTTTTGGTTGCATGCTCTGGGTCTGGAATCTTTGCTCTTCTCTTTTGCATTTCCGCTGCCTGCGTTCTTTCTTCGTGTCCGTTCGTATCGCAAAGCGGGTCGACGCCAGCTATAGCTATAATGGTTGAAAAGAGGGGGGCCAACCAAGACCCCCTCGCTTTGTTCGATAAAGCAAACGATTCGTTCCGACAACTTCGGACCAGATTAACCCTTTGAATTAGCCGATCTTACAAAATCGATCGGGCGGGCTGGTTGGGAAGGGGTTATTAGCGGAGAAAAGAATCGCTGAGAGATAGATTCTACTATTTAGTCAGGACGAATG

P14_Contig-281 not applicable not applicable 509 52.1 TGGTCCCTTCTTCCGTTGTTTTGCCCCTCCGTTGCATATTTCCAAGGGTTGTTTCGGGCATAAGCCGCCCGGAGCAACTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCAATGATGGAACGCGCTGGGAGCCTTTGGGCTCCTCGCGGACTCCGGTTACTGAGCAAACGACGATTGGGGCACAGTGGAAGTAAAGACACGCCGGTCGAATCCTAGCAAGCGATGTAACCGGATTTGCTGATGGTGTCGGTTGGCGGGCCTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCATGCTAGCGGCAGCTAATGTGGGCTTTGTTTTGTGTTCTTTTCGTACTTATCGACGTGGCCGTTTCTAGCGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAACGACGTGTGCAATGCGAGATGTGCGTGAT

P14_Contig-931 not applicable not applicable 298 29.2 GGAAAAAATAGAAGTTACTAAATAAATTGAAAATGAATTTCAATTTGTAAATGAAATTAGAAATGAAATAAAAAAAGGAACACAACGATTTCTAAACTATATTTCAAATTGAAGTAATTTCAGTATAGAATTCCCGTCCTAGATCTTCATTTTCGATTCTACCCACACCCCTCTATTCTGAATAGACTATTCATTTCATTGAAGAATTTTGAATAATAGAATATTCATTGAATTCGACCTTGAGCCCGAATCTTGACTCCACCCTTATTCTTTCTCTTTCCTCCCTTCTAAAAAAAAG

P17_Contig-193 not applicable not applicable 512 53.3 TGCGAGATGTGCGTGAGTGGTCCCTTCTTCCGTTGTTTTGCCCCTCCGTTGCATATTTCCAAGGGTTGCTTTGGGCATAAGCCGCCCCGGAGCATCTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCAATGATGGAACGCGCTGGGAGCCTTCGGGCTCCCCGCGGACTCCGGTTACTGAGCAAACGACGATTCGGGCACAGTGGAAGTAAAAAGACACGCCGGTCGAATCCTAGCAAGCGATGTAACCGGATTTGCTGACGGTGTCGGTTGGCGGGCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGCTTTGTTTTGTGTTCTTTTCGTACTTATCGACGCGGCCGTTTCTAGCGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAGCGACGTGCGCAA

P17_Contig-38 not applicable not applicable 244 51.2 AGCATCATGACGTAATTGTTCGCGGCCTGGAGTCGTGTTCGCTGTCGATGCTATCTCTTTGTTGGTTATGAACGGATGCGGGACTTTTTCGGTGACAATCGTTGCTGACCTCCGCTTGTGGTTCTTAGAGCTTGTTGTGGTCGTTGGTGGCCTTTGTCCAAGGGTTGCTGGAAGGTTAAGCCAAGAGTGTTGGGAACGTTAGCCCCCGGTCTTAGCCCTTATTCGGTTCTCATCAAACGGGGTA

P17_Contig-49 not applicable not applicable 512 53.1 AATAACGGAAGAAGGGACCACTCACGCACATCTCGCATTGCGCACGTCGCTTACGTTAACCATTAATTAGCAAGACCCCAGCTCAGAAAAACTGTGCACAATAGGCCACACCAATTTAGGTCTTCGCTAGAAACGGCCGCGTCGATAAGTACGAAAAGAACACAAAACAAAGCCCACATTAGCTGCCGCTAGCACGCGAACGCGCCTCAAATCGGTTGGCAAAAGCCAAAGCCCGCCAACCGACACCGTCAGCAAATCCGGTTACCTCGCTTGCTAGGATTCGACCGGCGTGTCTTTTTACTTCCACTGTGCCCGAATCGTCGTTTGCTCAGTAACCGGAGTCCGCGAGGAGCCCGAAGGCTCCCAGCGCGTTCCATCATTGAGTTGAACCTGGGCGGACACGAGAAACAACTCTTAGGAACGCTATTCCGCTAATGCACATTCCGTCATCGAGTTGCTCCGGGGCGGCTTATGCCCAAAGCAACCCTTGGAAATATGCAACGGAGGGGCAA

P17_Contig-81 not applicable not applicable 244 52.0 CAACCCTTGGACAAAGGCCACCAACGACCACAACAAGCTCTAAGATCCACAAGCGGAGGTCAGCAACGATTGTCACCGAAAAAGTCCCGCATCCGTTCATAACCAACAAAGAGATAGCATCGACAGCGAACACGACTCCAGGCCGCGAACAATTACGTCATGATGCTAACCCCGTTTGATGAGAACCGAATAAGGGCTAAGACCGGGGGCTAACGTTCCCAACACTCTTGGCTTCACCGTCCAC

P18_Contig-11 not applicable not applicable 744 57.0 AGGAGTTCAACCAAATCGAGTCTGGTCTGGTGTTGGAGGGTGACTTGGTTTACGAGTCGCAAAACAACAAGCAGCACTACGCCGGTTTGTTGCCAAAGATGGTGCGCGTCAACATGTCCATGCCAGTGATGGGCAAGACCGTGAACGTGATCGAGATCACTCTGCGCCAAAACCAAATGGACGAGGAGCTCTTGGGCGCCCTCAAGTTGGCCAAGTTCACCGGCGCCGAGTCGGTGTCGAAGGTCGTTGACTCGTTCAAGCAATCGGCCGAGCGTCAGCAACAACAACAACAACCACAACTCGTCAAGAAGATCGCCAAGCGCAACGCCGCCCTCAAGGCTTTGGCCAACATTCCAGGCTGGATGCTGAAGCAATGCCAGGACGTGCAACAGGTTGTCGAGGAGATCGCCATGAACAAGCAAGAGCTCAAGACCTCGCGCCAGTCGGCCATCGAGTGCTTGGAGCAAAACGAGCAGGTCGTCCAGAAGCTCAAGCAGCTCACCTTCGACCAGGAGGAGCCAATCGAGGTCCGTGTGGCCGCCTACCGCGCCTTGATGACTTCCGTCTACGCCGGCGTGCAGCAACAGGAGCAGAAGCAACAGTTGGCCACCGAGATCGTGGACTCAATTGTGAAGCACTGCGAGGAGTCGCGCAACCAGCAACAGGACGACCAGTTTGTCCTCTACGCCATCTCGCACCTTGACAACATCCGCACCTCGCAACAGCAGGAGCACCAGGCCATCA

P18_Contig-20 not applicable not applicable 327 63.6 CCGTATCCTCCAGCCGAGGCTCCGTATCCAGAGTTTCCTGATGAGGCTCCGCCGTAGCCGCCTTGGTTTCCACCTTGAGCGCCGTAGCCTGACGATTGTTGTTGTTGGCCGTAGCCTGACTCTTGTTGAGCGGCAGCTCCGCCGTATCCACCGGCTGAGGCTCCGTTTCCGGCACCGTATCCGCCCGCCGAGGCACCACCGTGTCCCGAGCTAGCGGCTCCACCGTAACCGGCGGCGGCCTTGGTGGTCTTGACTGGGATCACTGGCAAGTAGAGCACCTTGTAGCTGGCCTTTCCGGCGCCACCGTGTCCACCCTGGTTGCCTGAT

P18_Contig-3 not applicable not applicable 351 63.2 TCGTCAGGTAACTCAGGATACGGAGCTATGAGCTCTGGTAACTCCGGTTACGGTGCCTCGTCGGGCGCTGCCGCCGGTGGATACGGAGCCGGAAACGGAGCTTCAGCTGGTGGATACGGATCAGGCAACCAGGGTGGACACGGTGGCGCCGGAAAGGCCAGCTACAAGGTGCTCTACTTGCCAGTGATCCCAGTCAAGACCACCAAGGCCGCCGCCGGTTACGGTGGAGCCGCTAGCTCGGGACACGGTGGTGCCTCGGCGGGCGGATACGGTGCCGGAAACGGAGCCTCAGCCGGTGGATACGGCGGAGCTGCCGCTCAACAAGAGTCAGGCTACGGCCAACAACAACAA

P18_Contig-30 not applicable not applicable 650 40.8 AAAAAAAAAACCCCCCGGGCCCCCCCCCCCTAAGGAAGGAAAAAAAAAAAAAAGAAAGAAAAACATTTTTTCCATTAAGGAATAAAATATTCTTGGTTTATTTAACTCGGCAACAACTACGGACTGTTTAACAAAAACAACGCTCGTGTTATTTCGAGCAAACCCTGCCCGGTGGGTCACACTAAACGGCCGCTAGTCGCTAAGGTAGCGTAATCATATGCCCGTTGATTGCGGGCCAGAATGAAAGGGGAAACCTAAAATACCTTGATAAGCCAAATAATGAAATCAAAGTCTAAAAAATTACAGACTTTACCCTAAGACGAGAAGACCCTCAGAGCTATTACCAAAGGTATTGTTTGGGGAATACACTCACTTAAATTTTGAGAATTAAAAAAATAATAACACAAATAATAAGCTACCTAAGGGATAACAGAGCAATTGAAGTTTTTAGACCTTATATAAACTTCCTTTTGCGACCTCGATGTTGAATTCCCAAATCGCTACCCTGCAGCAGGGGTGGGTGAAAGGACTGTTCGTCCTTGTTTGGGACTTGATTGAGTTCAGATCGGCGAGAGCCAGATCGGATTTTATCTTGGGTATTATGAAGAAGCGTGCAGTACGAAAGGAACTACGCTCAGCTGAGGCTCTAG

P18_Contig-39 not applicable not applicable 277 39.7 TTGCTCTGTTATCCCTTAGGTAGCTTATTATTTGTGTTATTATTTTTTTAATTCTCAAAATTTAAGTGAGTGTATTCCCCAAACAATACCTTTGGTAATAGCTCTGAGGGTCTTCTCGTCTTAGGGTAAAGTCTGTAATTTTTTAGACTTTGATTTCATTATTTGGCTTATCAAGGTATTTTAGGTTTCCCCTTTCATTCTGGCCCGCAATCAACGGGCATATGATTACGCTACCTTAGCGACTAGCGGCCGTTTAGTGTGACCCGCCGGGCAGGGT

P18_Contig-5 not applicable not applicable 753 37.3 ACCGAAGGAGTACTATCTATTTAAAACCTATTTACCCAATGTTCCGCTACCCCATAAATAATACTTAAATAACCTTTAAGTATAGTAAACTAGGATTATACCTAATATAATTATTATGGACAAGGTGTCGGTGTTTTGTTTTAGATCCGTTAAATTTTCGGTGCTTTCAACTTTTAATGTTAAACCAGTGCTCTGTTACGAGGTCTTCAAAAAATGGCCGCTTCTAAGCCTATTTCCTGGTTGTATAGTTTAAATACTTCCTTACTTTCACTTAACAAAAACTTTGGAACCTTAAACACTTGTTCTGGGCTGTTTCCCTTTAGACATACAACCTTATCGTACTATGTCCGATTATGCAAAATCCATCATTGCCCTTTCGAGAGCAAATTCTCGCCGATAAAATCTTCACGATTCCCCGATGTATACAAAACCATGCCATCATCCTTAGCGCTTTGCTCGCAAAGCGCTAAGGATGATGGCATGGTTTTTGTATACATCGGGGAATCCCGAAGATTTTATCGGCGAGAATTTGCTCTCGAAAGGGCAATGATGGATTTTGCATAATCGGACATAGTACGATAAGGTTGTATGTCTAAAGGGAAACAGCCCAGAACAAGTGTTTAAGGTTCCAAAGTTTTTGTTAAGTGAAAGTAAGGAAGTATTTAAACTATACAACCAGGAAATAGGCTTAGAAGCGGCCATTTTTTAAAGACCTCGTAACAGAGCACTGGTTTAACATTAAAAGTTGAAAGC

P20_Contig-100 not applicable not applicable 246 61.8 TAGCCATGGCCGTAACCTCCAAAGACCCCATGTCCACCGTGTCCGCTATGCCCATGAGAAAGCTTGTGTGCTCCATACGCAGCTGCTGCGGCAGCGGCACCTCCAGCTAGAACTGTGCCCATCCCCATGTGTCCACCACCATGGCTGCCCCCATAACCCTGGTGAGATGAGCCGGGGTAACCTGCAGGGGGATATCCACCCTGTGGCGGGTAGCCACCAGGTTGAGGGTACCCATGCTGTGGCGGG

P20_Contig-1001 not applicable not applicable 226 46.9 TTGGCCGCGGTGTGGAGTTGTGTTTGATGACAGCCGGGATACAACAAGCTGGTAATAAAACAACGGATGAACTCTCTGAGAGACCGAATGAGTGTTTATATGCAGCACAGCGTGTAGAAGAAAATGATCCTAATCAATCTTCCAACTTTCGGAGTTGAGATGGGGGGAGTTTGGATACGGGGAACCGGTCTGTGTAGGCTTTTGGCTGTGTGTTTGCGAAACAGTT

P20_Contig-1062 not applicable not applicable 273 61.2 GCATGGGTACCCTCAACCTGGTGGCTACCCACCGCAGGGTGGCTATCCCCCTGCAGGTTACCCCGGCTCATCTCACCAGGGTCATGGGGGCAGCCATGGTGGTGGACACATGGGGATGGGCACAGTTCTAGCTGGAGGTGCTGCTGCCGCAGCAGCTGCTTATGGAGCACACAAGCTTTCTCATGGGCATAGCGGACACGGTGGACATGGGGTCTTTGGAGGTTACGGCCATGGCTATGGCAGCCACGGCTATGGCGGCCATGGCAAGTTCAA

P20_Contig-128 not applicable not applicable 244 50.8 AACCGAATAAGGGCTAAGACCGGGGGCAAACGTTCCCAACACTCTTGGCTTAACCTTCCAGCAACCCTTGGACAAAGGCCACCAACGACCACAACAATCTCTAAGACCCACAAGCGGAGGTCAGCAACGATTGTCACCGAAAAAGTCCCGCATCCGTTCATAACCAACAAAGAGATAGCATCGACAACGAACACGACTCCAGGCCGCGAACAATTACGTCATGATGCTTACCCCGTTTGATGAG

P20_Contig-1540 not applicable not applicable 221 36.2 TATATATATATATATACATACATACACAACAAAGTACATTCTTGCGGTTGGACTAACATCAACTGGCTATGTCGGTAAAACCTTTAAATATTGTTGTTATTATTATTATTACGAAGAGGAGGCTGTGATGATATATAATTTAATTCTAGTCGGAGCAAACCCAAATGGGCTTGGGAATATTTGACCCGTATCTTGGCTGGGCAACGTGGATGGTATGCGAG

P20_Contig-1839 not applicable not applicable 226 46.9 CAGCCAAAAGCCTACACAGACCGGTTCCCCGTATCCAAACTCCCCCCATCTCAACTCCGAAAGTTGGAAGATTGATTAGGATCATTTTCTTCTACACGCTGTGCTGCATATAAACACTCATTCGGTCTCTCAGAGAGTTCATCCGTTGTTTTATTACCAGCTTGTTGTATCCCGGCTGTCATCAAACACAACTCCACACCGCGGCCAAAACTGTTTCGCAAACACA

P20_Contig-194 not applicable not applicable 468 30.6 AATAAAGAAGAAGGAAGGAAAGATAAATAGAAGTTATTAACTTGAAATCCAATTATGAAAACTTTCGCTGCAATCAATATACTAAAAAAATTTCTAAACTTTATTTCAAATTCAAATCACAGTATTTCATTTACATTTAAGTACCTTGTTTGTATAAGAGTCTTGTCGTAGATCTAGGCCCCACCCTGTTTATTCTACCTCCATCCCTAGTTAATTTTTGAATTGAATAATTTATTTAATTCAAACTTGAACCCAAGTCTCGAAGCTGTTGAATACACCTTTTCTTTTTTTCTCTTTCCTCCCTATTATTCTAAAAGGAAAAGGGGAAAAAAGAGAAAAAGGAGGCAAAGGATTAGTCACAAATATTTAATTGTATCTCGAATCTCCGTTATTTGGTACCGTATCAATAACTAGAATCAAAAAAAGGGGAATGTCAATGCATCTGGGAAAAAACGATTAATCTCTATC

P20_Contig-2057 not applicable not applicable 291 40.9 ATGAGAACACGACAATGACTCGTCGAGCCCCCAACATGCATCGGATAAGGAATGTCTTTTAAATGCTCTAGTCGAACTAAATCGTTAAAAGAGCAAAAGAAATACATTAGCCAGCCGCATGCCAAGGCTCTAAAATCATTGTGGAGTTTTCTTAGTGTCCCACCATAATATTTTAAAAAAACAGGCGACAAATCGTAAAAAAGTTGTTGCTAGCACGGGCATGTTGTGCCCGTGCTAGATCGGGCATTTTAAAAAAAGGATTTGCTTTGGGCCAAAATAAGGTAGGTCACT

P20_Contig-2557 not applicable not applicable 744 41.8 GCTACAATGAAAGTGATATTGATCTGAGTGAAAGCTATGATTCAGACAACAGCAGTGACAATAACGATAGATCAGATCTCTTGAGTCGAAGTGAAACTGCCAGTCAAGTACCGGAAAACAACGAAGACAACGAAATATCTTTTACTACGCCTACGACTACTACTTCAAAGCCTACGGATGAAACAACTATTTATGATATTGATGCGCAAGAAAGGATTACCGTTTCAGAGCCTACTAAAAAGCCAAGAGCCAGTTCTAATTCAACTAGCTCAGGTGGTATAGATGATAGCGGCTACGGCTCTGGCAGTGACTCTTCAACTAGCTATGATGGCAACACAAGTACAGATGACAAGACTACTTCTTCAACAACCTATAGCACTTATGATAACAATTCTGGGAGTAATGAAGACGGTGACAATAAGAGTTGTACCCCTCCTGATAACCATTCTTCAAGTGATTCAGACTCTAGCCCTGGGAGTGACTCTGAAAGTGTGCGTACCATTGATGATAGCTCTGGCAACAAAGAGACAGAAGTAAGAACTGTTCGTTCAGATGGCAATGGCAGCTACTATGATAGCACTTCTTATAGTACAGTAGACAAGACTACTAACCATTCTTCAACTAGCTCTAGCTCTGGCACTACTTCTTCAACTAGCTCTGACTCTAGCTCTAGTAGTGATGGCAACAACAATGATGACTCTTTAACAACCATTTCGAGTGATGATAGCTCTGGTGGCAACGATG

P20_Contig-304 not applicable not applicable 244 52.0 GTTGGTGGCCTTTGTCCAAGGGTTGGTGGACGGTGAAGCCAAGAGTGTTGGGAACGTTTGCCCCCGGTCTTAGCCCTTATTCGGTTCTCATCAAACGGGGTTAGCATCATGACGTAATTGTTCGCGGCCTGGAGTCGTGTTCGCTGTCGATGCTATCTCTTTGTTGGTTATGAACGGATGCGGGACTTTTTCGGTGACAATCGTTGCTGACCTCCGCTTGTGGGTCTTAGAGATTGTTGTGGTC

P20_Contig-326 not applicable not applicable 391 35.5 AGCCTAGCCTCGTTCTTCTTTAGATCCCTTGTTTCACTCCGATAGTATCCTAGATTGCGTCAATGCAGAGGAAATGATTGCATTTTCATACTATTCAATTTTACATAAGTGAACTGAGAAACCATAATTATGGTTTCTCAGTTCACTTATGTAAAATTGAATAGTATGAAAATGCAATCATTTCCTCTGCATTGACGCAATCTAGGATACTATCGGAGTGAAAAAAGGGTCTAAAGAAGAACAGAGGCTAGGCTATATTAGTAACAAGTAAACCCCTTGTGTGTCTGTAAAGAGTCTTCCAATATTTTTATTTGGGGATAAACATAAATCGTAAGGTCTGAGACAACCCATAAAGCACTTGATCATATCATATCGCGATCAGCTTTTTATA

P20_Contig-327 not applicable not applicable 744 41.8 TTTCACTTCGACTCAAGAGATCTGATCTATCGTTATTGTCACTGCTGTTGTCTGAATCATAGCTTTCACTCAGATCAATATCACTTTCATTGTAGCCATCGTTGCCACCAGAGCTATCATCACTCGAAATGGTTGTTAAAGAGTCATCATTGTTGTTGCCATCACTACTAGAGCTAGAGTCAGAGCTAGTTGAAGAAGTAGTGCCAGAGCTAGAGCTAGTTGAAGAATGGTTAGTAGTCTTGTCTACTGTACTATAAGAAGTGCTATCATAGTAGCTGCCATTGCCATCTGAACGAACAGTTCTTACTTCTGTCTCTTTGTTGCCAGAGCTATCATCAATGGTACGCACACTTTCAGAGTCACTCCCAGGGCTAGAGTCTGAATCACTTGAAGAATGGTTATCAGGAGGGGTACAACTCTTATTGTCACCGTCTTCATTACTCCCAGAATTGTTATCATAAGTGCTATAGGTTGTTGAAGAAGTAGTCTTGTCATCTGTACTTGTGTTGCCATCATAGCTAGTTGAAGAGTCACTGCCAGAGCCGTAGCCGCTATCATCTATACCACCTGAGCTAGTTGAATTAGAACTGGCTCTTGGCTTTTTAGTAGGCTCTGAAACGGTAATCCTTTCTTGCGCATCAATATCATAAATAGTTGTTTCATCCGTAGGCTTTGAAGTAGTAGTCGTAGGCGTAGTAAAAGATATTTCGTTGTCTTCGTTGTTTTCCGGTACTTGACTGGCAG

P20_Contig-363 not applicable not applicable 298 40.9 AATAAGTTGGGCTTGTTGTCTACTCGAGTGTATCGATAAACCAGTCATCTCAACATTCCAAATTCCTATGTTTCTAGCCAGCAGCCTATTACGTAAACAGCTTTGTCAACGTTGACATATACATTGGAAAATGAATCCTTTGGCCAGGTTCAGTAAAGAGAAATCGCAGGATAAACCTGTGGTGGGGAACGCGAGTGTAACGTTATGCTAACTATGTTATTTCGGGCAAGGCTTCGCCGTTTGAGAAGACCAGCAACCCCAAGGGTTTGTTTTTTTGTTTTTTTTTTCTTTTTTGCTG

P20_Contig-372 not applicable not applicable 247 45.3 TCAATTATACTGCTGGGCGTAACATACCTTCAAGTCAGTCTTCTTTGCTGTGGGCAGCAGGGCTTCTCTTGATGTAATGCCGTCTCATTGTCAAATTGGTTGTCTTTGAATGGACTCTCGTGAGCAGCAGGTTTAGTGGTGCTCTCTTCCTTTTGCCTTAGTATTGCACATTGTCTACTGAAGTTCTGAAACTCGACCGTTGTTGTGAACTCCAATATCTTCCTTCTCATCACTGGGAGGCCCTTGA

P20_Contig-4413 not applicable not applicable 222 44.6 ATGAAGAGTATGCAAGTGAGTAGAATGCCACCATAGGTACTATTAATGAGGAGAGATAGCCTACCTTCGGCCTACCGCTATCGGTTGAGCTATAAAAGAAAAGGCATTTCCTCTCCTTTCCAGTCGAGCAAGTAAACTCCCTCATGCTTGCTTTGTGGTGCCTAGTCCAAACTCATCTGCGCTAGCTCTTGTACACTATGGAAAGAGTAGCTTTCTGTTCTT

P20_Contig-6332 not applicable not applicable 247 45.3 CTGACTTGAAGGTATGTTACGCCCAGCAGTATAATTGATCAAGGGCCTCCCAGTGATGAGAAGGAAGATATTGGAGTTCACAACAACGGTCGAGTTTCAGAACTTCAGTAGACAATGTGCAATACTAAGGCAAAAGGAAGAGAGCACCACTAAACCTGCTGCTCACGAGAGTCCATTCAAAGACAACCAATTTGACAATGAGACGGCATTACATCAAGAGAAGCCCTGCTGCCCACAGCAAAGAAGA

P20_Contig-663 not applicable not applicable 228 44.7 TCTTCTGCGGGCACTCCTTGAGCTTCGTTTGTCTCTCCAGTTAAGGTTACACTTTCACCACCATACGGTAAGTTAGCAGGTACATCAGCATCCACTGCATCTTCATATCTTTCGTGTTCTTCCGTGGGCACTTCTGAAGCATCAGCTTCTGCATCAATACTATCTTGATGAACTTCAAGTCTTCCATTCTTCAGCTCCTTTACCTTAAGTTCAGCAAATGCTTCAGGG

P20_Contig-68 not applicable not applicable 231 69.3 GGCGGCCGTCTACGCCGACAAGTACTCCCTCAGCGGCTGCGGCTACGGCTACGGCGGCTACGGCGGCGAGCAGGAGCACTTCAAGAGGGAGGAGAAGCAGCACAAGCAAAAGGAACGCCTCGGCGAGTTCGGCGCCCTCGCCGGCGGCGCCTTCGCACTGTACGAGGGTCACCGCGCGAAGAAGGACCCGGAGCACGCGCAGAGGCACAAGATCGAGGCCGGCGTGGCGGC

P20_Contig-726 not applicable not applicable 229 40.2 TAGAGCATTTAAAAGACATTCCTTATCCGATGCATGTTGTGGGCTCGACGAGTCATTGTCGTGTTCTCATTGTGACCTACCTTATTTTGGCCCAAAGCAAAACCTTTTTTTAAAATGCCCGATCTAGCACGGGCACAACATGCCCGTGCTAGCAACAACTTTTTTACGATTTGTCGCCTGTTTTTTTAAAATATTATGGTGGGACACTAAGAAAACTCCACAATGATTT

P23_Contig-10304 not applicable not applicable 223 48.0 TAGGCTATAATATATAAGGGGGAATACCGCTTTCAATTTCAAAGAGCTCTATTTCCGCTACAAAATGAATCCGTTTAAATAAGCCTTCCTCCCAGTACCAACTGATAATTGGACAGGGAAGTTGTAAATCCGTGAGAACTTCGGCTAGAAGAGAGGGGTCTAGCGCGCCCGCCTCTTCCTTCGCTGCTTTCGTACACCAGGGGGATAGAAGCCCACGGAGCGG

P23_Contig-1078 not applicable not applicable 244 45.1 TTCAACGGGGTGGCGATCATCTCTCCCCGGAATATTCATCATGATGGCACCTACCTCATCATGGTAACAATTACCTCACCGGGGTAACTCAATGTTCAACATGGTGTCGATCAACTTACCATGGACGCATTCAACTTGGTGGCAACACCTCACCAAGGACAATTGCCTTTCATTAGGTCTTACATTTCACATGAGGGCAACATCCTCCTCATTACTAGTTATCTCACCGGGATAACATTTTCAA

P23_Contig-11287 not applicable not applicable 220 48.2 GGCTTGACGAGGACGTCAAAAGTTTAAGTGGAGGAATTTGTAACACCTCAGTCCCACATCGAGTAGATTGATTCGTCGAGTTGCCGGAGGTAGGAACACGAAAGCTGATGGTATTATCCCATAATGGACAGAGGTCCGGAGGTGGGGACACGAAACCAACCGGTATTATCCCACAATGGCTAGGGAGGAACGATCTTGGAACCTATAGGATATTCGTTCA

P23_Contig-1159 not applicable not applicable 278 40.6 CACAATCAACCAATTATTTGATTGCTCCAAAATGTGGCAGGGGCTTCCAGTCTTGTCTTGTTTAATTCTCTGATTTGTGAGGAGGGTCTTAATCAAATCTGACGATTGCCTCCCCAACTTAGATAGGTTATGAAAGTATGTAGTTAACCCTTTCTTATCAGAAATTCATTTAATTCTTTGTTTAACCGCATGTGAGTACAGTTCACCCTTTAATAACTAAGCAATGGTAGTCCCGGACTTCGAAAACAGGTAGTGCGAGCCCTCCTCCTTCACAACCC

P23_Contig-118 not applicable not applicable 339 45.4 CCCGGTGAGGTAATCTTAGCCATGAAGAGGTAGGTACTCTCATGTTGAATGCATCCGGGGTGATTTGATCACCACCCCGTTGAAGTAAAAAGTTATCCCGGTGAGATAACTAGTAATGAGGAGGATGTTGCCCTCATGTGAAATGTAAGACCTAATGAAAGGCATTTGTCCTTGGTGAGGTGTTGCCACCAAGTTGAATGCGTCCATGGTAAGTTGATCGACACCATGTTGAACATTGAGTTACCCCGGTGAGGTAATTGTTACCATGATGAGGTAGGTGCCATCATGATGAATATTCCGGGGAGAGATGATCGCCACCCCGTTGAAGTTAAAAGTTAT

P23_Contig-13897 not applicable not applicable 204 36.8 TTTCTAATAGAGTCGTTAGTTCCGCAGCTCTTGGAGAGTTTTTCATTTGAAATGTTTTTGTATGTTTCTAGAGTCAAGGGAGAATGCCGTTTTCAAAAGGTATCCCTCTTCTGTTTCGATTTATGCTGCTTTTCTAGTTGAAGCTGCCTGGAGATTCAAATCATTTTCATTCTGCTTTATAGTAGCAAGTATTGCATTGCATAG

P23_Contig-145 not applicable not applicable 747 30.1 CCTCTACCATAGCATCAGTAGCGCCATCTGTTAGTAGTTTTAAAGAGGTATGAAAAGCCTTGGCTAAAAGACTCGTATTTTTTTTAATGTAGATTTTTACATTTAATGTTAGGAAGAATGTTCTTGTGTTTGTGACGGTTTTTTATTTAATGATTTATAATTTGGGGAGTTTAAAACTTTAGTTTCATAATACTATCGATTTTTATTTTTGTCATGAGGGGTCAGCACATGTTAAACCACAGCCTCTTCCTAGGGGGCCTTACCTTTCCAAGTTAGTGGTAACCTTATAGTATTAATCAACCTAAAGCCAGTCATGTTTAATGTATAAAAGTTAAGATTTTATATAACATAATATGTTATATAATTGAGTTATAGACCTAGCTGTCTTCTAATTTAAGAAATCTATGAGATATAAATATAGCTACATCTCGTGTATCAGACTTTGGCCTTAAACCACTTAACTTTTATTAACTAATAGATAAAGACATGACTGCATCTAAATCTATTAGTCTTAGTGTATTTATAATACACAAATAATGAATTATAAATAATTTAACTACCCTCCCCGCCGGGTACTTAGAAATAATTATAATTCACTGATAATTAATCTAAATAATTTAACCTTTTTATAAAGCTAAATTTATTAGTCGTTATGTATATATCACGTACATAATTTATTAATCCAGATCATCACAAGTCCCTGAACCCTCTGCTACAGTATCTGAAAAGGTAGGAACAACACCTTCC

P23_Contig-2046 not applicable not applicable 220 48.6 ACTCGATGTGGGACTGAGGTGTTACAAATTCCTCCACTTAAACTTTTGACGTCCTCGTCAAGCCTGAACGAATATCCTATAGGTTCCAAGATCGTTCCTCCCTAGCCATTGTGGGATAATACCACCAGCCTTCGTGTCCCCACCTCCGGACCTCTGTCCATTATGGGATAATACCATCAGCTTTCGTGTTCCTACCTCCGGCAACTCGACGAATCAATCT

P23_Contig-2180 not applicable not applicable 278 41.0 TACTTTCATAACCTATATAAGTTGGGGAGGCAATCATCAGACCCGATTAAGACCCCACTCACAAATCAGAGAATTAAACAAGACAAGACTGGAAGCCCCTGCCACATTTTGGAGCAATCAAATAATTGGTTGATTGTGGGGTTGTGAAGGAGGAGGGCTCGCACTACCTGTTTTCGAAGTCCGGGACTACCATTGCTTAGTTATTAAAGGGTGAACTGTACTCACATGCGGTTAAACAAAGAATTAAATGAATTTCTGATAAGAAAGGGTTAACTACA

P23_Contig-2209 not applicable not applicable 229 37.6 GGTGCAGGGTTAGGTAGTCGACCTTTGGAACTGGTGAAAAATTGTTTGAAAAAAAGAAGCTGCAAATTTTGCAAAGATTATACACCTCCGGTCTTACTATGATTATCATCAGGAACTCACAAATAACAGAAGTTTGCTGATAACGAATGTGAGTTCTCAGTTTTTAATGAGCTAATGGATTCATGGTGATTGTTTAACTTGTCGAGATGTTGTTCAGGACTATGTCCAC

P23_Contig-240 not applicable not applicable 653 40.4 CAATCTACCTTTACATCAATTGTCCATCTTTAACTTAAATAATACCCCAACTTTTTTGATATTCCAAAGTTTTGGTGGAGAAGTTTGTTAGGGACGCCTAATAGCCCAATTTACTACTACCTTGCTAATCATCAACCCACGCGGTCAAACTTTCCTTAAAAATTACGATCGTTCTGATTCGGTCTTAATTAGAACTACGTGAGTCAGTAAGATGAAAATAGTCGCTGACCAGACTTGATCCCTGAGTTTTACTCTGGGTACGTAGGCAGCTAGTATATACTACTGGTGCAGTCAAAATAACTGACTCCAATTGTCAGTTAACCTTCTTCAACACAACTCCCTGGATACTTTCATACTCAAGGTTGTGGTGGAGCAGGCTGTTTGGGACGCCTAACAACTTGATTTACTGCAATCTTGGAGTATGTACAACCTTGGGAATTAACCCTCTTTTGGTCAAAAGTACAATTTTTTCCTTAATCCGAACGACGTGAGTTAGAGAATCGAGAATTGTTAGTGACTGGAACTACGCTTTGGGTGCATAGGCAACCAAGAACTATTTCGATATTCTAAGATTAGGGCGGAGAAGGTTGTTCGGGACGCCGAACAACTCAATTCAATGTGATCTTGCGAATCGTCAATCTACGTGGAGAAAA

P23_Contig-3220 not applicable not applicable 262 35.5 TACTATATGAGATGAATAGAGGGTATCGCATATTTGGTTCAGTCAACAGGATTGTAGTTGGTTGTGATCAAGGAACCATCATGGGAGAAGTTATAAATGCTTAAAGTTAAAGATTCTGTGTATGTCTTCATCATCAGTCCTGGTGGAAAAGCTACTCAGCTATATTAATGCTTCTGGTTTGTATTTTGATTGTTGTGTTTTGTAAGAATAAGTCTGTGACATGTGTGACAGTCATAGAAGATATCGAATAATGTTCCAACAC

P23_Contig-33 not applicable not applicable 766 42.2 TTCTGTGAGATTCACCTTTACTTGATGATCGACCTTGTGCCTTTTGACATTCTGTTTGTACATTATCAGCAACCATTTGATTGGCCACCTCAATGGTTTTAACCTTGCCTTTGCTTTTTAGGTCTTCTGACAAGTGGCTTTGCTGCTGCAAATAAGAAGAAGATTTTGAACTCTTTTTCCTTGGCAGTGGATCAACGCGTAAACAAACAGGAGGCAGTTTAGAAGATTTCTTTGGTGAATCTGGTGTTGGTTTTTCAAGAGAAATGGATTTTGCTAGGCTTTTCTTTTCCTCATTGGTGCCCAGTGGAATGACAACATGGTTCGTGCTTGTCTCGCTGCCCAAACCATCATCAATTTTTCTTTTCTCCTCCTCCTCCTCATCATCATCATCGTCGTCTGCTGATTCTTCCTATCTTCATCTTCGACTGCAGGATGTTTGTTCTGTTCTTGTTCGCACATGTCTTTCCGTGCTTGAAGGGATGATCATGAAACCTATTCAACAGGAAGGTACGAACGAGCATGAGGAATTGACCACAACAGCAGCCGATTGTCAGGAGAAAGGAAGTCCAGTTTCCTTTTTGAGAAAGGGGCACGCATCTCAGATGATTTCTCTCTATGAGAGTAAACCATCAAATATAGTTTTTGAGAAAGCAGCTCGAGTTGATGCATCAGTTATTGTGCAATCAGGGTTTCCTCAACCTACTCTTACTGGAGATGGGAAGTTGATTGGGTGTGAGAATCGACAGGGTAAAGATAAGCAATTAAC

P23_Contig-34000 not applicable not applicable 229 37.6 GACTCAGAATATAGTTGTTTCGGATGCATTTCCTGCACTTTATTAACTCTCACACATTGATGGTTCTGAGTTGCAGGAAGGGAATGTCCGTCCTGTTTTTTGGTCCATTTTGTTGGCTGACATTGATGGTTCGGGAAAATACCTTTCATTAGAAAGAAATTACAACGCAGTTATTCAAGAACATTGCACATTAATTCAAACTTGTGGATTTACAAGTACAGTTTAGGCA

P23_Contig-3924 not applicable not applicable 311 41.2 ATAATGATCATATATGGTTCCAAACGTCATTATATGACCCTAATATGTATCCCTAGGGTCTCAAGACTTTTCGCCACCGGGCCCCGTAACCTCAAAATTCCTCAAAAAGCGTGGATTATAGCCTTCAATTTTGGAATTTTTTCGCCCGGAAATAAAAATTGCCGAGATGTTTACCATGGTTCCTAATACCCTCCGGGAGTCCAATTGAGTGGGTGGAACCATCCAATTTGCCTTTAAACGACCAATTTACCGGTTTACAACTTGCACCGATTTCATTAACTCAAGCCTACCACGAACATTTATGACAACAA

P23_Contig-448 not applicable not applicable 771 46.7 TTCCTTCGGCAGCAGGTTCAACTTCCAGCCCATATACTGGCAATGTATTGCACTCTGCGACATCTTTCTGTTCCTCAACACCTTGTCCATCTTGCACAAATACAGGACCAACAGCTTCATCGGTGTGTAACAGAGGCATGTCATTTGTCACAAACACTGGCAACTCAGACCCATCCTCTTGAGTGGCAGGGTCATCTTTGTTGAGTGCTTCAGTGTCTCCCTGCATCTCAGAGTTCACCTCCGTATCTACCATAACAATTGCTTCAGAGGATTCTTCAAGCTCACATGCCGGTGCTTCGGTCAAGTCTTGGGCACGTTCAAATCCCTCAACACTTGATTTATCCTCCACAGATTCAAGTACCTCAACACTTGGTTTATCCTCCACAGGTACATAGTTGATAGATTCTAGTTCCCCAAGCCTATTTTCAGCTGCCTGGCTCACATTTCCATGATTATCGACCGCATAAACTCCTGATTCATTTTCTGACTCAAACAAGCTATGATTTTTGGACTCGACTTCCCCAGTCTCTGCAGACACTGCTGCCTCTGCTGAGAATTGTTCCTGTTCTTGAAATTGACATTCCAGTTTTTCTGTCTCTGCAGTATGCTCCATTCCAGAGTCATTTTCAATGGATGACTCCATGGGCAAGTGCACTGCTTCTAGTTGCAGTGGCTCCGGGTAGCCAGCTTCCTCTACCAGTTTAGCAGGATCCAACAGAGAACCGTTTCCAGACTCAATGGACTCTGCCTTCTCCACCAGAAGTTGTTCCT

P23_Contig-455 not applicable not applicable 324 47.5 TTCTATTAGCCTAAGCGTCTTCGCTAACTCGCTCGCCTACTATACAATACATTAAGTAGGGTAGGCTAACTCAGCCGCTTACTTCTACTAATGTAGGGCTAAGTAGCCGCCTTTTGAATTGAATCTTAAGTAGTCTATCAGTGTGCGAAGCGGCTTTGCCCCTTTTCAGTAGGGGGCGAAAGGTTAGACCTTAGAAAGTCAGCGAACAGCGGTTCATGTAGGTATGGCGTTCCCCCTTGACTCTCCTAACGTCGAGCTAAGTGACTTCGTAACCTTTGCGTAGCGTAGTAGAATGAAGGCTACGCACCGACGCTCTCTTATCGA

P23_Contig-4886 not applicable not applicable 375 38.7 AACTTTCACATGCATATTTTTGATTAGGTCAACAACCCATTTCGTGATAGGTGCAGGAGTCCGATGGACATGGCACCACATCCAAAAAATAGGTCTAGCAGATTCATTTCTATTGGTTTATTGCTCCCTGCGTCTTTGTGAATATCATCACTTTCACTTTAGATGGTCGAATTACATCTGTTTTCAACTTTAGTGCCAACTTCTTCTTTGGGTTTGCTACTCCCCACATCTTGCTCAATATCAACACTCACTTGAAATGGCCAAATTAGATCCAGTTTCACCTTTAGGTCCATCTTGTTCTTTGAGTTTCTTACTCCCTACATCTTGCTGAATGTCATTACTCTCACTTGAGATGGTCAAATAAAATCCATTTTC

P23_Contig-508 not applicable not applicable 252 48.0 ACCTCCGACCTCCGATCTCCCGAGGGTGATAGAAAATGGATGACCTCTTGAAGGACCACTCTACCTCTGTACGGCTACCCGAATTGTCTAAGGACAACTGGCTTGAGTGGAAGGACCTTATATACGACATACTGGAATCAAAGGACCTCCTCTCAACGATTAAACCTGGAGCCGAAACAAAGAAGGACTTAGTTAAGGATGCAAAAGCAAGGGCTATAATCAAGTCTGCTGCTGGTCCTAATTACCGCGTGC

P23_Contig-5451 not applicable not applicable 244 50.8 TCGGTTCTCATCAAACGGGGTTAGCATCATGACGTAATTGTTCGCGGCCTGGAGTCGTGTTCGCTGTCGATGCTATCTTTTTGTTGGTTATGAACCGATGCGGGACTTTTTCGGTGACAATCGTTGCTGACCTCCGCTTGTGGTTCTTAGAGCTTGTTGTGGTCGTTGGTGGCCTTTGTCCAAGGGTTGCTGGAAGGTTAAGCCAAGAGTGTTGGGAACGTTAGCCCCCGGTCTTAGCCCTTAT

P23_Contig-646 not applicable not applicable 578 46.2 AAAAGCCAGAGGTATTCACACTAACGTAGAAACCGGATACTTCCCTCCGACCGACGGGTACCAACTCCAATGAAGGTATCGGAGGAAAAAGCACGGTAGAAGAACAGTGGAAATAAAGCTGAAACTAAAACCTAGCTGATAGTAGTGGAATAGGTGTCACGGTATGGGTTAGCTATAGGGGTCTCCGTCAGTGCTTAAAACATGTGTATGAAAGCATCTTAGACCAGTGGGGTGGCTAAGAGAAAATCCCCGCGCCCAGAGAGCAGCATTGCCCACACATTTGGGATATTCACTAGTGTGATTTTTCAAATGCAAGATGATAGTTACTGTGACTATTGCAACTTAAGCTAGGTGATACGATCCGACATGCTAGCCGACTCTGAACCGCTACTGTTGTAAAAAGGCAGTAGCATGCCATGGTATACTGCGACACGACGGCTCCATACTGGGAATCAAGTGGCTTCGCTTTTCATTCAACAAAAGACAAGACAAGAAAATACATAACAACCGAGAGGGGAAAAAGCGCTCTTTCTACCACTAGTGGGTAGCCAGCGATCTTTGATCGCTGTTAGCGGGGC

P23_Contig-6685 not applicable not applicable 296 34.5 TAATTATAGTCAAATTCGTTTAAACTCTCGGGCTGAGTGACGTCCCTGCTCATAACTGTAAGTCTGTAACTATATCTCCAGTTGAATTATGCCATATGGACCCTTTTATCTGTTTTATACTTGTGTATCTGTATCAGTGACTTGCAATTGACCACGGAGAAACTGAACATTGCTGATTATGAAGATAGATACGTAATTACAGCAACACCGCATTTTAAACAAGGAAAAGAAATAACTGCATTGCATATAAAACCGAAATTACATCCCATTAGACATTAGATATAATTAGACATTAC

P23_Contig-730 not applicable not applicable 261 57.5 TGAGGACAAGAACACCGACCCCGCTGTGTACCCAGGTCACGATGGCCACACCACCTACCCCGTCCCACCGAAGGAGACCCCGTACTACCCAGGCAAACCTTCAGCAACTTACCAGTTGACCACGACCCTGAGCACTTACTACACTCAGCCTAACGGACAGCCAACATACATCCCTCTCCCCGACGAGCCTGTTGAGGAGTGCGATCCTTTGACCGAGGACTGTAATGGCGAAGTTGACCCAGTGCCAGAGTGCAACCCTGA

P23_Contig-7699 not applicable not applicable 262 35.5 TCTCCCATGATGGTTCCTTGATCACAACCAACTACAATCCTGTTGACTGAACCAAATATGCGATACCCTCTATTCATCTCATATAGTAGTGTTGGAACATTATTCGATATCTTCTATGACTGTCACACATGTCACAGACTTATTCTTACAAAACACAACAATCAAAATACAAACCAGAAGCATTAATATAGCTGAGTAGCTTTTCCACCAGGACTGATGATGAAGACATACACAGAATCTTTAACTTTAAGCATTTATAACT

P23_Contig-805 not applicable not applicable 244 50.0 ACCACAACAAGCTCTAAGAACCACAAGCGGAGGTCAGCAACGATTGTCACCGAAAAAGTCCCGCATCGGTTCATAACCAACAAAAAGATAGCATCGACAGTGAACACGACTCCAGGCCGCGAACAATTACGTCATGATGGTAACCCCGTTTGATGAGAACCGAATAAGGGCTAAGACCGGGGGCTAACGTTCCCAACACTCTTGGCTTAACCTTCCAGCAACCCTTGGACAAAGGCCACCAACA

P23_Contig-93 not applicable not applicable 213 48.4 AGAAACGAGTAGGAAAGAAGGCAGTTGCTTCAAAGGAGGTTGCACCCCCACCAAAAGATGAGTCGGAAGATGATGAAGCTGCTAGTGACTCGGATGCAGAGCCCCAAAAACGAACAGAAAAGAAAGCCTTTGATGCAGAGGAGGATGTTAAAGCTCCACCAAAAGATGACTCAGAAGATGATGACGCTGCTAGCGACTCAGATGCAGAGCCAC

P23_Contig-944 not applicable not applicable 714 40.2 GTAGTTCCAGTCACTAACAATTCTCGATTCTCTTGACTCACGTAGTTCTGACTTAAGGCAGATAGCAATTCTCGATTCTCTAACTCACGTCGTTCGGATTAAGGAAAAAATTGTACTTTTGACCAAAAAAGAGTTAATTCCAAAGGTTGTACATACTCCAAGATTGCAGTAAATCAAGTTGTTAGGCGTCCCAAACAGCCTGCTCCACCACAACCTTGAGATATGAAAGTATCCAGGGAGTTGTGTTGAAGAAGGTTAACTGACAATTGGAGTCAGTTATTTTGACTGCACCAGTAGTATATACTAGCTGCCTACGTACCCAGAGTAAAGCTCAGGGATCAAGTCTGGTCAGCGACTATTTTCAACTTACTGACTCACGTAGTTCTAATTAAGACCGAATCAGAACGATCGTAATTTTTAAGGAAAGTTTGACCGCGTGGGTTGATGATTAGCAAGGTAGTAGTGAATCAGGCTATTAGGCGTCCCTAACAAACTTCTCCACCAAAACCTTGGAATATCAAAAAAGTTGGGGTATTATTTAAGTTAAAGATGGACAATTGATGTGAAGGTAGATTGTTTTCTCCACGTGGATTGACGATTCACAAGATCACATTGAATTGAGTTGTTGGGCGTCCCCAACAACCTTCTCCGCCCTAATCTTGGAATATCAAAATAGTTGGGGTGGTGTTTATTGGTTGATTTTGCACCAAAAGT

P23_Contig-979 not applicable not applicable 296 21.6 TTATCGTGGGTTATCGATTTATAAACAGGTTCCTCTAATTAGATAAATGCCGCCAGGATATAAAGGTTGAAATTCCTTAATTTTTAATATACAAGGGTATCTAATCCTTTTTTATATCAAAATTTTTGCTTATTTTGTTTATTATTTGAAATAAATTTTTTAAATTATATTTATATGTAACCCATTTAATCTTTATAATAGTCTACACCATTACCTATTTTTTTATACATTTTTTAGAATAAAATTTTTTAATCTAATCCTCATGGAGGTATATAAGATTTTTTAAAAAGTGAAAT

P3-1_Contig-1135 not applicable not applicable 762 45.7 GTGGGTTGCTACTGTTAGGCTCGGTTAACGGGTAAAATGGACTTAGATGATTAAGTTGCATGAAACCTAGCTCTAAACATGGGTTATGAGTAAACTGAGACTACTGGAGTTGGACCTAACCTTAGGGAACCTTAGTGAATCCTCTTGAGTGGTTTTAGACGGCTGGAACAAGACTTGGACGAAACTGCCCTCTGCAGGGCGATCTGCCCGTTGGGCGATCTCCCGCTAAGGCGGTTTCCACAATAGGCGATCTCCTTGGAGATCGCCCAGTGTGGAGATCGCCCTAACAGGCTGATTTTGCCTAAGTGTTGTGTCTTAGTAGAGAACGAGTTGTAACAGGTTAGTTATGACTTGTTACAGTTGAGGCTGGTGTTAGAGGACAGTGACTGAGCTTGAGGATTGGAGCTTGTTGCTGGCTGTGAGGTGAGTTCTATGACAGTCCCCCTTTCTATACGTTTTTGGGCTGGCATGCATACCCTAATGAGAAGTAAAATGTGAAGTGTTTTGAAGTAAATTGAGTAGACTTGTAGGAAGTGAAGTAGTATGCCTTTGCATGCTAATTGTGTAGGGAGTGAAGTAGTATGCTATTGTATGCTAATGTATGAAGGAAGCGGTATGCCATCGTGTATGCTATGTTGTGTGATCTATCCTACGGGACCGGGGTATGGATAGTCTTTGTGACTTGAAGTATATAAACGGGAGCTTGGGTTCGCGACTCATGTTGTAGCTTGGGATTATATCCCATGTTGGTAGCTCTGATCA

P3-1_Contig-1186 not applicable not applicable 274 45.3 GATTGTTTCTTCAATCGAGCGTCATTCTAGGGTTTGTTGAGATTTGGGGCTTTTACGGTCTGATCCTTTTGTTTAGATCTGTTATAGATCTGGTGTTGGATCGTGTAGCAGTGAAGGTTCTTGACAGACTCTGTGTTAGGGTTTTCAGTCTAAACCCTAAGAGAAGTGTTCTTTTGCTCGTGGATTGAAGATTGCTTGCTGGTACCTGGTGTACGCATCTGTTGACGTGGATCTTGAGCTGTGGAATACCCTAACTTGGGCGCTCCCTCGGTGA

P3-1_Contig-1949 not applicable not applicable 216 60.6 GCCGGCGATCCTATAGGGGCAGAGGCTCCCGGAACATAGCCGGACGGTGAAGATGCCGGCGACCCTTTTGCCGGAGAGGTTCCCGGAGAATTGCCGTACGGTGATGATGTGGGCGAACCATTTGGCGCGAAAGCTCCTGGAGCATTTCCGGACGGTGAGCTTGCCGGCGATACTCTTGTAGGAGAACCTCCCGGCACGTTACCGGACGGTGAATTG

P3-1_Contig-2062 not applicable not applicable 439 42.8 AGAGGGTTATTCCTACACCGCCATGGCTGCAACTCCTGTTGCCCCGCCAAGATACGGGTCAGGTCACTCCATACCGGATGAATGTAGAAAAACCTTCATCATCATCACAGCCTACATAAACAGCATTCATAATAATAATAGCAACAACAACGACAACAGCATGAACAGGAAACAGTTGATCTGAGGTTCAACCAAGCTGCAAACTCGAGGTTAGGTTTGAGCAGATCAACAATGGATACCCATAAGAAATTCCAGCAAAGATCATAGAATTGGAAACGGTGAATGATGATGATGATTACGACGATGATTCAATGTTGCACAGAAAACATCAGAGCCAGAAGGGTCGGGTAATTGCCCTTACCATTCTGGGCAATGATTCATCAGAATTGTAAACTGGCAATTAGGGTTGTTGATGGAAAATGAAATCATCGGCATGCAG

P3-1_Contig-2628 not applicable not applicable 222 30.2 TCATTTCGTTCCTCCATGGAGAACCCTTTATTCTAAGTCACAAGATAAGAATTCACTATCTTTCTTTGATTACAGGATTAAGATTCATTTATATCTATATAATATTTCTATATATTTAGATTTATAGCTATGAAATCGCGGCTTGATAAAAATTTTCATTTCGTTGCATCCAAGATTTTTGTTCCAACAATCGTATGAAGAATGGATGCGAGAAAAAGACTC

P3-1_Contig-28 not applicable not applicable 408 36.8 TTTACTACCAGATTGATTAATTGCTTGGTTGTGTTTTATCAACTCCTTGGTTAAGACTTGGCTGAACACTAGAACTGGGATGCATCTTGAACACTGGCCAAGCTTCGTTGATAGGGTCTTGTTCTAAAAACAGCTTAATCTGGTCAGTCTTGTAGTTTACTTGATTTGTTGGTGTTTATCTGTTATTGACTGTGATTTGGTGTTATTGTTAATATTCTTGATTGTGTACTTAGGTTTCTGCTGAGTAATTTGTTCTGCTGTGTGTTTTTATTTTGTTCTGCTGAGTAATCTGGTGTTAAGTTCTTGTTAAGTGTTTGTTCTGTTTCTGTTTGATCAATATGGCTCCTGTAGATGGGGTTGTTGTTAATACTGCTACACGGATTAATAAGCTAGATGGGTCTGATCCAC

P3-1_Contig-4263 not applicable not applicable 262 47.3 CAAAATGTAATCAAGCCGACCAATGCCACAGATTAGGTATGCAACACAGTAACCCACTAGATGATCAAGGCAAAACAGCCAAGAACACAACTGAAAAGGTAAGAACGCGTAGAAGTTGCTGCTCAAGCAGACATCCAACCACCCGAAACAAACCAAACACCACTCATGCACCTTTACGGTTTGCATTCCCGAAGACCGACCAACTTTTAACCACCCACCAAGCACAAAGGCCAAGCAAGCACCCAAAAGCCAGAACAACCCC

P3-1_Contig-717 not applicable not applicable 224 37.9 TTTTTTTAAAAAAATAATGTCGTATGCAAAAGTTATGGAATTTTTAAATTGGTGGGGGAAATTGGCATGTGCCTTGCATGTGGAGAGAGAAAGTCAACAAATGTGTTTTCCCCTTTATACCCTTTCCCTTTTGGTCCCCACTTGACACATGTCATGCTCAGAATCCTTCCTACCCTTCCTAGCCTAAATTGACTTCCTAGAATAACCTCACCCTAACTTTTTTT

P3-2_Contig-1269 not applicable not applicable 262 50.0 CTCTTATTCTAGACTGCGGGCAAGGCAATTGCATTGGTCTCTGTGCGTTCCAATCCTGCTTTCTTTGGTCTGGGTGATCACGAGCAAAGGCAATCACAGAGACCTTCACACGTTCCTATTCCACAAGTCACAAATGCATCAATAGTCTTCTATTGTGACAGCAGGCAAGGCTATTGCATTAAAATCTGTGCGTTCCGATACCGATTACACCAGTTCCGCCGCGGGCGAGGGCCATTGCAGAACCAGGCTGCACATTCCCTGC

P3-2_Contig-14 not applicable not applicable 565 52.4 CTGAAGCACAAGGCGTGAGGGCCTTAAACCTCTTTAACCCCAAGTCGCTAGTGGTAACCCTAGTGCAAACCCCGAAGGCAAGAACGGTCGCCCCTGCGGCGTGCCGTCCCCTTCTCTGGCAGGACTTCGGTTCTCGCGCATTTATACCTTTGCCTTGACCGGCAGAGTTGGCGTTCAAAGATGCTCTGTAATCTTTCCTTGGTAGTAGAGGCGAACTAAAGAAAAGGCAGAACGACGTTCGACTAGGGATGTTATGCTGATTCTTTAGCTCCTTGCACGGAGTGGTCCTTGACTGGGTCGTCTTCGTGGTCTCGCTGCCTTGGATTGCTTTGCATCTCGACGCCGTAATAAAATTACCTAGTCAATTCAGCTTTGCTGCGGTCCTCTGCTGCTTGCAGCATGACAAGTTATGCAGCGCCCTTAGCCGAGGACGTGGGTGGACTGGTGTGAAACAACGGAAATCAGAAACTCTTCGGAGGAGTAAGTTGAGCCGATGCAGGATGCGCTCAGGAAGCCAGCCTTGAGTGAATCGACGCTTGAGGGCGTACAATACCTCAACTATTTG

P3-2_Contig-1530 not applicable not applicable 331 37.5 TTATTTGGTAAAACTACGTTGCTCGTCTTCCATTTTTAGTCCAAAAAGTGGATAGCTTTTCTAGACGGAGGGTACTAGTTTACTATCTACAGGAACAACATCTACTGGTTTTCTTGCTAATGCATACAGAACGCAAAGGAAACCCTTAACGTGATGGCCTTAATTTATGCAATGATTACATCTGATCCATTTCTGGCTTCTGGCTTCGCCTTTCTACATAGAATCTAATTCGCATGAATCTCCTTCCCAGTTTGTAATAAATACGATGACTTATCTTTCTTCTTTTGTGCATGCCATTTAGCTGTGTGTTAGCAAGCTTAGTTTCTAAGAA

P3-2_Contig-154 not applicable not applicable 368 51.6 GATGACGAACAATCGACCGGGTGGATCGCGGGACGTGTATGGTGGGCTTTGGTTTGACGAAGGGTTGTTAATGCCCTTCTGATTGGCTGTTAGGCGACAGGAATGTGCAGCTGGTTCTGCAATGGCCCTCGCCCGCGGCGGAACTGGTGTAATCGGTATCGGAACGCACAGATTTTAATGCAATAGCCTTGCCCGCTGTCACAATAGAAGACTATTGATGCATTTGTGACTTGTGGAATAGGAACGTGCAGAGGGGTCTGTGATTGCCTTTGCTCGTGATCACCCAGACCAAAGAAAGCAGGATCGGAACGCACAGAGACTAATGCAATTGCCTTGCCCGCAGTCTAGAATAAGAGCGAAGCCCATCT

P3-2_Contig-1640 not applicable not applicable 259 55.6 TTACTAACGATCGTTTTTCTGCTTCTTCCACACTTGGACCGCGGGCAAAGGCCATTGCAGAACCAGCTGCACATTCCTGTCGCCTAACAGCCAATCAGAAGGGCATTAACAACCCTTCGTCAAACCAAAGCCCACCATACACGTCCCGCGATCCACCCGGTCGATTGTTCGTCATCCGGGTGGTTCCCGCGCCCACTCTTTGGAGAAAAGAGCTCACGCAGGCGACCACAGAGTCGTAACGGCGCGCTTGTCAAGCGCA

P3-2_Contig-371 not applicable not applicable 290 32.8 ACGGGTTCACAAAAGATTAAGGGGTCAAACTTACTTACTTTTACTTTTACGATAAAAAGGACAGTTTTAGGCTTAGCCGGTTTTTGGCTTAGCAGCCTTTTTGGATGTAAAGATAAGAGTAAACTGAGAATGATTACCTAAATGAGTAAGGTAAAATAATATAATTTTTACTTAAATGAGTAATATTATCGCCTTGTCCTAGATAAACCAATTATTAATTAATGATTAAGTATCTAATGTTAGACCCGAAGCCTAGTGATCTTACCATGATCAGGGTTATAAAGGCCCGA

P3-2_Contig-515 not applicable not applicable 232 33.6 AGAGAGTCAATACTTAAAGTAGGAATAAAATTGATTTCACTAAACATAGTTAGTAAATCGAGGCATACTTTTTAATTTAAGTATCCTTATTTTCCTGTCTTTTCAACTCATTTCTATCTAATCCATTTTTTTGGGCTCGGCTATTCATCTAGCCGAGCCCTTCGCCTTTATGACACTGAGCCTGGCAAAACAATAACAATAAAAAACTCTATTCTATTTGCCGAGTAAAAGG

P3-2_Contig-608 not applicable not applicable 759 41.8 TTTTTCTTGTTTTCCTACAATTTTTAAGATCATTTTCTTTTCTAGCTATAACACGATTGGTGTTCCATCCTTTGTTGATAATAAGAATTGTTTGTCTTGTTCTCTTGTTGATAGATCTAAGAAAACTCATACACGAATAGGCCTTGTCCATCCTGGTTTGTTTCCAGCTAGGTCTCTTCTGTCAATCCCTTGGCATAGTCTTGCTTTTGTAAAAAAAAAAAAAATAGTAAAAAAAAAGAAAGTCTGTCTGGTCTGGTGTAGCTAATGTGACTTTCTCGATCTATAGTTCTTCTTCTTTCTCTCTCTTGACCAATGCTCTGGCTTCCCTCACTCAAAAAATCAGCCGTTGTGACACAGGTGTCTCGAGGTAGGCCGTGGATTGAATAGAGAAAGAAGGAAGTGCTTGCGCCTTAGGAATCTTGCGCTAAGGCTTGAACTTGCTGCATTCTAGTTTCCAGGAGCGCACTGGAGTTTGATCTTTCAGTCGTTCATTCTTCAAGGCATAATCTTTCGTGACAAGCGGAAGACGGAGGAGCAGGCAAGAAGAGCAAGTATAGTGAAAGTATCCTCATGGGCCAAACAAAAAGAGGTTGAGCCCCAACGTCAAATTAATGCATTGATTCAAGGGGTACCCGTGCAAACATCGTCTATCTCTCTGGTCAAGTGGCTCCGCTCTTAGGGAGAGAATCTACGGATTCTGTGAAAGGGCTTCCCTATCTATGATTGAGCTCTCGCTCTTACTCTTTCTATCAGTCGTGT

P3-2_Contig-784 not applicable not applicable 321 46.1 GAAGAAAGCGATTCTGAAGAAGAGGTTAAGGCTGCCCCTGCTAAGAAACCTGCAGCAGCTGCTGCTGCAACCAAGAAGGCTGATTCTGATGATGAAAGCTCTGAAGAGGAGAGTTCATCTGATGATGAGGAACCTCAGAAGAAGAAGAGTAAGCCAACTGAGACAAAAGCTGCTGCTAAACCAGTAGCAAAGAAAGAAGAGAGCTCATCTGATGAGGAAGAGGAAAGCTCTGATGAAGAGCCAGCAAAGCCTCAAGCTGCTAAAAAGGTAGCTGCAAAGAAAGATAGCAGCTCTGATGAAGAGTCTGAAGAAGGTGATGAG

P3-2_Contig-838 not applicable not applicable 753 39.2 TTAATTGTGTCATCCAAAAGGGTCTTAGGTTTTACATGACCTGTTTTTGTGCTACACACTGAATGATGTGTGAGGTGGGGTCTAAATAGCATTCAAGTAGCTTGGTGATGTGGTGTGCGGAGATAGCTAACTTAATGATAGAAGATTAGATCCTGTTATGATTAGATTATGGAAATTGGTGTGATAGAAGTAGGTTGCAACAAAACTGGAGTAGGAAGACATAAATCTGTGTGTCATTTCAACAAACATGGAGACAGTTTCTCCCTCTTCTAACATAGTGAGAACCACCTGCAGCTGAAATCTGATATGCTAAGTGTCATTAGGCAGTGATAGTTAGGTTCTTACTTCTCAGACTCTCTAATTTGTTAATTAACAAAAACAATCTATGTCGACTCCAAAGCTCCCTCTATTTACTAACTCAAGCATTCCCTCCCAAATCCTCTTTCCCTGTGTCAAGTTCATGTGTTGCAGTCCATCCAGTCAGACTTGAAAGCCAATGGTTCTTCATGTTTGGTAAGCCTTAAAGTATGGGTGGGATTACTTTTAAGTTGTGATGGTTTTTTCCTGAAGAAGATTTGGTGCAGAACTGCTGTTGAGGTAGGCTTGTCCTTGATGGGCAGGACCATTAACTCGATATGTGCATCACTAGTCCTTTCTCCCTGTCTTTTTTGTTTTCTTTTTTCTTTTTGAGGACGTACTTGATTTTGTGATCTATTGCTTTTACCTTAGGTTATGCCACCTTTTAGTGGTATC

P3-2_Contig-987 not applicable not applicable 514 53.3 TCAGACATGGGCTTCTTGAGTGTTGCGCCCCGGCTCAACTTACTCCTCCGAAGAGTTTCTGATTTCCGTTGTTTCACACCAGTCCACCCACGTCCTCGGCTAAGGGCGCTGCATAACTTGTCATGCTGCAAGCAGCAGAGGACCGCAGCACAGCAGGCTGGCTAGGTAATTTGATTACAGCGTCGAGATGCTTTCACTCTAAGGCAAGAAGACCACGAAACGACCCAGTCAAGGATCGATCCATGCAAGGAGGAAAGAATAGGCAAACGTCCCTAGTCGAACGTCGTTCTGCCTTTTCTTTAGTTCGCCTCTACTACCAAGGAAAGATTACAGAGCATCTTTGAACGCCAACTCTGCCGGTCAAGGCAAAGGTATAAATGCGCGAGAACCGAAGTCCTGCCAGAGAAGGGGACGGCACGCCGCAGGGGCGACCGTTCTTGCCTTCGGGGTTTGCACTAGGGTTACCACTAGCGACTTGGGGTTAAAGAGGTTTAAGGCCCTCACGCCTTGTGCG

P37_Contig-189 not applicable not applicable 332 35.8 TCTTTTTCGTTACTCGTGTCAGCATTCTCGCTTGGGATATACTGGACTAGCGCTAAATAGCGCTCAAACTACGTTGTAGTTATCTTTAAACTTATGTACGTCGACTAGTTATTATTTACTAATAGTAGTGCTTTTTTCTTCCTAGTACAATACTTTTATATTTCCTTTGTTTCTAGTCCTATTTACCCAATGTTCCGCTACCCCATAAATAATACGCAACTAGTGTTTACGTATATTACATAGGATTACCTTTTGCTTATAATCATTACCCATACCACTCACTTGCGGGTTTTGTAAATACAGCGAAACTTCCTACAGCAAAGGTAACCTAG

P37_Contig-724 not applicable not applicable 308 44.5 TTGGCTACAGTGAAATACCACTACTCTCATAGTTTCTTTACTTACACGGTTAAAGGGAAGTTGGGATAGTGTCTCTCTCACTTGGGTTTACCTCAGGGTTCGGGAAGGCCTCCTATCCTTAAATTCTAGAGCAAAGTGTGGGTACTTTCATCAATGCTCAAGACCCTATGACTTGTCTTGTTCTTCGGGACTTGATGAGACTTAGACTTGAGTTTGAAAGGTAACGTGGGTGTACCGTAAAGAAACTTGTTTCTGGTGCATACTACAATCTGCATGATCCTCACCGTGGACATTGTCAGGCGGGGAGT

P38_Contig-38 not applicable not applicable 217 35.5 TATCTTATTGCAAAGTGCTTTGTTTTAATTAAACAGTCGTACAACGCCATTTTATGTCTCCTCTCCTTATCTTATATTCATCGATAAGGATGGCACACCTTATCCCTAAGTTACGGTGTCATTTTGCCGAGTTCCTTAATGATTGTTAACTCAAACGCCTTTGTATACTCTACTTGCTTACTTGTGGTAGTATCTAGGTACGGTTATTTACTATTTA

P40_Contig-32 not applicable not applicable 217 28.1 CTTACTGCGTCTTGCGGTCTTTATGCCCTGCTTACGCAACTGATAGACGTGTATGTCAAACAGTAAAGCAAGATTAAGCCATTAAACTTTTAAAGTAAAATAATAATCATTTTCTTAATATCAAAAGCATATTAAGAAAATAAACTAAAACACTACTGTCACTTTATAAACATTGTCTTAGTGTTTTATTTACATCTATTTTCCATATAGTTAAAAT

P42_Contig-1275 not applicable not applicable 238 44.1 TTCTTTCCCCAGTGTTCCTGGCATATATGGTTTTTAGACCACAATAAGTTCTTCAACAGCTACAGTTTGACCCGCAACTGCAGTTTGATCCGCAGCTGCAGTTGTCGCACTCCTGGTTGTAGTTCTTCTCGCAACTGCAAGAGTCACCGCATTTGCAGGAGGAGCCACATCCACAGTTAGAACCTGCCATTTCTTCTTTGTTGATTATAGATTGTTGTAGTTTCTTTTCTTCTTCTTC

P42_Contig-1579 not applicable not applicable 210 49.5 GCATGGACCTGGTATTGGGGGAATGTTAGCTGGAGGGGCTGCAGGTGCGGCACTTGCTTATGGTGCTACTCATTTGTTACATGGAGGTTCTCATCACGGAGGTGGTCATTATGGAGGACATGTTGGTCATTATGGACATGGTGGTCATCATGGTCATGGCAAGTTCAAGCACGGGAAATTCAAACACGGGAAGCATTTCAAGCATGGGAA

P42_Contig-1912 not applicable not applicable 283 44.2 AGTGCAGAATCTTTTATTCGAATGACTATTCGGTTCCCGTTGTGTGCGATGACTTGGCATTCATATGGTCTTCTAAGCAGACGAACTAGTATTCAAGCTTGAGCCAGCATCGGTCCATCAGGTTTTGTCTGGCGCGTGTGGGAGTTATTGGTTTCGGTGGCGAATCATGTCTGCTTGATAGATTTCGTAGAAAATGCTTTGTACTCGTACACCAGTGGATTGCATAGACTCAGAATTTTGATATAGCCTAGTGCCTAGCTCTTGTTTGAGTCCTAACGGTTCT

P42_Contig-262 not applicable not applicable 511 52.4 GTTGTTTTGCCCCTCGTTGCATATTTCCAAGGGTTGCTTTGGGCATAAGCCGCCCCGGAGCATCTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCAATGATGGAACGCGCTGGGAGCCTTTGGGCTCCTCGCGGACTCCGGTTATTGCGCAAACGACGGTTCGGGCACAGTGGAAGTAAAAAGACACGCCGGTCGAATCCTAGCAAGCGTAGTAACCGGATTTGCTGACGGTGTCGGTTGGCGGTCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGTTTTGTTGTGTGTTCTCTTTGCACTTATCGACGCAGGCGTTTCTATCGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAGCGACGTGTGCAATGCGAGATGTGCGTGAGTGGTCCCTTCTTCC

P42_Contig-280 not applicable not applicable 281 43.1 GTTGATTGTCTGCTTGTGCAGGAACTGCCATGCGTTCTTACCTCTTCAATTGTCCCTTACGATGATTATATGGTGAAAACCACGAATATTTTTTGTACAAAACATTTTTAAACAATCATTTGGTGGGTTCATGATTTCGTATCGTGTGGTGCATTCTGGGGGTTGTTCTGTCTTATGATTGCTTTCTCACGCATGTTGCCGAGGGGGTAGTTGTCTGGTAGGCGATCTTCGGGGATGATTTCCATAAAGGTGCATGAGTGGTGTTTGGTTTGTTACGGGTG

P42_Contig-317 not applicable not applicable 574 31.9 TGAATTGTCTTCTTATGACTCATCAATCAGATAGATTCGTTTTTTGAAAGAACTGTTCAAGGAAAAAGCAACCCCCTCGCCCAGTACCAGTTCATCCTCAGACCTGCCCCCCCTCTTCTTCCATCAACTAAATGGATTCTGAGATCTTGTTCATGAGATTAAGAAAAAGAACTCTCTTTCTAAATTATTCTAATTTTTATGTATAGTAAATTACTAATCTTTTCTTTTTCTCTGTTAGAAAAGAGAGAGTTTCCAATTTTTTACTTCACTTCAATACTCAATACAATAATAATATTCAATAAAATAAATAGGAGACTGGAAATTAGAGTCTTTTTCTCGCATCCACTCTTCATACGATTGTCGGAACAAAAATCTTGGATGCAACGAAATGGAAATTTTTATAAAGCCGCGAGCTATAAATCTAAATATAGAAATATTATATAGATATAAATTAATCTTGATCCTAAAGAAAGATAGTGAAAATTTTTCTTATCTTGTGACTTAGAATAAAGGGTTCTCCGTGGAGGAACGAAATGACAATTTGTTCCTATAGAACATCTAGGAACAAGACGAT

P42_Contig-424 not applicable not applicable 512 52.7 TAACCGGAGTCCGCGAGGAGCCCGAAGGCTCCCAGCACGTTCCATCATCGAGTTGAACCTGGGCGGACGCGAGAAACAACCCTTAGGAACGCTATTCCGCTAATGCACATTCCGTCATCGAGTTGCTCCGGGGCGGCTTATGCCCAAAGCAACCCTTAGAAATATGCAACGGAGGGGCAAAACAACGGAAGAAGGGACCACTCACGCACATCTCGCATTGCACACGTCGCTTACGTTAACCATTAATTAGCAAGACCCCAGCTCAGAAAAACTGTGCACAATAGGCCACACCAATTTAGGTCTTCGATAGAAACGCCTGCGTCGATAAGTGCAAAGAGAACACACAACAAAACCCACATTAGCTGCCGCTAGCACGCGAACGCGCCTCAAATCGGTTGGCAAAAGCCAAAGCCCGCCAACCAACACCGTCAGCAAATCCGGTTACATCGCTTGCTAGGATTCGACCGGCGTGTCTTTTTACTTCCACTGTGCCCGAATCGTCGTTTGCTCAG

P42_Contig-482 not applicable not applicable 284 50.4 ACCATATGAATGCCAGGTCATCGCACACAACGGGAACCACATAGTCATTGTGTGAATCCATGCAATCCACTGGTGTACGAGTACAAAGCATTTTCCACGAAATCTATCAAGCAGACATGATTCACTACCGAAACCAGCACCTCCCACCCGAGCCAATCACCTCCGTCCTTCGCAGACCATATGCTAGCATATGGCCAGGGGGTCATTACGAAAATACCGACTACCGATTGCTACTACGGGTCACCTTCGGGTCATTGCGCCAGTCACCTTTGGGTTCTTCGCAG

P42_Contig-491 not applicable not applicable 406 30.5 CAAGATGAATTTCTATGTTAAGTAGAGTTCGTCGATGTATATCTATCGGATGTGGCTTCATGTACCAAATATTTTTATATCGACGCAGCCGGTATTTTTATTTTGGTTACCACGGTGTAGTGGAGAATGGATGCAAAAAAGAGACTTTGATTTCCAATCTTGTATTTTTTATTGAATTTACCAACAAAATAGCAAATAATCTCTCTATCTAAGAGATAAGACTTAAATGTGTTTTTTGATCATACATGGTAAGATCGATGCTCGCGTTTTCCATTTATCTGCAGTAAAAGAAAAGAGACATAACAAAGAAGACACTCAAAAATTATATATATGGAATTGGAATAGTTTAGTACACCTAGAAATTAGAACAATATAGAAATATCTTTCTTTTTATCAATCTAACGAA

P42_Contig-512 not applicable not applicable 226 34.5 ATATCTTAAAAAGAAAAATAGGATAACTCCCCTTTTCCTGGGCGGGTCAACAAAGTCATGAAATATTTCGATTTACTTTTTCTATAAAAAAATGGATTTACCTGGACTAATACATGATTTTCTTTTAGTTTTTCTGGGATTCGGTCTTCTAGTAGGAGGTCTGGGAGTGGTATTACTTCCCAACCCAATATTTTCAGCCTTTTCCTTAGGATTTGTTCTTGTTTGT

P42_Contig-608 not applicable not applicable 319 30.1 TATTTTGTTGTGAACCGAGTAATTCATAGAATTGTTTATATCTAAAATAATAACATCTCCTTCCTTTATATGATCCCCTATAGTTATATACATACAAATAAATAGATTGACTGGAATTTCAGACATCGGCCCGACGATGATCCTTTTTTCAAAAGAGCGCAAATTTTTTTACGTTTACACATGCATAAGAGCTTTTTTATTTATGTTTGTAGGAATCTATGTGTTATACAATATTCTACCAAATGGGTCTTATCGAATCGAAGTTTTTAAAATAAAAAAAGGAGTGATACGATTAGGTCTCAGCCGATCTAAAAAATCT

P42_Contig-707 not applicable not applicable 281 43.1 GCCTACCAGACAACTACCCCCTCGGCAACATGCGTGAGAAAGCAATCATAAGACAGAACAACCCCCAGAATGCACCACACGATACGAAATCATGAACCCACCAAATGATTGTTTAAAAATGTTTTGTACAAAAAATATTCGTGGTTTTCACCATATAATCATCGTAAGGGACAATTGAAGAGGTAAGAACGCATGGCAGTTCCTGCACAAGCAGACAATCAACCACCCGTAACAAACCAAACACCACTCATGCACCTTTATGGAAATCATCCCCGAAGATC

P42_Contig-807 not applicable not applicable 321 46.7 AGTGCTGAAAGCATATAGGCACGAAGTTTACTTTAAAATATTCTTAAATATACGTCAGAGAATACTACGAAAAATGGGGGGGGCTGGGGTGTTCATTAATAAATATTTCCCAGCGATCGATAAAAAAACTAGTTCCCTCGATTTATCCCCCCTTCCTTCGGCGGGGGGGATTAGGGAGGGGACCGGAGGCGTCCCCCTCGGCTCGAGCCGGGAACCTAGTTCCGCCTCGCGCGGGACTAACCTGGAAAGCACTAGGATGTTACTAACACTTTAGTAGATATATAACATAGGCACGGCAGGAACGCTATGTTAGTTAAAATA

P43-2_Contig-43 not applicable not applicable 213 31.9 TGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCAATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTATCTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTAGTGGTGAAGCAATGAAAATTAGTTCATACT

P43-2_Contig-60 not applicable not applicable 213 32.4 TCAATTTTAGAAGTATGGCACAGTTACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAAAAAACACTACAGAATTGGCACAAAGGCACCCTGAAACAGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACCAATAACAATAAAAATGTAAGTGTGGTATTGAG

P44_Contig-12 not applicable not applicable 686 55.8 ATAAAATTGACTCGATGGCGGATTTCTTTGACTTGTGTGTCTGGGCTTTTGTACGTGCGGTGCATGAGTGGCGCTTGGCTTGTGGCGATTTGTTGGTTCCCTGCTCCGGCAGCGACAACATCTCTCCCTAGCCTTTTCATTTTGTGGCCGATGATGTCAATCGTCGGCCGTGTCGGGTTTTCTGTGTTGCATACCTACGCGATGGTATTCGGTCGGTTATAATGGGGAAAGGTCCACTAAGTGGTGCTCCACGCCGTGTATGCGCGCGCGGATTCCAGCACGAGGTGGATCCTTTAGGCGGTCGTCGTGCTACCACAATCCTCGCACTTCGGTTCGATGGTTTGATGGCTCATGACGGTCTGCTTGACATCTTGGGTGCGGAATATTACATGGATATGGGGTCTAGCGCCCCTATTTGTCCCGTATAGCAAGCGTTTACGCTTTGTTCCCCCGAGATAGTTGGCGCGCACGCGTGACGCTGTTGATGAGGCGCAAGGTGTTAATGCTGCTACGCGAGTTGGCCGACCAAAAGGGGCGATTAGGCGCGCTGACACGGGCGCAAGCGACAGTCCGTGCGCGAAGAAGGTCGCAACGTCCGGGTGAGGTACCGACCGAGGGGTTGAGGGATTTTTCGTGCCAATCGGGACTTGCTTGGGCGTGCTTGCCGGAGATTGCCGAGTTGGGTC

P44_Contig-296 not applicable not applicable 226 52.2 CGACCGGAGTAGACCCTTAAACGAGTGGACGGGTCAACAAGGCTTGCTAGGCAAGAATTATGGCATGCCTAGCATGCCATAACGCTTGCCTAGCAAGCCTTGTTGACCCGTCCACTCGTTTAAGGGTCTACTCCGGTCGGAACGGATCAACAAGGCTTGCTAAGCAAGCGTTATGGCATGCTAGGCATGCCATAAATCTTGCCTAGGAAGCCTTGTTGATCCGCTG

P44_Contig-44 not applicable not applicable 733 29.7 TGAATTTTTCTTAAATTTCCACGAATGGACTCTTATCAAAATTCAATTAGATAAGTTTTATAAGTATAATGGGGAACAGCGGATCCCTTTTGTTTCAATATTTCATTTCAAAATTCAAAGAAGTTTTCATCCCATCGAACTCTTTCGAGCATCTATCCACCAGCCAATCAATTCAATTACTTTTCTTCTTGGGTTGGCTTGGCAATGATAAAAAAAGATTACTAATTTGGTTTTTTCTTAATATATACCAAACTTTACTTTTTTTTTCTTTGATTCTTTCGGCAGGTACTGGGATTAAGTTTGTATCTTTATCATAAATTATAGTTTATAGTACAGCGTCTTACACGAAAAAAGACTAATCTAATTGATAGTATGGTAGAAAGATTCATATGAATCTTTCTACCATACTATCAATTAGATTAGTCTTTTTTCGTGTAAGACGCTGTACTATAAACTATAATTTATGATAAAGATACAAACTTAATCCCAGTACCTGCCGAAAGAATCAAAGAAAAAAAAAGTAAAGTTTGGTATATATTAAGAAAAAACCAAATTAGTAATCTTTTTTTATCATTGCCAAGCCAACCCAAGAAGAAAAGTAATTGAATTGATTGGCTGGTGGATAGATGCTCGAAAGAGTTCGATGGGATGAAAACTTCTTTGAATTTTGAAATGAAATATTGAAACAAAAGGGATCCGCTGTTCCCCATTATACTTATAAAACTTATCTAAT

P44_Contig-570 not applicable not applicable 268 35.4 AAAAAAAAGAGAGCCTAGCCCCTCATAGGATCCCCTATCTGTACATATATAAAAATGTCTGCACGTATATAACAAGCTTTGCATTTCTTTCAGGCATCCGCTACAGTCTCAATTTATTTTCAAATAGCCCATTTACTTAATATCTTATATTTACGCCTGCGCCTAAGAACCTTTTTCATTTATGTTTGAGAAGGGAGCTGTCTGCATGTTCTATCAGATTCTACTAAACTAAATAGATATCTGTATTATGATCCAAGCCTAAGTCTTG

P44_Contig-646 not applicable not applicable 287 57.5 GCTTGTGACTTGGTCGAGTACACCGAATGGGCCGCAGCCATGGGGTCGGGCTCCTGTGCGAACCGGTTGGCCTTGTGCCATCTTAGAAGTAGCACTTCCAAACGCGTGACATGCATTTCGCTCAGGGTGGTGGAGGCCCAAAGCGTTCGGATTTGCCGATGGGGATGTCGCGGTGCCTGGGGAAAGGAGTCGAGCCACAAGAATCTATCCCACCACAATTCAATGTCCCACCCGTACAAAAACAGCCTCGAGGTGCAGTCAGTGCTCGGGAGGCGAGTGAATGAGCA

P44_Contig-89 not applicable not applicable 348 39.9 CCCATACAGAGGATAGGCTGGTTCGCTTAAAGAGAATCTTTTCTATGATCAGATCCAATCATGTTGTACATGAACAGGCTCCGTAAGATCCAGTCGAATGTGTGATTTTGCATAATATAATCTAGATTATATTATGCAAAATCACACATTCGACTGGATCTTACGGAGCCTGTTCATGCATGACATGATTCAGGGTTGACCATAGAATAGATTCTCTTCAAACGAACCAGCCTATCCTCTGTATGGGCTTACGTGATGGTTGGAACAAAGACACATTTGGTTGTGAATTCAAATGTGGCAGATAAGCACATATCTGCACAGACCAATCAATAGTTCAAGTCACACACT

P44_Contig-91 not applicable not applicable 568 51.2 CCAACCACCTATGGCCGTTCAGCTTAACCAAGATTGAGTTCCTAGCATGTATAGAACAACCTTTAGGTGTGGCTAGCCGTTGGGGGTGGGCAAACGAGCAGGTGGTGGGATAATCGGTTTTTTGCTGCTCGGGATCTCAATGCTCGTGTGCTCACGGCCCTTTAGCCTAGCCACAAACACATCCTCCGCTCCTCTCAAACCCTTTTGATGCCATGAAACATACCTTAAGCCCAACAAAAGGAAGCCTTGAGGCACAGTCGGCGCTCGGGGTGAGGGCAAACGAGTAGCTTGTTGGATAATAATCGGTTCTTGCTGCTCGGGAGCTCAATCGTCGTGCGTTGGTTAGGCTCAGCCCAGCCATTAAACACATGTTACCCTATGCGAGAACCCATTTGACAAATCAGAACCCAGCTTCCACCCCACAGACAACATCCTTGAGCCTTGATCGGTGCACGGGGGGCGAGTGAACGAGCAGCTTGTGGGATTATCGGATTTTTGCTGCTTGTGATCTTGATCCTTGTGTGTTGACCACTATCAAGCCCAACCTCAAACACAACACATCATCCAC

P44_Contig-93 not applicable not applicable 686 56.0 TGACATCATCGGCCACAAAATGAAAAGGCTAGGGAGAGATGTTGTCGCTGCCGGAGCAGGGAACCAACAAATCGCCACAAGCCAAGCGCCACTCATGCACCGCACGTACAAAAGCCCAGACACACAAGTCAAAGAAATCCGCCATCGAGTCAATTTTATGACCCAACTCGGCAATCTCCGGCAAGCACGCCCAAGCAAGTCCCGATTGGCACGGAAAATCCCTCAACCCCTCGGTCGGTACCTCACCCGGACGTTGCGACCTTCTTCGCGCACGGACTGTCGCTTGCGCCCGTGTCAGCGCGCCTAATCGCCCCTTTTGGTCGGCCAACTCGCGTAGCAGCATTAACACCTTGCGCCTCATCAACAGCGTCACGCGTGCGCGCCAACTATCTCGGGGGAACAAAGCGTAAACGCTTGCTATACGGGACAAATAGGGGCGCTAGACCCCATATCCATGTAATATTCCGCACCCAAGATGTCAAGCAGACCGTCATGAGCCATCAAACCATCGAACCGAAGTGCGAGGATTGTGGTAGCACGACGACCGCCTAAAGGATCCACCTCGTGCTGGAATCCGCGCGCGCATACACGGCGTGGAGCACCACTTAGTGGACCTTTCCCCATTATAACCGACCGAATACCATCGCGTAGGTATGCAACACAGAAAACCCGACACGGCCGACGAT

P44_Contig-95 not applicable not applicable 568 51.2 AGCCACACCTAAAGGTTGTTCTATACATGCTAGGAACTCAATCTTGGTTAAGCTGAACGGCCATAGGTGGTTGGGTGGATGATGTGTTGTGTTTGAGGTTGGGCTTGATAGTGGTCAACACACAAGGATCAAGATCACAAGCAGCAAAAATCCGATAATCCCACAAGCTGCTCGTTCACTCGCCCCCCGTGCACCGATCAAGGCTCAAGGATGTTGTCTGTGGGGTGGAAGCTGGGTTCTGATTTGTCAAATGGGTTCTCGCATAGGGTAACATGTGTTTAATGGCTGGGCTGAGCCTAACCAACGCACGACGATTGAGCTCCCGAGCAGCAAGAACCGATTATTATCCAACAAGCTACTCGTTTGCCCTCACCCCGAGCGCCGACTGTGCCTCAAGGCTTCCTTTTGTTGGGCTTAAGGTATGTTTCATGGCATCAAAAGGGTTTGAGAGGAGCGGAGGATGTGTTTGTGGCTAGGCTAAAGGGCCGTGAGCACACGAGCATTGAGATCCCGAGCAGCAAAAAACCGATTATCCCACCACCTGCTCGTTTGCCCACCCCCAACGGCT

P45_Contig-62 not applicable not applicable 472 28.4 TTTACTCCATTTCTTTATGTTGTCACATATAATCTCCTCATCATTTTATCCTTTAGGTTTAATTTAGAGACCGATTAACTTTCCCATAAGCTTAAGGCGAGGGGCTATCCCTTTTTCGTTACTCATGTCAGCATTATCACTTGGGTTATCATATATTTATTATTAAAAACAATAAAAGTAACCATTTGGATTTACCCAACGTTCTGCTACCCCATAAATATAAATAAGATATTATATTTTGGTATGGACCCCCAGGCTAAAGATTCGTTAATTAATAATATAAAAAGTGAATTTTTATTTTTAATCCCTTGGTTCATTTTTTTAATTAATCTTTGATTAATTAAACAAGAACTAAAGAAAAATAATTACTAAATCTAGAACTGGTTTTTAATTATTTATACCTATGGACAAGGTGTCGGTATATTGTTTAGATCCGTTAAATTTTCGGTGCAACTATCAATGTAAAGTTTTG

P45_Contig-7 not applicable not applicable 344 33.4 GTACTATCTATTTAAAACCTATTTACCCAATGTTCCGCTACCCCATAAATAATACTTAAATAACCTTTAAGTATAGTAAACTAGGATTATACCTAATATAATTATTATGGACAAGGTGTCGGTGTTTTGTTTTAGATCCGTTATATCTTCGGCGCTTTTAACTAATTAGGTTAACGAATTAACCATTTGAACCAGTGCTCTGTTACGAGGTCTTCAAAAAATGGCCGCTTCTAAGCCTATTTCCTGGTTGTATTTGAAGAAAACTTCCTTATTTTCACTTAACAATAATTTTGGAACCTTAACTCTTGTTCTGGGCTGTTTCCCTTTAGACATACAACCTTATC

P46_Contig-1109 not applicable not applicable 412 46.8 CTTCGAATGGAATCTTAGCCCGCCTCACTTGACTGAGCATAAGCGAAGTCAAGGGATTTCCTTCTAACTAGTGGCTGAGAGTAAGCAAGCTACCTTCATTCAACAGATTTGTGGTTGAGTCAGCTCCGAGATGAGAAGGCGTCACATTCCCCTTCCACCTTCGCCTTTGACTATATAAGGTCGGGTAAGGAATTCTATTATTCTGGTTTATAGGCGAGATCTTTTCTGCGCGTCCAAGTCAAAGAAAGAGGGGAAGAACAACCCCGCAAACGTAGCCCTGACTACATTCCACTGTGACGGTACGGAATTTGAACGGGGGAATAGTCAAAAGGCGAGCACTGAAATGAGAAAGGCTTGTAGACTCGTGACGCTGAACGAGACATTCGAAAACTAAAGCGCACACTAGAAAGTG

P46_Contig-1196 not applicable not applicable 214 37.9 GTATGAGTTGATACCATCATTATCCGTAGGTAGAAACAGCCGGGGTGTGAATATATATATTTGTATATATGGATGCATGAGCCGGCATGTATGTTTGTGAAGTAAATAAAAACGGCCCCGACTCCATGTCCGAATAAAGTGGTAATAAGTCCTACAGGATCCGTGGGTTCATGGTCAAATCCCTCTATGATGTATTTTATTACAATTTTTTTTT

P46_Contig-1773 not applicable not applicable 270 38.1 GAAATCGTGATGAGAGTACCAATGAATCACTTCAACAAATCGAACGGTGTCACCCTCTTCAACTTGCACGATGTTCTTCACTTTCCTTCTCTTCAAACGTCTTCTTCTTCAAATCTGCTCTAGGTCTTCAATCTACTTGAAGCTTCAACTCCCAAGGATCGGATTAGCTCTTGATACCAATTTGATGTGTTCTTGTACGCAGAAGCTTGATACAAAGAGTTAATCAAAGAAACACAGTAGAAACTATGAGAAAACACAACTTTTATTAGA

P46_Contig-1815 not applicable not applicable 349 50.4 GGCCACTGCGCCACATGCAGTAAACCCCGATCACGGCAGGGTAGCATGTGGTTTGGCCCGATGATGGGGATCGATTGTTTTGATAAAATTTTTAGGCCACGTTGAAATTCGATTCAAAACATGAAATATCCGGAGGGCTCAGGTTGAGCTAGTGGGTGAATAGCTCGGAACATCTTGAGATGGCTTATGAGGAACTTCCAAACGCGATCAATGGCCCATGCTCGGCTAGCGTTAGTCGACCAACGAGTGGGGGGTCCGATATGAAGGCATCAACGAGATGTTTCACCCGTATACGTGGTGGGCCGCTAGGACAACTCGGCAATGACTTTTGATGCCATTGTCGTGTTGT

P46_Contig-227 not applicable not applicable 768 35.3 TTTTTTTATTTTGTAATTCTCTTCAATGCTTTTCAGTCTTCGTTGTTTTTCGGTTGCTGTGGTCCATCAACAAGTGTTTTAAGACGATTTTTTTGGAGCAACCATTCTATTCTAGAAGAGCAATGTATTTATTTTGCATGTGATCATCTTCAAGGAGAGCCAGAGCATGGGTTCAGTGTAACAAGCTCATTTCTGAGATTGGAGTTTACGTTTCTCTCTCATCAATAATATTACTATTGACGTCCTTCTCTTTTCGTTCCTTCTTTCTCATCCGTGGTGACTGTTCGCTAATTCCTTTGTTCTGTTTGGATCTTTTCAGAAATTGGATCGTTTTGCTGTTTTTTTCCGGATAGGTAAGTTGGTATTTGCCTTTTCAGATCTAGGTCCTTGGTGTGGTTACAAGTACGTTCTTAGTTCATCAGTTGCGTTGTGCCAAATATGCATTAGCTTTACGTTGTCATAAAATTTTATAATTTTTTATCTCAACTTGTGCTGGCAGTGTTTCCTTATGGCTGACATGCTTTGGTGACAGATAAGATCTTGATTTTAGATTCCATCTTCTTTTTCGTGTTAATATTATGTTATGCATTTTTTACTCTTAGGTTTGTTGTGGGTATTTGCTCTGGTGACAAGGTATATGGTTATTCCCTCTTATCTTGATCATCCATTACTCATTTGGTCGAAGATAAGACCTGAATTCAATCATTGGGTTTGATCAACTTAGTAGCTACTAGTCTTGTTTTATATCAGATATCATTTATACCTAAT

P46_Contig-2778 not applicable not applicable 266 39.8 GGGCCAAGCTAAGGTTGGTCACTATGAAAACACGACAATGACTCGTCGAGCCCACAACATGCATCGGATAAGGGACGTCTTTTTAATGCTCTAGTCGAACTAAATCGTTAAAAGAGCAAAAGAAATACATTACCCAGCCGCATGCCAAGGCTCTAAAATCATTGTGGAGTTTTCTTAGTGTCCCACCATAATATTTTAAAAAAACAGGCGACAAATCGTAAAAAAGTTGTTGCTAGCACGGGCATTTTAAAAAAAGGATTTGCTTT

P46_Contig-286 not applicable not applicable 512 54.1 CGTTGCATATTTCCAAGGGTTGCTTTGGGCATAAGCCGCCCCGGAGCATCTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCAATGATGGAACGCGCTGGGAGCCTTTGGGCTCCTCGCGGACTCCGGTTATTGCGCAAACGACGGTTCGGGCACAGTGGAAGTAAAAAGACACGCCGGTCGAATCCTAGCAAGCGTAGTAACCGGATTTGCTGACGGTGTCGGTTGGCGGGCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGTTTTGTTGTGTGTTCTCTTTGCACTTATCGATGCGGGCGTTTCTAACGAAGACCTAAATTGGTGGGTCCCCTTGTGCGGATTTTTCTGAGCATGGGGTCTTGCTAATCAATGGTCAGCGCATGCGATGTGTGCGAGGCGAGACGTGCGTGAGTGGTCCCTTCTTCCGTTATTTTGCCCCTC

P46_Contig-29 not applicable not applicable 717 49.0 TCTAAATCAGTCCCGAATCATTACCATTGCCCAAGCCCCGCTAGCAATCGGTAGTGCAGAGAATCAGTCGCTAAATCACGATCAAAATCACTACCAATGCCCAAGCCCCAGCTAGCAATTGGTAGTGATGAGATCAGTCGCTTTAATGAACTTGTTCGCGTATCGTTCGGTGCATTCTGGGGGTCGTTATGGCTTTTGGTTGCTTGCTTGGTCTTGGTGCCAAGGGGGTGGCTCTTAGCTGGATGGTCTTCGGGGATGTCTACCGTAAAGGTGCATGAGTGGTGTTTGGTTTGTTACGGATGGTTGGATGTCTGCTTGAGCAGCAACTTCCATGCGTTCATACCTCTTCAATCGTTGCTCCATGGCTCTTTTGTCTTGGGCATCAAGTGGGTTCCTGTGTTGCATACCTAATCAATGGCATCGGTTGGCTTGAACAAAGTTCTTTTTCGTATAGCACTGCTTGCGGTGTCAACGAACCTCGAAACGGCCTCTGTCGTCCTTCCTTTCAATGCCAATGCATGGATGGGATGGCCTATGGTGCGTCGCTTGGTGTCTTGGATATGGACCCTTACGTGGGTACATGGTCTTTAATGATCATTGTTTCTGCCCTCAGTCGAGTGTTTTGCTCCTCTAACCGACGCGTCTTCCATGCAGACCTGATGGTGTATGGTTGTTTGTGTCGGATTGGAGTGTTACCTCAGCTGATCGTTTCACTTC

P46_Contig-3866 not applicable not applicable 354 37.6 GTAAAGTAACTCGTGACCATGGGTGCACCCGCAAGGGTGAGAGGTGCCGGATCTTGGACTGTATCCGTTACTTTACCAAGGGGTCGCCACTGGTGAATTAAAAGGGAACTAAAAAGGGTTTAGTTAAATAGGGTCTTTAATCTGTAATGAAATTGTATGTGAGTTCCTCACCATATACATTAGTAGTTGCACTTAAAGATTCTTATCTGTGTGTTATGTGATATTTGTGTTATGTGCTTTCTGGGTATGCAATATGTTTGATATTACTTTGGGTATGTGTGTGAATTGCTATGCTTATTGTGTATGTGGGAAAGTAATAGGGTTTACTTTAATAATGGTTGTGTCTAATAAAGA

P46_Contig-3877 not applicable not applicable 200 38.5 TCTAGACAAGTACGGAGTGTTGTGGAAAAGGGCGGAAGGATCTAGAAGACTCTAGCAAGGGGCTGCCCAGAAGGTTCTAGTTTTGCATCTAACTTAATAGTTTCTAGAATATGTCATGTAGTGTTATCTAGAAAATACCATGTAAAGTATATAGAAAAGTATCATAGGAAAAGTCAGGTAAGGTCTAGATGATTCCGTGT

P46_Contig-425 not applicable not applicable 228 36.8 AAGATCTTATCTGTCACCAAAGCATGTCAGCCATAAGGAAACACTGCCAGCACAAGTTGAGATAAAAAATTATAAAATTTTATGACAACGTAAAGCTAATGCATATTTGGCACAACGCAACTGATGAACTAAGAACGTACTTGTAACCACACCAAGGACCTAGATCTGAAAAGGCAAATACCAACTTACCTATCCGGAAAAAAACAGCAAAACGATCCAATTTCTGAA

P46_Contig-433 not applicable not applicable 511 53.0 TAACCGGAGTCCGCGAGGAGCCCGAAGGCTCCCAGCGCGTTCCATCATTGAGTTGAACCTGGGCGGACGCGAGAAACAACTCTTAGGAACGCTATTCCGCTAATGCACATTCCGTCATCGAGATGCTCCGGGGCGGCTTATGCCCAAAGCAACCCTTAGAAATATGCAACGGAGGGGCAAAACAACGGAAGAAGGGACCACTCACGCACATCTCGCATTGCACACGTCGCTTACGTTAACCATTAATTAGCAAGACCCCAGCTCAGAAAAACTGTGCACAATAGGCCACACCAATTTAGGTCTTCGCTAGAAACGGCCGCGTCGATAAGTACGAAAAGAACACAAAACAAAGCCCACATTAGCTGCCGCTAGCACGCGAACGCGCCTCAAATCGGTTGGCAAAAGCCAAAGCCCGCCAACCGACACCGTCAGCAAATCCGGTTACATCGCTTGCTAGGATTCGACCGGCGTGTCTTTTACTTCCACTGTGCCCGAATCGTCGTTTGCTCAG

P46_Contig-439 not applicable not applicable 752 42.3 AGTAAGCCATCATGGCTGTTAATATATACGAAAGACGGGAAGTATTCGAGTTTACTCAGGTACTCTTTATTGTTGCAATTGAGAAGAACTCCATATTGAAGACTCAGACACCAATCATGACTTTGAAATATACCAGAAGAAAACACGAGCCTAGCCTGCAGATAATCAACCTTCACTTTTGTCACGTCTCTTCCTACACATATGTAACCCAACTTTATTGAGAGAAGGGGTTTGGATTCGCAAAGATGACAGAAGGCATCTAAGATCTCTCGATGTTTGTCCGCTTCCACCTGTGCTGCCAAAAAGGTTACAGATCCTACATCCAATCGAGGGTCTGCCTGTTCGCCATTTGGGCTGCATTCACATACTTCTAAGTCACCAGATGCAGTCCAACAGTGCTGACCATTGAACATAAATTCCCCTAGTCTTTTATAGAAGATCGATCCTACCTTGAATCCTCTTGAACCCCAAGGGACTATGGTAGAAACAACACTCTTTTCTATGTCTGCCAAAATGCATGTGTCATCCGACATCAATATGTGCTTCCCATTGTGCACATCGTCTAGCTCAACATTGGATCTCAAAGTGTGCAAGAAGTATTTACCACCTTTACGGAATATGTGACCCTCGTGTGATGAGATCGACACTGGGATATAACCGTGAACTGCAGCATCATTGAATACTGTACATTGAGGAGTCTTGATAGACATTCCGATACCATCATCTACAGCCGTTTCTTTACAGACCTTGTA

P46_Contig-744 not applicable not applicable 276 34.8 CTAGTTAGTGAAATAGAGTCTAACGTGTGATTTCCGCCGAACATAAAGGAAAAGGTTCTTAGGTCTGTAGAAACGTGATATATGGATATTTGAATTTTAGCAATTGAAAAATAGATCAGGATCCGCCGGATGACTTAAATTTTAAAATGAAGTCGGCGGATCTATATGTAATATGTATATCGATGTGGATAGTAGAATCGTATTGTATTAGGGGGTTCTTATTTTAGATCTAACCAAGTTGATGAATTACTCCTAAAGGTTCCCATCAAACTAGTG

P46_Contig-790 not applicable not applicable 409 38.9 AACACCACCCTTTGGTGCCACCCCCTTGGTGTATCAAGGTCACGCGTTCCCTACGTGCCAAGATGAGGTTTCCCCTTTACTCTTTATTAGACACAACCATTATTAAAGTAAACCCTATTACTTTCCCACATACACAGTAAGCATAGCAATTCACACACATACCCAAAATAATATCAAACATATAGCATACCCAGAAAGCACATAACACAAATATCACATAACACACAGATAAGAATCTTTAAGTGCAACTACTAATGTATATGGTGAGGAACTCACATACAATTTCATTACAGTTTAAAGACCCTATTTAACTAAACCCTTTTTAGTTTCCCTTTTAATTCACCAGTGGCGACCCCTTGGTAAAGTAACGGATACAGTCCAAGAAAGTCTCCCAACCACTGAACCTCTT

P47_Contig-110 not applicable not applicable 213 32.4 TCAATTTTAGAAGTATGGCACAGATACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAAAAAACACTACAGAATTGGCACAAAGGCACCCTGAAACAGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACCAATAACAATAAAAATGTAAGTGTGGTATTGAG

P47_Contig-82 not applicable not applicable 213 31.9 TGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCAATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTATCTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTAGTGGTGAAGCAATGAAAATTAGTTCATACT

P48_Contig-10965 not applicable not applicable 210 39.5 TTAGGGACAATGGCCAACTCAAATATCATCTCGTGAAGGCACTAGATTTCCAGCCAACTAATAACACCCACATAAGCAAACTCATGAACATGGCAATTGCCAACCAATTACCAGCTCTAACATAACTGATGAACAATAAGCCATGTACCCAGGAAAGCATGACAGTTTCAAAGCAACATTAGGGCCAATTTTCAAAGTTTAAAAGCAACA

P48_Contig-1194 not applicable not applicable 557 41.5 AGACAGACCAAAGGAGAAATAGCCCAGACGCATACTCCAGACATAGAACACCTCAACATAATGCTACCGAAACAGCCACATCCATAATTGCATGAACATAAAGAGGAGAGCTACTATGACAACCATTTGCCACATAACACAGACGCCATGTATTTCAAAGCCAACCTGATTGTTACCTGAGCTGCATTTCAGAACTGACAGAAACAGCACAGCCTCTAGTAAAAGGATAAACCTCAGTGAACGAATTAACTTACAACCTTTCACTGATACAAACTTCATAAGATCCCTGCAACATCGTGAGGCAGAAAACGGAATCCACATATGTTACCAAAGAAAAAAGGCCAATAGAGCTTTACAGAGGGAATGAGGCATCAAACCAGAACTGCTTTCCAATTAATCTGACAGAAATCCACCCAAAGACCTGATCTCTGGGAATTAAAAGAGCACAGCTATGATTAAGTGTAAAGATAAGGTGGAAGACAAATGGAGCAAACCAACTAATTTACTCCCCCTCACGGCTGTTAGTTGAGCATTCATCGCAACATCCATTCCAACAA

P48_Contig-1198 not applicable not applicable 220 32.7 TATGAAGGTTTAAATTGAGATTTAAAGCTTTTAGAATGAATACCGGCCTTTTTTTGGACCAATATAAAGTTATAAAGGTGTAAATATAGTTTTTAAATAATTCTCAAAAAGTTAGACCCATTATTGGAGCAACGGAAACTTCGTCCAAACTACTTTGACCAAAACTGCCCAACTTTGAATAGCTTCGTACGAAGTGAATATTGGCCTTTTTTGGGACCAA

P48_Contig-12185 not applicable not applicable 231 28.6 TATTTTCGAAGACCTCATATCATTTTCCGAGTGTTCGAGGCTTCTATTATTTATGTATGATTTTTTTATCGTCCCCTTGTTTCGAATGGGTTTATAATTTATTAATTTCTAATAAATTCAAATTAGTGTTTTGTAACCCGACCAAGTTAAGAACTCAATTCGTTTATCCTTTCCTATTCTTAATAAAAACTTGAACCATGAATTGTCTTATAATTCATCAACCAAATAGAT

P48_Contig-14867 not applicable not applicable 229 51.1 TTTCTTCTAGAGTACGGGAAACCGGCGTCACAATTACTGCTGCTCTCCTCGTGCTCGTCGGACTCGTTCGAAGATAACTCGGTGATTCCGCTCGAACCCGAGGAGGAGGAACTTGGCACGAGATTTAAATCAGCTCTTCTCTTCGTCGTCATGAAATCATAGAACACCGGCCTGCTCGTTCGTGGCTTTTTGGCGACAACTTGTTCGCTGTTTTTCCGAGTTGGCAAGG

P48_Contig-1710 not applicable not applicable 352 32.7 AATCGTATGTCCTTTGTTACAACAATAATGACAAACAATATGAGGATTACTTTTCTTGTGATCCTTTTCAACAAATTTATACTTTTTATTTCTCGGTTTAAAAGATTTGTTGAATTTAGATGGATCAACCGCAAAAGTAATCTCCGGCTTGGATGGTTCTTTTAACTTCTCTTGTAGTTTTCGTAAATCTCTTCTTAAGTAAAAGCATCCATCACATCCGGTGTATTCATTTCCACAACTATCATAATTCACAAGAGGTTTTTGAACCAAAGATTCTTTGAGAGCTTTCAACTCATGTTCCGTTTCCGAAACTTTAACCTCAAGGTATTTATTGACTTGCATTAAACCCTTT

P48_Contig-19 not applicable not applicable 589 40.4 GAAAAAACTTGAAGAGAAGTACAAAAGAACTTGAGAAGACCCCCTGTAACTTCATAAGGAACAAGAAGACAGAACCAACAGAATGAACCCATCACCTACATCTATATTACAACGAAAAGCTGGTGAAAGAGATCAAAGGGAACAGACATCAAACCAGTACAGCCTTCAGGTCACACCTGATAAAGAGACACCAAACTCTGGAAATGGAAGAGCATAACTATTAGCAAGAAGAAAGTCCAGGTACAAGAGAGATATAATGGAGTAGAAAGAACTTCTTCACTCCCTCAGTGAAACTCAATGACAGCATCAAACAGCCGCTCCATGTCCAACAATCGAACCTTGTCATCTAGTTGCATAGATCCATAACTAATCCTAGTATATAGTATCACAGAGAGGGTGATGCAAAAAAACAAAATTCACAACTACATAGCAAAGAAAAAGATGATATATAACGGAGCAAAGGGACCGAATCGAACCAGACTGTGACAGCCTTATGATGTAAACCGAAGAACCACCACCCGATCATCTCTGGAAATCGATGCGCATAAAGGTAAGCAAGGGAATAGCCTAGATAGACAATAAATGGGCT

P48_Contig-2 not applicable not applicable 740 37.0 AGAAAGAGACAGTGATTTCATTAAAAGTGTTTGCCATAAAAAGCAAAAATACAATAGCTGCGCCTGCGGCAAGGAATAGCACATGAATGCCTATTTCCGCGGCCCCTAAATGAAGATTAACATGAAGATTAGTTCCAACGATACACCATATAGGTAGCAAATATAAGAATTTATCTGATTGAGGCTTTTGCCTATTCAGAAGAAAGGAAATAAACACTAACTCGGTCACCAGACCGAATCCCCATTCACCCATTTGATGGTGAAAGAAGCTTCGATAAAGGAGTACCGCATAAAACAAAGAATGAAATAAAACATTAGGTCCAAAAAATATCCACAAATGTAAGGATGCTAGTAAAATGAAACAGATACATACAAGGAAGCAACACAAATCTGGTTTATCTAAACAATAAAATATTATGAGGTTGTTTGCCAACCAAGCAAAAAGAGAGAGGCTTCGCTCCTCGTCACTTTTTGCCAAAAATAGATAAAAAATGGCCGAAGCGCCCCCAGCAATTACTAGAGCATTGGCCACTTCGCCTGGAAACCATAGGCAATTTATAATCCCACCAAAAATATTCGATATTATTATAAATAGGGGTACTATAACACAGGTATCTTTATCTAATTGAGGCATTTTCACTTTTCTTTTCTTTGAGTTCCGCTAACCACAAATACGAGGAGAGACTTTGTATTCTACTAAACTCAATTCAATCGCCTTGGTTTGGTTTTTCCAAGGAAGA

P48_Contig-2199 not applicable not applicable 430 29.1 AAAAAGGAACGAAAAAAGTATAAGTTGATAATTCAAAATCAAATTATGAAAGATTTTGTTCCAATTAATTTAATTAATATAGTACAGTAATAATTCACTAATACAATGATTTCGAACTATATTTCGAATCACAGTACAGTATTTCATTTTTCATTTTAATATCTTGTATGATATTCTTGCCCCTTCCCCAGTATTACAATTCTATTTCTGGTCTCACTCTATTATTAATAGCAATGGAATTGAAGGATTAATTCAATTCCATTGATGGCAAAAATTCCGAATTTAACTGAGGCCAAATACACCTTTTGTAATTTCCTCTTTTTTGGAACCTGGTCTAAGAAAAAAATGAATGAAGAGGGATTTAATCACAGCTATTTTATGGGATCTCTAATCTTCGTCACCCCTTACCTGTGCCAATAACTAGAATTAA

P48_Contig-2443 not applicable not applicable 201 58.7 TTGCTCTGGCAAGTATCAGGGCTGCACCATGCCTCCCCAGTGCCGCAGTGGCCCCAGATACTGCAGCAAAGATTTCCGGGGCACGGACGGATTCGCGAGCACCTAAATGACTGCCCGAACTTGCCATCTATGGCGGATTTGGCCAACTCCTTTCCAGATGTGCCCTCCTCCGCGGTAACGGCCTTCACCGAAGACCAGCAA

P48_Contig-296 not applicable not applicable 217 32.3 AATGGAATCTTTCAACTAAAGCAATGAGATGCTTAAATGGAATTCTTTTAGTTCTAATAAATCAGGAGGAATTTAATGACAGGACATGAATTCAAGTCCTGGATTTTAGAATTGAGAGAGATATTGAGAGAGATCAAGTTATTTATATTATTCCGTAGAATAATACGGATCCAACCTACAATACAATACACGGAGAGTATAATCATGCAAAGGTCTC

P48_Contig-3001 not applicable not applicable 489 57.1 GAATTTTCCATGACCCATGTGACCACCACCATGTGCATAGCCGCCATGAGCGTAGCCACCTTGTGGATAGCCACCCGGTGGATAATGGCCCTGAGCACCATGGGAGCCGTGGGAGATATGGTGAGCACCATAAGCAGTGGCAGCAGCAGCTGCACCCCCAGCAAGCATTGCTCCCATGCCGCCGTGTCCATGAGACCCTCCATGAGCCCCTGGAGCATTATGACCAGATGAACCAGGATAACCAGCAGGTGGATAACCACCAGATTGAGCAGGTGGGTAGCCACCGTAAGCAGCCGCTGCTGGTTGAGGTGGATATCCATAACCAGCAGCTTGCGGTGGTGGAGGATATGCTGTACCATACGGCACCGAACTAGACCCTGCCGCCGCTCCAGGTGGAGGATAAGCCATCACCGGTTCATGTTTCCCTTTCACATCTTCATGTTTCGCCGTCTTCGTCGGCTTTGTCGCCGGAGCAGCAACATGTTCCCC

P48_Contig-3205 not applicable not applicable 209 44.0 TAACTATGCATTGGACGAGATCGAGGAGGTCAAATGAGCGCTTTAGATTTTCAGTGTAAATTGTAATTGTGTTATTTTATATTTCAGTCCCTGTGGTTGTTCTTCCCAGGAATGTGTATCATACTCTGATCTCTCTCGCTCTCTCTCTCTCTCTTATCTTTCTCCTTCTTTCCGGTGACCGCAACGACGGTTGCCGCCAGCTCTGCTGT

P48_Contig-3656 not applicable not applicable 307 49.2 ATCAAGTCACCTAAAGAAACGAGTCCCTCCACCTTAACAACCGCGTACGAGTGAGTCAAACTAGCAGACGCAAGCGACATATCGCCACGTTTGCAAAGTGATGGATTCAAATCACTAACGAGGCATGAGAGACCGGTCCGGACACGGGCATATCGGTAAGCAATTACAGGATTTTGAATTCCATTCAGCAACGTTTCCCACAAGCGACCACACTTGCCGACGCTCTCGCCTAACTCTTTCACGATTTGGGTCTCTTCGGGTCATCCTCGCTTTCTCGTTAGGCTACAGCGTCAAGGCTTGAATTTCT

P48_Contig-4757 not applicable not applicable 438 48.4 AAGCGATGATGACCCGAAGAGACCCAAATCGTGAAAGAGTTAGGCGAGAGCGTCGGCAAGTGTGGTCGCTTGTGGGAAACGTTGCTGAATGGAATTCGAAATCCTGTAATTGCTTACCGATATGCCCGTGTCCGGACCGGTCTCTCATGCCTCGTTAGTGATTTGAATCCATCACTTTGCAAACGTGGCGATATGTCGCTTGCGTCTGCTAGTTTGACTCACTCGTACGCGGTTGTTAAGGTGGAGGGACTCGTTTCTTTAGGTGACTTGATCTGACGATGATGTTACCGTGCTTGGATTAAGCTCGGCTTTAGGTCTATTGCGTACATGCGTAGATTGAGCCTTGCTTTTGATCTATGGCATAGCTATGGAGTTGTTCGGTCTTTGTTGCGCGAGCAACATGAGGGATCGGTTTCTTCTACGCGGATATATGTAAGC

P48_Contig-5254 not applicable not applicable 244 38.1 CGCAAATGACCATTAATTTTTACTCGAGACTAAACGTTCAATTTTTACGCGAGGAATATGCTAAATGTTATGAAGCGCAAATAAAACTGTCATAGAAATAGCCGTTATCAAATTAATCCTTCAACGCGATCGGATAGATCGCAACGCGATCAGATAGACCGCAGATAAACATTGTCACATACATAAATATTGTCACTTAAAACCATCAACGTGATCGGATAGACCGTAACGCGATCGGATAGAC

P48_Contig-5342 not applicable not applicable 264 40.5 CTATCCGATCGCGTTACGGTCTATCCGATCACGTTGATGGTTTTAAGTGACAATATTTATGTATGTGACAATGTTTATCTGCGGTCTATCTGATCGCGTTGCGATCTATCCGATCGCGTTGAAGGATTAATTTGATAACGGCTATTTCTATGACAGTTTTATTTGCGCTTCATAACATTTAGCATATTCCTCGCGTAAAAATTGAACGTTTAGTCTCGAGTAAAAATTAATGGTCATTTGCGGCCGACCCGATCGCGTTGCAGT

P48_Contig-593 not applicable not applicable 218 48.2 TTGGGCATAGAAAGAATGATGCTCACCTTTTTCCGTTAATGACGCTACTCGGTAAATGATGTTGCCCTTGAGTTGAGTTGCTTGGTTGGCCAGATAGTCGTGGCTGTCCCTTCTCGGTAAACTCTCATTTGCATAGACGGGCTTGCCTTGCTTATGCTTTTGGGATGAGGAAATTGGTGATCATCATGCTGTTCTTGGCGGGCAGGCATGGCATTGCC

P48_Contig-711 not applicable not applicable 583 39.5 ATTGGGTTTGTTAACGGGTGCGCCTTATATGAGTTTTGGTAACGGTATTCAGGTTCTTTTTGTGTCACCCTCTATTCCAACTTATAGTTTATTTCGACTTAAAGGTATTTGTTATGGTGGATGCATGTGGTTATTGTGCTCTGTAGGTGGGATAAAGTATAACTAGATAGTAGATATTCTTGCATAAGGTACCTTCTTCCTTTAATTATAGTTCAGTATTGGCTGCAACTTGGCAGATCGAATGGGTATGGTTTTGCAGGCGATGAATCAAGTTAGACTGTAAAGCTATTTGGTATCGTGGATCATGAATCTGTCGGGAGGTTGGCTCTTATGTGCACAAACTTATGCAGGGAGTTGTTGGTAACGGGTAAATTATGACCAGCTTTCAAGATTTGTGCAACAGAACTGTGGGGTACAGGTTTTGTAGGTTCAAGAATTAGGTCTGGGTATACAGTTAACGTCACTTAAGGTTTGTTCGTAGGTTCAGTATTCGAAGTGTTGATGACAATGGATGCAGGTTCTTGTAACTTATTGTTTCCAACTACGATTTCACTTTGGTTGCCCTATTTGTGATGTCAGATTC

P48_Contig-9556 not applicable not applicable 398 33.4 TCAAAAAGGGGGAGAATGTAAGTGCACCAGTTCATCCTCATGTTTTAATAATTGTCAAAACACATGAAAATAGGTTGAACATATTTTGGCAAACTTTACAAATGACTTGACAACAAAGAACTATTTTCAAAACCTTGAAAAACTGACTTTTTGGTGTTTTGTATCGATACATACATCTCTGTATCGATACAAAAGCTTCTATACAAAAACAGAATGTTCCATATGATTCGAAACATGCTTGCATGTATCGATACATGTGTATATGTTCTGAAAAACCAGCAAGCTTCATATGATTCGAAGCATGCTTGCATGCTTAGATACATATCAGTCAAGATTTCAAGATTCTGATGTTTGTATCGATACATCCCGTGTTTGTATCGATACAAAGGTCAAGATTT

P49_Contig-133 not applicable not applicable 213 32.4 AGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACCAATAACAATAAAAATGTAAGTGTGGTATTGAGTCAATTTTAGAAGTATGGCACAGTTACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAAAAAACACTACAGAATTGGCACAAAGGCACCCTGAAAC

P49_Contig-41 not applicable not applicable 213 32.4 ATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTAACTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTGGTGGTGAAGCAATGAAAATTAGTTCATACTTGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCA

P49_Contig-91 not applicable not applicable 326 25.8 ATATATGTATAAAGATAAATAAAAGAACTAGGCAAAATCAAACTTCAACTGTTTAACAAAAACATAACTCAATGAATATTAATAATGAGCAATTTCTGCTCAATGAGCAATTAAATAGCCGCAGTATATTAACTGTGCTAAGGTAGCATAATAATTAGTTTTTTAATTAAAAAACTAATTATTATGCTACCTTAGCACAGTTAATATACTGCGGCTATTTAATTGCTCATTGAGCAGAAATTGCTCATTATTAATATTCATTGAGTTATGTTTTTGTTAAACAGTTGAAGTTTGATTTTGCCTAGTTCTTTTATTTATCTTTATAC

P50-1_Contig-1102 not applicable not applicable 214 30.4 TAAAATTCCTCCTTCTTTGGATTTTTTATTCAATGATTAGTTGTTAATTAAAAAAACAGAAGTTTAGAAGTTTTGACTCTGATCTATGTAATATTGTCAAACTAAAACAAAAGGAGCCGATTAATACCAAGGCTTCCCTGAGAAGATTTTTAGACCACTACAGATTACAGAGAAATCAGTGATCTTAAATCTGCACACAAAGATGCATTAAAAG

P50-1_Contig-11245 not applicable not applicable 288 51.0 AAACTATAACAAAGGATCAAAATACTTGAAAAATGGGACGTTTTCTAGCTAGTTTCTGTTGCTTGTGTTATTTCCATTGCTGTTAATGTGGCTATTGGCGGAACTGCCGTTAGCCCCACCAATAATCGAGGTGATGGCCGCGGCGAGAGCTGCTGTGAAGTTGGGATCGGCGGTGATGGCGGCCGTGGCGGCGGCGGGCACGGGTGATTCTACTCTGGTAGCTGCGGAAGCCGTTGGTATTTCTAGGAAAGCTTGCTTTCTTAAGCCACACGTCATCGACTGCTTCCG

P50-1_Contig-1435 not applicable not applicable 350 23.7 AAAAAAAAAAGAAAAAGAAAGGGAAATTTTTGGAGTAAATACTGATGAACTTAAAAAAAACGATTTTAATTTTTTGAGATACTAAAATAAATAGAATAAGGTTCTATTAGTCTTTCTATTAGTCTAGAAAAATGGGTATGATATTGGATCGATAGAAATTTAGAAAATATTATAGTATGCCGTCTAGGAAAAAGAAATCGGAGAACTCCTCTTATAACTTTGATTTGAAAGTATCAATAGATACTGTCGAAGAACAAATGTTCTAAATAAAGTAATTCCGTTACTTTTTTAAAAACACGACCCAAAAAAAAGTTTAATAGATTTTTTTTTGAAATATTTGAAATATATAA

P50-1_Contig-14645 not applicable not applicable 231 28.6 TATTTTCGAAGACCTCATATCATTTTCCGAGTGTTCGAGGCTTCTATTATTTATGTATGATTTTTTTATCGTCCCCTTGTTTCGAATGGGTTTATAATTTATTAATTTCTAATAAATTCAAATTAGTGTTTTGTAACCCGACCAAGTTAAGAACTCAATTCGTTTATCCTTTCCTATTCTTAATAAAAACTTGAACCATGAATTGTCTTATAATTCATCAACCAAATAGAT

P50-1_Contig-1595 not applicable not applicable 426 40.8 TCAGAACTCGAAGTTGGTGCAGATGACAGTGTCTGAGTCTGCTCTTGTGGTGTCTCCGCTGAATACTCTTTAATTTCTTCTTGTCCTTCTGACATAGACTCTAAAATGGATTCAGAATCTTCTTTCTTGTCTTCATTTTCAACTGAAGTCCTTATTGCGTCCTGTGCTTCGTGTGGATTGTCAAGCTGTAATTTGGAAACCTGGAGCTTCCTGGAGTCTTCCTTTTGTAAGAACACCTCTTCAATCTCTTTCGGTTCATTTTCTAGCAATTCTTCTGTTTTCTCAACTTCAGTTGAACTTACAAGCTCCTGTTCCTGCAAAGATAATGCACAAGGTTCTGCTTGATTTTGCTCTTCTTGGAGAATTTGATCATCAGCAACTTCATCCTTTCTAGCTGCTTCGTCACTTTGAGCCTCTAATCCTGTT

P50-1_Contig-1800 not applicable not applicable 261 35.2 TGATCAATTGATTGAAGCAGATATCGTTAGTTGTTTCGATAATATAAAGCACGATAGTCTTTTGGATAGCATAAATCAATATCAAAAATTACCAGTTCGCTCAGGTAATTTTTGCTTTCCTTACAACATCTATCTTAGATAAAGATTGAAAAAACAACTCAACAAGAGGAGAAAGGAAATCCCACAAGTCCTTGTCACCCGTGCTCATGAACATCTTGATCAATCAGTTTGATTTTGAAATGATCAAGTACCCCGGTAGCC

P50-1_Contig-2820 not applicable not applicable 306 38.2 TCGTTGATTAGGTCAAATTTATTCAAAATCAAACCGTGTCTTGTTGACTAGATCAAAATGACGCAGGACTCACCGTGTCTCGTTGATCAAGTCAAAATTATTCAGTACCCACAGTGTCACGTTGTTTAGTTCAAAATTATTCTGAACACACCATGTCTAGTTGATTAGGTCATAATTACTCTGAACACGCCGTGTCTCGTAGATTAGCTCAAAGTCAGAACTCACCGCGTCTCGTTGATTAACTTAAAGTTTCTTAGGATAACACCGTGTCGTGATTAGGCAAAATTATTAAGACTTCAACGTTTC

P50-1_Contig-3249 not applicable not applicable 234 52.1 TCACAGTTTGGTTTACCGGACTGTGAAATCCGAAGTGCTCAATGACCCTAGCCATCATTTGGCTCGGCGAGGGTGCGCCTAACTACCCGAGTGTGCCTTGCACTAAATTGCCCACTCGACAGGTAGGATTTTGGGAAGCCCCATGTGCATGAGGCCTAGGCCTTGTGTATGCCCAATGAACGTTTTGTGAGGGCGTGGACTCTCTAGGCTAGCGGATCCCTAGAGTTTGATTAT

P50-1_Contig-3293 not applicable not applicable 349 38.7 GACACGGTGTTATCCTAAGAAACTTTAAGTTAATCAACGAGACGCGGTGAGTTCTGACTTTGAGCTAATCTACGAGACACGGCGTGTTCAGAGTAATTATGACCTAATCAACTAGACATGGTGTGTTCAGAATAATTTTGAACTAAACAACGTGACACTGTGGGTACTGAATAATTTTGACTTGATCAACGAGACACGGTGAGTCCTGCGTCATTTTGATCTAGTCAACAAGACACGGTTTGATTTTGAATAAATTTGACCTAATCAACGATAGACGGTGAGACCTGAGTAATTTTGACATAATCAACGAGACACAGTGAGATCCGAATAATTTTGACCTAATCAACAA

P50-1_Contig-3501 not applicable not applicable 208 46.6 TTGCGGCAGTTTATCGTCGTTGCGGGACCAAAGCTTCCTGAAGCTTCCACAGACAGTTCACCATATACTGACAGATAGCACTTACTTATCCTATAAATGCGCCCCATGCCTAGGAGGTAGTTAGAAGACACCGTTTGACTGCAATTCACAACCGGTGCCACCGAACTAATGCAAGACACTCATCGCAGATTTATATTTGCGGATTTCC

P50-1_Contig-3626 not applicable not applicable 278 45.7 GGCGTTTGAATTTTTGAGAACCTCGGATCGGGGAATTGTGAGAATTCGTCTCCGGGGAAATGATTTCAATACCTGGCCCGCGCGGATTGGGGAACTGTAAGGATGGTCTCTAGGTAAAACCTTTCCCTCTCGGGTCTGTGGCGCTTGATGTTTCATCGTGCAGTTAAATCGAGTCTCTATAAATGGAAATGTTGCATTGGAAATGTTGAGCGGCACAGACAGATTGGAGAGACATTTTTGAAGGGTTCTTAGAGATTTTTTTACACTACCTGGCCCTT

P50-1_Contig-3660 not applicable not applicable 538 36.4 TATATATCCTTAAATCCAGTATTTAAGATATCATAGTTATTAGTGATTGGTTTACAAAACGTATAATGTAGGTGTATTGAAGAAAGAAGACGAACTGTTAGGTTCGTTCTTTCATTAATTCCATTTGCGTTATAGTGAGCCTTATAATCGAACTAGTATGACTAGTGGTGCCCCCACGAGCGTTTCTCCAGACGCCGTGTAAGTCGTAGCGCAGAATCCTGACACTTATGACAAATGTCCGTCCTGATTGTAGCTAGCAATCGTAAGTGGGGATTGTCAATCCCATATAGTACTATATCAGTTTTCCCGTTCCCCTCCGAGGATTAACGATTATAGTTCGGGTCTTAGTATTGAGGTCGGAGAAATGTCTCACGTAACCTTGCAAATGTTTAGTGTTCACTTTAGTGTTTCAAACGAGAGTAATTAACTTTTAATTACTGAAACTTTGTATGTATTGTCTTCCGAAGTCCGTACTTCTATAATATGTCTTTTATAAAATCTCCATTTTATAAGTTTAGTACTCTTTGTAAAACTCTAG

P50-1_Contig-3749 not applicable not applicable 776 39.4 TGGTACTTCAAAGAGAATTTTATAGAAAAAACAAAAAACAATGTATGTAATAAGCGACATCCCAACATTAATCAACAGGTAGACAGGCACTATGCAAAAATATACATTCTTCGAGGGGAGCGTATAAAAGACGGACTGATAACAGTAGCTGTAGAAACTAATAAATTAAATTATCAACAGAATGACTGATGCAAAGATAAAACACTTCCTGTAACAAGAGTAGACAACAATGCCGGATAGATGAACATGGAACCCGAGTAGAGATGTTAAATTGTAGCAGACAAACACCATCAGATGGACCATTCTTTAAGATTGATGTCAGACAACGTGCATAGCTGATGTTCTCTTTTCTAGAAGAGCATGGCTCCACAACATGATCAGATTAATCACCTTAAAGCTTCTACAACCATTAAGACTTGGCTGTCCACACAACATACTGATTGCAGACTAGCATGTTAAGAGAGTACATATATGACACTTGCAAAAAACTTCTTGATCTTGTTCCAAGGAAGTAGAACCGACTATGATAACAAATGAGAATCACAAAAACACACCAGTTCAATTATGAGAGACCACCACTGCAGATGCAACAGCGGCACTGAAACCCTCTATAAAAGGCCAGACATAGCAACGCCACAAAGTATGCATCTCTCTTGCATTCAAAGCAAACACAAAATCCCAAGCGACCAAGCAGCGTCCACAAACCAGAGCCAAAATAGAAGAGCCGCAGGCTTGCATCAACTTGAAGCACAATCACCAGCAATAACAGCAGAAGC

P50-1_Contig-3976 not applicable not applicable 248 29.4 CAACAATATGTGGTTCGCGAATATTGCTTTTTATTTATTCGTTGTTCTCTTTTTTTTTTTCGTGAATACTATCTATAATATTTTTACCTGATCTGATCCTCAGTTTCTATTCCGACGTTAATAATAGAGAAAACCTTTCTAATATTATATATTATAGTTCAAGTACTACTACATGTACTGCAGAAATGTTAGTGATAGAGGAATTTGAGCAATTCGCTATGTACTGGTACAAATTCTATATCTACAAG

P50-1_Contig-3980 not applicable not applicable 507 39.8 AGATATTATTGGCCTATGATTCCAGGTTCTTCCTCTCGTATGCTGGTCTAAGCGGTTCAGGTTCTTTTTCTAGGCTATTCTTTTATTTGGGCACGTCGGCTTGGCCGGATGATAGCCTAGAGACGATAAGTTATGATTAGGTTTTATTTATTGAGGAGATAGCTGTCAGCGATTCCAGGTAAAATTAAAACTTTGACTGCAAATTTACTTGATGTGTCAGATCGATGGGGTTATTGGTCCATGTGTGCAAGAAATTAAGATCGGTTATTATGTTCGTGACGAAAATTCCAGGCTGCTTTTTTCTTGTATGTTCTTATCTTCTATCATGGTTATATCTCCGTGTCTCAACAGCTATATGTTGGCAGATACATCAGGTTATTGGTTGATAGGTGGGCTAAGTTACGACAAGATTGTTAGCCAAGGAGTTCTTGGATGATAATTTGATTTTGATCTGAAGGCTCTGTTATGGCAGATCCATAGGGTTATTGGTGGGGAGAAACTGTTGGT

P50-1_Contig-4746 not applicable not applicable 512 52.7 AAAAAGACACGCCGGTCGAATCCTAGCAAGCGAGGTAACCGGATTTGTTGACGGTGTCGGTTGGCGGGCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGTTTTGTTGTGTGTTCTCTTTGCACTTATCGACGCAGGCGTTTCTATCGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAGCGACGTGCGCAATGCGAGATGTGCGTGAGTGGTCCCTTCTTCCGTTATTTTGCCCCTCCGTTGCATATTTCTAAGGGTTGTTTCGGGCATAAGCCGCCCCGGAGCAACTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCGATGATGGAACGCGCTGGGAGCCTTCGGGCTCCTCGCGGACTCCGGTTACTGAGCAAACGACGATTCGGGCACAGTGGAAGT

P50-1_Contig-510 not applicable not applicable 278 45.0 GCCACAGACCCGAGAGGGAAAGGTTTTACCTAGAGACCATCCTTACAGTTCCCCAATCCGCGCGGGCCAGGTATTGAAATCATTTCCCCAGAGACGAATTCTCACAATTCCCCGATCCGAGGTTCTCAAAAATTCAAACGCAACGGGCCAGGTAGTGTAAAAAAATCTCTAAGAACCCTTCAAAAATGTCTCTACAATCTGTCTGTGGCGCTCAACATTTCCAATGCAACGTTTCCATTTATAGAGACTCGATTTAACTGCACGATGAAACATCAAGA

P50-1_Contig-5168 not applicable not applicable 200 44.5 ATCGATGCGAGTTGTTGATTTATGCCCTTGGTTTACCTTAGATCGGCCGACCCTGTCTTGTTTGGCATGGATCTGTTGAACAGCGTGTCAGATCTACATCTTTTGCTTGCCAGGGCTAAGGAGAAGGTTTCTTGAGGATTTTTAGCGTTCTTTGATGCTCATGATCCGGTTGGTTGAGTATGAATCTTTTGATTCGTTCG

P50-1_Contig-5369 not applicable not applicable 208 46.6 TCAGGAAGCTTTGGTCCCGCAACGACGATAAACTGCCGCAAGGAAATCCGCAAATATAAATCTGCGATGAGTGTCTTGCATTAGTTCGGTGGCACCGGTTGTGAATTGCAGTCAAACGGTGTCTTCTAACTACCTCCTAGGCATGGGGCGCATTTATAGGATAAGTAAGTGCTATCTGTCAGTATATGGTGAACTGTCTGTGGAAGCT

P50-1_Contig-6376 not applicable not applicable 262 32.4 TTTGGGCATGAAATAGTTTGAACTCAGAAATGATGAAATCATTTACGACTTTTATTAATGAAGGCATGTTGATCATTCGTAAAGACAATCCAATTGCATCACTGTTTAATATGTTCAGAACATATGAAGCAAAGGTTTTGAAAGTAAATTTGGTTTGATTAGACGTGCTGGGTAAAAAAGTAATGAACCAAGTTGCTGTAATTTAGGCGAAATTAAAGACTAATAAGATAAAACGGCGAAAAGTGGTTAAACTGGAAGTACC

P50-2_Contig-11765 not applicable not applicable 236 54.7 AATGTGGGCTGGGCCTCTGGTGCGCACCGGGCTATGGTCTATCACCGTTGGGCCTCTGAGTCACCGTGATTTACCCCTCACATCCTTTGCGGGGCTGTTAGGGTGTCGGTATTACACCTTTTGGAGTAATATATTTAGATGCCCGTCACGGGTAGCTCAGTGGTCGAGCGGTGGGACAATTTGGAGAACGACCCAAGATCGAAACCGGGAAGCGACCGTGTGGAGGTTACAGCTTT

P50-2_Contig-13 not applicable not applicable 268 25.0 AAAGAAGTTCATGCGTTACTAATTGCTAATTAAATGAAATCCTAATTTGCTATACATATTAAAGTTTTTGGATCCATTGCACTCTTTTTTTACCTGAAAGAGTAATTCGAAACTAAAACTATTTGAAATCATTACAGTAAACAGATTTTCAATACAAATTAAGTTGGGATTTTCATCAATTAAGAGAATAGTGAATAAAATAGCCAGGATTTTGAATTATTGACCAACAGAAAAAAGAAACTTTTTGAATTTTCAATTAAATAAAAAG

P50-2_Contig-1352 not applicable not applicable 625 37.4 AATTTTTGACTAGGAATCTTCTTGCTGTGGCAGATCGATAGGGTTATTGGTCAATATGTGCGTGAAATCAATATTAGATATTATTATCCAAGCGGGTCATGACGACAATTCCAGGTTCTTCTTGTATGTTCTCATCTTCGATGATGGCTATATTTCGATAGCAAAGCTATATTTTATGGCAGATACATCTAGGTATTGGTTGAATTGGTTGATAGGGGCTAAGTTATGACAAAGCTATTCAATTTTCTACCTTCGATGATAATTTGATCTTTATCTGGAAGCTCTGTTATGGCAGATTCATATGGATATTGTGGAGAGGAACTGTTAGCAGATGTTATTGGCATATGATTCCAGGTTCTTCTTATGATAATAATACAGTTTTGATTGCAAAGCTAGGTGTAGTAGAGGGGATTGGCTATGTTTTTAGGGCCTGGAAATTAGGATCTGATAACATAATCATATCAATTCTACATTTTGATGATCAATTCAGTCGTAATTAGAAGAGCTCTTGACCAGGTGCTTGCATCCATGGCTGTTTGAACGATTGGGTTGTTTGGGTCCCTGTTTAATTGGGTTGGAGTAAGATTTACTTGATAGTTGGTTGCTGCTTATCTGTCGCCTTCTC

P50-2_Contig-2067 not applicable not applicable 225 43.6 GTCCCTCGGCTGATTTTTATTAAGTTAAGGGGGCCTTAGGCCTTATTCCCTATTGTATTTGTATTGTGTAGTGCTTTTTTATTTTCTAAAGGTGGCCGACCCTCGGCAACTATTATTTCTAGTTTATTTATGAATAAAGGTGGCCATAGGCCCCTATGGTCCATTGGTGCCCCTATGGTCCAGTGGTTACGACCTCTCTCTTTCACGGAGAAAACGAGGGTTCAA

P50-2_Contig-2115 not applicable not applicable 236 54.7 GGCATCTAAATATATTACTCCAAAAGGTGTAATACCGACACCCTAACAGCCCCGCAAAGGATGTGAGGGGTAAATCACGGTGACTCAGAGGCCCAACGGTGATAGACCATAGCCCGGTGCGCACCAGAGGCCCAGCCCACATTAAAGCTGTAACCTCCACACGGTCGCTTCCCGGTTTCGATCTTGGGTCGTTCTCCAAATTGTCCCACCGCTCGACCACTGAGCTACCCGTGACG

P50-2_Contig-2942 not applicable not applicable 220 37.7 TTATGAGAACTTTTGATTGAGGTGATGCTATCTTCTTCCACTCATTTATCAAGTTTTGCCCGAGTATTAGAGTTTTGATTGATGAATGTTGACCTGCATTTGTTCTACAATTCCCGAGCTTCCGATTGAGGTGATATCTTCTACTCAGTTGTCAAGTTTGCCCGAGGAGTATTTAAACTTCTGATTGATGAATGTTCACCTGCATCTGTTCGAAAATTTC

P50-2_Contig-339 plant associated viroid-like circular RNA 3 (+) strand 580 39.8 TCTGTATGCCTGACTAGCTGACGAGATCAAAGTAGATCGAAACAGATTGGCATTACAGTTATGGTTATGTGGTTAAACCACCATAATCCAAAATACATAATGTCGCACAAGGCTATTCAGAATGAATATTATACATTTTGAAAGGCTTCACCTAATTGACTCTTTCGTTAGAAAGACAGGGGCTTTGTCCCTTACCCCAATTAGACTAGGCTTAAATCAAAGTGACATAATGTTCATACCTGTTTACCCTTATGTGAGTAATCATGTACTGTAGTGTCAACCTATTTCGGATCTGCCTTGATCCTCATCAGTGAGTCGGCATTAGACTCAGATAGTTCCAGATAGAGCAACATATGCTCTCAATCTGTGTGCTATGGTAATGTCCAAACTTCCTTTAAGCTCAAGCTTTAACGGGAACAAGAGTGGAGTCTCGTTGAGACTTTAGTCTCCAACGGGTCCATCGTGATCGACGTTAAGGAAAGCCTTGGAAGTTTGTAAACATTCCATAACAGGCAGGTGAGACCATATACTTTATTTGGAAAGGTGGTATAAACCAACATATATCACCTATCTGTACTAG

P50-2_Contig-3505 plant associated viroid-like circular RNA 3 (-) strand 580 40.0 TTTCGATCTACTTTGATCTCGTCAGCTAGTCAGGCATACAGACTAGTACAGATAGGTGATATATGTTGGTTTATACCACCTTTCCAAATAAAGTATATGGTCTCACCTGCCTGTTATGGAATGTTTACAAACTTCCAAGGCCTTCCTTAACGTCGATCACGATGGACCCGTTGGAGACTAAAGTCTCAACGAGACTCCACTCTTGTTCCCGTTAAAGCTTGAGCTTAAAGGAAGTTTGGACATTACCATAGCACACAGATTGAGAGCATATGTTGCTCTATCTGGAACTATCTGAGTCTAATGCCGACTCACTGATGAGGATCAAGGCAGATCCGAAATAGGTTGACACTACAGTACATGATTACTCACATAAGGGTAAACAGGTATGAACATTATGTCACTTTGATTTAAGCCTAGTCTAATTGGGGTAAGGGACAAAGCCCCTGTCTTTCTAACGAAAGAGTCAATTAGGTGAAGCCTTTCAAAATGTATAATATTCATTCTGAATAGCCTTGTGCGACATTATGTATTTTGGATTATGGTGGTTTAACCACATAACCATAACTGTAATGCCAATCTG

P50-2_Contig-3680 not applicable not applicable 244 40.2 TATAAATAGCCCTACGGTTTATTTCGTTTCTCACAACACGAAACACACAAACACACACACTAGACATATATATACACTTAGGCACTCATAAGCCTCTGAGAGGGCACGATAGGAGTCTGAGAAGCTTCGGCAAGGCTAGCAGTAAGTCAGGTGAGTAACACTAACCTTCTTATTATATTAGCCTTATACATAAGACTAACCAGTGAGGTTAGCAAATATAAGACTAACCAGAGGGGTTAGCAAT

P50-2_Contig-3933 not applicable not applicable 355 36.3 ACTTCATTCATGAGCCACCCAAAATCAATTTTCACATAGACATTCCAATAACTAGACTTATTACCAAGTAGGGAAAACTTAATTACTTCTCAAAGCTCTCTAGAAAAACATCTTCATCTCACAAGGAGAAGACATAAACTTGGCAACTTAAACACTGTTGACAGGCAATAATGTAGAGCTACCTCTGTACTTTAAAGATCAGAGGAATAAGCTAAGAAGCCTTCACGAAAGAGAGACCATTCTCTAAAAAAGCAGCCCAAAGTTCTTGAAAGAGTATCTTCCCAAGGAGAAATCCTAAACTTGACAACTTACACCATGTTGACAGGCAATCATCAATTAAATAAAGCTTCTTCGT

P50-2_Contig-480 not applicable not applicable 205 50.2 TGTGACTTTAAGACCCAACCCCAAAGGTGTCAGGGTCGAACCTCACAAGGGAATACTTATTGGCCTTTCAATGTGTGAGTCAGTCAGCTATGGGCAACCTAAGCTGGTTTACCTCCTTGTGGTCCTTTGCCGGCTAGGGTCACCCGATATCAGAAGTGTGAGACCTTACAAGGGGGGAAAATCCCCCAGTTTGACTGGTCGAACA

P50-2_Contig-4989 not applicable not applicable 220 50.9 TAGGTTGCCCATAGCTGACTGACTCACACATTGAAAGGCCAATAAGTATTCCCTTGTGAGGTTCGACCCTGACACCTTTGGGGTTGGGTCTTAAAGTCACATGTTCGACCAGTCAAACTGGGGGATTTTCCCCCCTTGTAAGGTCTCACACTTCTGATGTCAGAAAGAAGTCCGCCCTGTGACCCTAGCCGGCAAAGGACCACAAGGAGGTAAACCAGCC

P50-2_Contig-517 not applicable not applicable 455 27.7 CTGGACTACTTTATGTGGTTTTTTGTTATGGGTTATATTTGTCTAAGTTACGTTGGTTTTCTTTGTAAGGTTTATGTATTTTTCGAAATGTATGTTTGGTTTGTAATTTCAAAAAAATTCTCAATTACTAAGCTCAGTTTGGGTCTAAAAAAATGATATTCTTTTGCTTGGTAAATTCACCCTATTGATTGGTTAGTGAGACTCGTAACTTCGTTTGGCTAGAAAATAGAAATCAATTTTCTAGCCAAACATTGATTTCTATGTTTAGATTCTTTTTCTAGTAACTAGTCAAAATAATGATTTCAAAAAGAAGAAATGAGATTAGAATAGACAGGTTTTCTCTTTGGATAAATAAAGAATGAGATATGAATAACTTCTTTTTCCTGGTCAGGTCAATAAAATCATGAAATTCTTCGATTTATATTTTTTTGAGAATTGATAAAAAATGGATTTAC

P50-2_Contig-551 not applicable not applicable 340 38.2 GGAGAGGAAAACAGAACACCAAATCATCACAGCCTCTCGTCAGTCGTCACAGTTTTCATATATATATAATACTCCCTCCGTATAATGAATTCCATAGTTAAAGGCGCAGATTCAAAGCTCAGAAAGAAGAGCAGAGGATGAAGCTTGAGCTTTTGCAAACGGAAAACTGCTAACTTTCCTCATGCCAAACGCGGAATTAACCATATTCTTCTTTCCAGCTTCTCTTTGTTTATGTTTTCTTGTTTTCATTTTCTCATTTTCTTTCAAGATGAAAGAAAGATCAAAGGGCTGTTTTGGTTTTGGAGAAATCATTGCCAAGGAAAACAACTTCAAGCAGCCT

P50-2_Contig-5582 not applicable not applicable 377 32.6 TTGAAAAAACTGTTCAAGGACCAAGCGATACCCCCTCTCAATATCAATACCACGGATCTTCAGACCTATTCCCATTCTTATTCCAGTAACTAATGTTATTCTTAGATCGTGTTCGTAAGATTAAGAAAAATTCTTCTAATTTCTATGTATACTAATTATATTCATTAGAAGTCTGAATTTCTTTTTTTCATTTTCTTTTTTCTTTTAGTGTCTTCTTTATTATATCCCCCTATCCCTCATATGAATCTAAAACTCCACCAGAGTCTATCGTTCCGCGGATTGAAGCAAAAAAGATGCTTCAATCAAATCTTTTTTGATTTTTTTCTGTTAGAAAAAGAGGGAATCCCCCCCCCTTTTTTCCTTTTATTCAACAAAGA

P50-2_Contig-564 not applicable not applicable 210 50.0 GGCTTCCATGGCTAATTGAATTCTCATAGCCATGGATTTTTGGGCTTCCATTGCCATGTGGGCTCCCATGGCCTTGTGGGCTTCCATGGTTGATTGAGTTTTCATAGCCGTGGGAATTACCGTAGCCATGTGAATTTCCATAGCCTTGTGGTTTCCCAAGAGCATGTGGACTCCCATGGCCATTTCCGTGTGGGTTGCCATGCATCTGTG

P50-2_Contig-587 not applicable not applicable 386 41.7 GCTCTAAATTCATGGTCGGGTTCTCATAGTGGCCACAACAACACAATGACTCGTCGAGTCCCCAACATGCATCTGATAAGGGACGTCTTTTTAATGCTCTAGTCGAACTAAATCGTTAAAAGAGCAAAAGAAATACATTAGCCAGCCGCATGCCAAGGCTCTAAAATCATTGTGGAGTTTTCTTAGTGTCCCACCATAATATTTTAAAAAAACAGGCGACAAATCGTAAAAAAGTTGTTGCTAGCACGGGCATGTTGTGCCCGTGCTAGATCGGGCATTTTAAAAAAAGGTTTTGCTTTGGGCCAAAATAAGGTAGGTCACTATGAGAACACGACAATGACTCGTCGAGCCCACAACATGCATCGGATAAGGAATGTCTTTTAAAT

P50-2_Contig-6442 not applicable not applicable 251 32.7 TATAATAGTTCAAATCAACATTTTATATTTTTAAAATAACTTCAACATCATAATTATATATGCATAATGTTATACCAAATCAGAAACGGCCAGGTCAGTCAAGTCGGGAGGCAGGACGATTTCGGTTTATAACCTTTCTCAAGTCCAGCAACCAAGCCGATCATGCTTTCCTAGACACCATCTCCGTAAGTAGTATAGTTTTGCATATAAATATTATAAAAACAACTTATGAGTACTTCAACATAAGCTTT

P50-2_Contig-6677 not applicable not applicable 204 50.5 CTCTCAAGTTACCAACAACTACAGCGCTTTACAACTACACCTCGCAAATCTAATGCAACAACAGAATCAGCAAAGTACACAAGATTGCGAGGTTGTTGAAAGAAAATCCGAGGAGAAGAAACCCGAGAGAGAAGAAACCACCGTGCCGAGACAGTTTTTGGAGTTGGTACCCAGCGGCGGCGCGGTGGCGGAGGAGCCGTCGCA

P50-2_Contig-711 not applicable not applicable 342 42.7 AAGTAGCTACTAACGTGAATGGCGAGGAACTCACGATTTCCTTACAATCAATATTACAAGTGGCTAACACATTACACCTAATTTCATCGGTAGTCACTCACTGGTACTATAACGGATACAGCCCGAGAGTCTCTCCCTACCGGCCCTCTAACACCATATAGATGTTCACCCCAGAAGGGGCCCCATGGTCACGCGTTCCCTACGTGCCATGTTTGAGGTTACACCGCCCATTTATTAACCCATATTCATGTACACTCACTCATATCAATAAAACACAACAATCACAGTAACACATACACATTTAGCACAAATAGCACATATAGACACTACAAGCAATATCAA

P50-2_Contig-8145 not applicable not applicable 302 39.4 AAAACCAGCAAGAATCGCCTCCCTCGGTATTTAAATGCAAGCAGTAGCCCAGATCCTGCATCACAACACACAAATTGTCAAGTAGAACCATTATAAAATAGGATAATCAATAGGCCAGGGGAAGCAAGCTAAGTTCTTATTGTAGGAAAAGGACAATAGTGTTACTTTCTTAACGTTAAGGTCTTAGGTTCAAGTCACATCCCAATCAGATTGGTAGAATGTTAAAACAACGACAATAGCTATGTCATGGTATTATAGGTAGGGATGTCAATTACAGTCTGAAACCAACGGGTTGGCCTGAT

P50-2_Contig-8494 not applicable not applicable 282 31.6 ATAATTTACACTAATATATTTTATATATCTTTTGAGAGGATTTTTTTATTAGAAGTGGTGTACAGGTGAGTAAAGGATATTTTGGCTACCTTAAAGTGAGGTTAATAAATGCCTTATGGTTTTTAATCTGCCTGATGAGATCTAATATAAGATCTTTGCCTATGCGCAAACTTCGGTGTGTGCTGAGCAGTAGCTAATGTTTCCTTCTCAAGGAAGTTGAAGGAGAGCAGAGGCCTTTAGACAGAAGAAAAAAAAAAGGAAAAAAAATAAATAATAATAATA

P50-2_Contig-8497 not applicable not applicable 270 53.0 CACCATCATCATCACGCCTCTCGTAGCTAGGCTTGCGATAACCTTCACTCTCCTCAGTCTCGTAGCTTGAACGACCATAGCTAGGTTTTTCTTCACCATAGCTTGGCTTCCGACCATATCCACCCGATCCATATTCCGATTCGGATTCGGTACGACGCCCATAACCAGATCCATATTCAGAAGTGGGTCTCTCATACTCCTCTGGCCTACGACCATGCCCACCTTCATACTCGGATTCACCGCCGTAGCCTCCACCACCACCACCGGCAC

P51-1_Contig-166 not applicable not applicable 213 31.9 AGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACTAATAACAATAAAAATGTAAGTGTGGTATTGAGTCAATTTTAGAAGTATGGCACAGATACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAAAAAACACTACAGAATTGGCACAAAGGCACCCTGAAAC

P51-1_Contig-52 not applicable not applicable 213 31.9 ATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTATCTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTAGTGGTGAAGCAATGAAAATTAGTTCATACTTGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCA

P51-2_Contig-347 not applicable not applicable 213 32.4 TGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCAATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTATCTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTGGTGGTGAAGCAATGAAAATTAGTTCATACT

P51-2_Contig-698 not applicable not applicable 213 32.4 AAAACACTACAGAATTGGCACAAAGGCACCCTGAAACAGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACCAATAACAATAAAAATGTAAGTGTGGTATTGAGTCAATTTTAGAAGTATGGCACAGTTACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAA

P52_Contig-1398 not applicable not applicable 337 43.3 GTGCCATGTTTGAGGTTTCACCATTCCTTTATTACACCATATTCATATGTAAACAACCCACATTATCAAGCATAGCAAGCATACACACATTCAACATCAAGAGCATACATACACACTACAAGCAACATTACAAGTAACTACTAACGTGAATGGCAGGGAACTCACGATTTCATTACAAATAAGGCTACTCGCAGGTTAACACATTATACACATAATTTCATCGGTAGTCACTCCCTGGTACTATAACGGATACAGCCCGAGAGTCTCTCCCTACCGGCCCTCTAACACCATATAGATGCTCACCCCAGAAGGGGCCCCATGGTCACGAGTCCTCTAC

P52_Contig-1551 not applicable not applicable 274 46.0 AGCGCTTACCAAGTCATATTACCTTACGGGAGGACATGACAAGTACCAAAAATCTTACCCGGTAAGAGCGAAGACAAGAAAAACAAGGACCAAGAGTCTTACCCGGGTAAGCAATTACGACGGATCTTACCCCGGTAAGCGCTTACCGGGGTAAGATCCGTCGTAATTGCTTACCCGGGTAAGACTCTTGGTCCTTGTTTTTCTTGTCTTCGCTCTTACCGGGTAAGATTTTTGGTACTTGTCATGTCCTCCCGTAAGGTAATATGACTTGGTA

P52_Contig-2314 not applicable not applicable 471 31.8 TGAAGTTTTCTTTTTATCGGAATCGGAAAGAAATAGAACAAAAATGGGCAAAAGGAAATATAAGAAAGATGGCGAGAAAGAATAAAGTATAAAATAATAAAATATAGGATACTATAACAGTTTAATGCACATATAAGAATACGTAAAAATATTTATTTTTAGAAATCTCATGAACAAGATCGAAGAATAAGATTTGTTTCATAGATGATAGAATGAGAGAAATAACTCTGAGGATCAACTAGTAACGAAAGGAGGATCACTTGTGCCTCGAACAGTTCTTTCAAAAAAAAATTCATGGTTCATGTGGTTATTAAGACTCTAAGAAGGAATAGCCGAATTATGGACGGATAAAGAATTTTTTTCTTCGAAACCCCTTAGAAATTCGAAGGGCCGTGTACGAAAAATCAAATCATACCTGAATGATAGAAGCTTCAAAAGCCCTAAAAATGCTATGAGGTGCTCGGAAATGGT

P52_Contig-2391 not applicable not applicable 512 53.1 AAAAAGACACGCCGGTCGAATCCTAGCAAGCGATGTAACCGGATTTGCTGACGGTGTCGGAGGGCGGGCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGTTTTGTTGTGTGTTCTCTTTGCACTTATCGATGCGGGCGTTTCTATCGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAGCGACGTGCGCAATGCGAGATGTGCGTGAGTGGTCCCTTCTTCCGTTGTTTTGCCCCTCCGTTGCATATTTCCAAGGGTTGTTTCGGGCATAAGCCGCCCCGGAGCAACTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCAATGATGGAACGCGCTGGGAGCCTTCGGGCTCCTCGCGGACTCCGGTTACTGAGCAAACGACGATTCGGGCACAGTGGAAGT

P52_Contig-2465 not applicable not applicable 207 43.5 AAAATAAATAAAATACTGGTCTGAGACTGTTAAGATGCCCTGCGCCACATCAGCATCTGATTCGGGATTAGTGTAAAAATGGTACTTGATATATATGTATATAACGGTGGATGGAGGGGTCACGAGGTTCAGATGTTACCACGTCAACCTCTGGATGGAGACGTCACGAGCTTCAGTTGACTTCCTGACTCGGGGGGAAAGAAATAA

P52_Contig-2468 not applicable not applicable 282 35.5 AAATTGGGATTTACAAATTTCAGCAAAATCACCTCCTTTACTCACTCTGAGAGTTCAAATTCAAAATTAACACACCCAAAATTCGAATTTATAAAATTTCACTCTGATTCGCAATGACAATCTTGACTAATCTAATTGCAGCAGCAACGAGGAAGGAACGTTTTTCAGTTGGAGAAAACGATACGTAAACCCCTAAACCAAAACAGTCAATACATATAAATGATAAACCCGACAAAAGTGACGAAAAAGGAAAAATGCGTAAGCTGTGGTAGGTGGGTATTG

P52_Contig-247 not applicable not applicable 681 32.3 ATTTATTTGTGTATAAGCATCCATTCGACAATTTAGTGAAATATCGATCTGATATAGGTCAACATAGATATTCAGTAATGGTATGGATCATACATGATATATACTTAACTTATCCATCTAGATATATAGCCTTTCTAGATGAATAAAGAGTTTATGTTATAAAAGTTTATGTTGAAGTCCTCATAAGTTGTTTTTATAGTTTTTATATGCAAAATTATACTACTTACGGAGATGGTGTCTAGGAAAGCATGATCGGCTTGGTTGCTGGGCTTGAGAAAGGTTATGAACCGAAATCGCCCTGCCTCCCGACTTGACTGACCTGGCCGTTTCTGATTTGGTATAATTGTGAATTTATAAAAGCTGATGTTGAAGTTATTTTAAAAATATAAAATGTTGACTTGAACTATGATATCATATGCATTACATTTAGGATGGGAGTCTGTGAGTGTCACTAATGATGTCACTATAGAATTGAACAATTGGGCTTGGGAAGAGTTTGTTTGGAATACGTCCTTCATGCACAAGTCCAATATGAATTTGAACTATGATGAAAGGATGGACCTTATGAGATGAACTTGGGATTTAGGTTAGTTGCATATACATTTATTATATCAATTAACTTATGATGATATGATGATTTTGTTGAAAATGATGATTTCGGAACAAATTTCCTAAAACTAT

P52_Contig-467 not applicable not applicable 269 37.5 TATGAAAAAACCCTCCCAATCTATACAGACAAATTAATCCACACAGACAACTTTATTCATACAGGACTTAATGGAAAACCAACCAAACAACCCCTTAATGAGCTTAATGGGACTCGCAACTTATTTGGTCAGCTATACATGACTATTTGGTAGTGGCTTAATGATATAGAAAATGGCTTATTCAATAAGCTTCTAGGGGGAGCTTTATGCAGAAAGCCAAGTTTTTTCCAAACCTGCCCCTCCCAATTAAAAAACACACTCCTTCCATT

P52_Contig-5322 not applicable not applicable 337 43.0 GGTGAAACCTCAAACATGGCACGTAGAGGACTCGTGACCATGGGGCCCCTTCTGGGGTGAGCATCTATATGGTGTTAGAGGGCCGGTAGGGAGAGACTCTCGGGCTGTATCCGTTATAGTACCAGGGAGTGACTACCGATGAAATTATGTGTATAATGTGTTAACCTGCTAGTAGCCTTATTTGTAATGAAATCGTGAGTTCCCTGCCATTCACGTTAGTAGTTACTTGTAATGTTGCTTGTAGTGTGTATGTATGCTCTTGATGTTGAATGTGTGTATGCTTGCTATGCTTGATAATGTGGGTTGTTTACATATGAATATGGTGTAATAAAGGAAT

P52_Contig-560 not applicable not applicable 221 24.4 TTAATGCCATTTTATATGAGCGAATGTGCCCATACTTGTTCATCATTAGAGGACACTATTCGTAATAATTTTCCCTTATTTTTTCTAACTTTCTTTATAAATTTTTCTAATTTATGAATAAAATATGATTAGGATAAAGTACAATATTATAAAGATAATAAAGGCTTTGTTACGTTTCCACATCAAAGTAAAATATAGTACTGAGTTCTTTTTTCTTTTAT

P52_Contig-625 not applicable not applicable 320 50.0 CAACAATTAGCCACCCCTTGGCAACAAGGCCATGAGAGCAACCAAAAGCCAAAACAACCCCCAAAATGCACCAAACGATACGAAAGAACAAACAGAACTAATGTGCATCACGCCCCGATCCTTGGCACAAGCAATGCTAGCCAGGCTTATGCAACTGGTTATGCTTTAGATCGGGATCAGCTAAGGGTCTACTTCGTCGGAACGGATCAACAAGGCTTGCTAGGCAAGAATTATGGCATGCCTAGCATGCCATAACGCTTGCCTAGGAAGCCTTGTTGATCCGCTGCGACCGGAGTAGACCCTTAAACGAGTGGAGGGGT

P52_Contig-803 not applicable not applicable 782 37.9 GATGGTGGTAAACGTCTAGGGTAATAATTGAATTTTTGACTAGGAATCTTCTTGCTGTGGCAGATCGATAGGGTTATTGGTCAATATGTGCGTGAAATCAATATTAGATATTATTATCCAAGCGGGTCATGACGACAATTCCAGGTTCTTCTTCTTGTATGTTCTCATCTTCGATGATGGCTATATTTCGATAGCTAAATCTATAATTTATCGCAGATACGTCTAGGTATTGGTTGAATTGGTTGTAGGGGGTTAAGTTATGACAAAGCTACTCAATTTTCTACCTTCGATGATAATTTGATCTTTATCTGAAAGCTCTGTTGTGGCAGATTCAAATGGTTATTGGTGGGGAGAAACTGTTGGTAGATATTATTGGCATATGATTTCAGGTTCTTCTTTTCTGGTAGCATCTTCTTTTGATGGTACAGCTTTGATTGCAACGATAGGTGTGGCACTGGATATTTTTTTAGGGGCCAGAAGTTAGGATCTGATAACATAATCATATCAAACTCTAGATTTTGATGATCAATTCAGTCGTAATTAGAAGAGCTCTTGACCAGGTGCTTGCATCCATGGCTGTTTGCAAGATCGGGTTGTTTGGGTCCCTGTTTAATTGGGTTGGAGTAAGATTTACTTGATAGTTGGTTGCTGCTTATCTGTCGCCTTCTCAATTTTCTTTTCATATCACAATCAAGAGCAGTTAGATCGTTTATTGTGTGTTTGTAGGGTTATTTTGCTAGTTGTTGAAGGCTGGCCATCTGCTCATCATGTTGTATCGATTA

P52_Contig-99 not applicable not applicable 411 45.7 CATTCATTGTCGAAACATTGCTTCGTAGTAGCATTTGAAGGCTGCAATGCAGTTCGGAGGGTGGAGTCATCCCTACGTAGTGCGTTTATATATACTTTCCCTCAGTTTGTATAAATACTTGCACAGGCGGTGCTGGTGTTGCCTCTTTGCCCGTAGCATATAAGATCGTGGCCCTGTTCCTTTACGGCTGTGGTTAGATCTGTTAGGGCGAGGCAGTAGCTTATGCATAAAGCGGTGCTTCTATTTATAGTGTCCCTCAGTTCGTATAGTACTCGCACTATCAGTGCTGGTGTTATCTCCTTTCATGAGAAATGTCCCTCGATATATATTCGCACACAGCGGTGCCGGTGATTTCTCCGTTTGACGTTTCTGTGTTGTTAAAAACATTTGTGAGACGTTGCAATCGCTCGG

P53-2_Contig-1 not applicable not applicable 397 51.1 CGTTTTGCTTTCCGACCCTTCGTCGTCCGAAGACGTCAAACTACACTCTCAATCGCTAGTGCTGAGTTGGTAGTATTGCTAAACTGCCTGAAGTCCCTAAACGTGTTTGCGCGGGGAACGGGTTGTCCAGCCAGCTTACGGCTAAAAAGGTCAGTCGTGTCTTTCACGCCGATGTCTTACAAGAAGTCGAGGTACCCTTGAATCATCTCCTAGATTTCTTCGGAAGGACTTCGGTCCGTGTACCTCTAGCACAACGTGCTAGTTTCAGGGTACGGGTGCCCCCCCACTTTCGTGGGGGCCTCCAAAAGGAGACGTAATCTTACCAGAATCCTCCCTCCGATCTCTGTGGCGGGAGCTGAGTTGGCAGTTTTGCTATAAACTGTCTGAAGTCACTAAA

P54_Contig-1214 not applicable not applicable 222 30.6 TAAATATAAGAAAAAAAAAAAATTGACTGGATTCTTTTTTCTGGAGTTGAAACTATCGAGTGCAAAAAATTCAGTTCTTACAAATAAATACTCAATACCCAAGTAGGCTTATAAAATAGATCGTGATATGATCAATTGCTTTCTGGGTCGTCTCAGGCTTTACGATTACTATGTTATCTCCAAAATAGTGGGAAATACACACAAAAAAGGTTTACTTGTTAC

P54_Contig-1568 not applicable not applicable 734 38.6 GCAAAACCATGAATCTCAAATTTCCTGTCATCAGCTGGGCCAAACAGATACGTTTGCTATATGATTTATTTCAGCAAGAAAAAAGGAGAAAAGCCCGACAAACCACAACTCTTCAGTGTCGCCAACAAAGAACCACCAAACGCCGACCTCTGAAAATTGAGGAGCAAAAGATAAGCCAGAAGAAACAAGGCAAAAATGAAAGAACAAACAAGAGACTGCATTACTCCCTCTATGAACACTATACATATGCCAGGATCAACAGCCAGTCCCCTAAATAGATTGCAAAGTTAGACTGAGTTCAAAATTTGATGGACTTCTTCACTCAGAAATTACCTAAATTAATTACCCAGACCTTTTATCTCATCACCGAAGGTACTAGAAACCCGTGATTATGAAAGGCTACATGTACACGAAATACCAACCTACAAAATCAAAACGAAAGATCATAGAGCCAGAACACCTGTATCCCTAGAGGAAGCATACCCAAAATACATTAAAACCACCAGTAACTACAAAGAAGAACATCAGAAAAATTAGATCTACAGATAGCAAGGCATCAATAGGTTATAAACACACGCAAAGACCACAAAGCACACACAAAATGGAAGGTAAAACAAGTGCACGCCAAATGGAAAAGAAGAACCTCAGCTAATTTTCTGAAATGCAGGACTTAAGTGATATTAATCAGCATTAGTCGAGTTAAAACAAATATGACACCTCAACCTGTTCACCCT

P54_Contig-1733 not applicable not applicable 244 51.6 TGGACAAAGGCCACCAACGACCACAACAAGCTCTAAGAACCACAAGCGGAGGTCAGCAACGATTGTCACCGAAAAAGTCCCGCATCGGTTCATAACCAACAAAAAGATAGCATCGACAGCGAACACGACTCCAGGCCGCGAACAATTACGTCATGATGCTAACCCCGTTTGATGAGAACCGAATAAGGGCTAAGACCGGGGGCAAACGTTCCCAACACTCTTGGCTTCACCGTCCAGCAACCCT

P54_Contig-180 not applicable not applicable 761 38.5 TCCCAAAGCAAAGCAAAGAGCTCACACCCAGAACAATTCCAATAATAATCTAGATCACTTGCACAAAGCTGCAGATCCAATGAACAGATATAAACGAAGAAAGAAAATTAATAGTACCGGGGACTATATAGAGACTGAAAACCATCTTTCTTGTCCATCAATTCCAGTTTGCAGGTTTTAACTCCATTTCCTACACTAGAAACGCTCAACAATGCACAAGAGAAATAGTACACAAGCTCAGACCACTAACCAATATGAAGGCATATCTACTACAACTACCTAGGTATAGACATAATACAACAAGCTCTACCCAACTAAATTAGCACAGAAATACTACATTTACCTCTGTAATAATAACATAATCAGACACCCCAGGGAAAAGCTGAACCCTGGATTTGATGGAAGGAAAATCATGAGTAGATAAGATTTCCAGACATCAGATATGCCATATAAACACATTTGATACATGTTTTAGCAGAGTAAGTAAAAAGGAGATGAGCTCATCAAACCAGAACACTCCATTGTCACCACACCGACCCAAAACCACCAAAAACCAAGTCTCTGAAAGCAGTGGAACGAATATAAGCAGAGGAAAAACAAGGGAAAAATGAGAGACAGACAAGTGACCACTATTTTACTCCCTCCATTAGCACTTCATCACTGCCAGCATCATATAATAAATCCATGTTCGACAACCAGACCAAGCTAGCGGCACCTTGTATAGGTTTCAGAATTAGACTCGTAGCAAGTTGCTAAATATA

P54_Contig-2005 not applicable not applicable 343 44.0 CCTTAACAGTAGAGAGAGCTCTTTCTCACCAGTGAGGGCTAAACAGAGTTCATCATCTACGAGATTGTCTCATCGTCATCTACGAGATTCGAGTTAGTCCGTTGTTGTTCTCTCTTTTAGTCGTATGTATTCTTTTTCTCTTTTAGCCTATGTTCATTTCTATAGTAAGCAAGTGCTACAACTCAATAGGGACAGCTAGTCTTCCTTCCTGGGTGCTTGCCCGGGGTTGGTGTTAAGTACGCTCTTTAGCATCGACTGAAAGGAGAGTTACTAACCTTCATCGTCGTTGGCTAAGCAGCTAGTTGCCTTCTTAGCCTTCCTAGACCGCTAGTTGACTTCTTAG

P54_Contig-2409 not applicable not applicable 483 38.7 TTCTGTCCATGAACTCATTTGATATAAACATTTTCTATGATGTTTTAAGATAAGCTAGAGCCGAACCCGTAAGCATTTCTTCACGTTTTTGATTCGGGCCTTTTATCGAACAGTTGGCGTGCACGTTTTGTTCAGCATTTTCGAACCCTTTCCCGACTCTATCTCATTTCGAGTCCTAAATGAAAGTTGTAGCTCATGTTCTCAGCTATCCGTAGCCCAAATTTCGTCTCGATCCGAGTTCATATGCATCGGTTATGACAAATTGAAATTCACAGCTCATTTCTTTTGAAATCTGGAAATCAGCCCACTTGCGGGCTAAACTGAGAACAACTCGATTGAAATTCGGCATTTATTCTTTTTCCATGTCGAAGTACGTTCCATTAGCGTTCTATACATATCTCGTTTACTCAAAACGGAGTTCGTATGAATTTACTATGATTTTTCAAAGTTTGTATCTCCAATCTGGAAATTCCGACGAACAAC

P54_Contig-2942 not applicable not applicable 220 37.7 TTATGAGAACTTTTGATTGAGGTGATGCTATCTTCTTCCACTCATTTATCAAGTTTTGCCCGAGTATTAGAGTTTTGATTGATGAATGTTGACCTGCATTTGTTCTACAATTCCCGAGCTTCCGATTGAGGTGATATCTTCTACTCAGTTGTCAAGTTTGCCCGAGGAGTATTTAAACTTCTGATTGATGAATGTTCACCTGCATCTGTTCGAAAATTTC

P54_Contig-3019 not applicable not applicable 255 46.7 CGATTACAAGCTTGAAGTTCGGGTAATCCACAGTCTGCTGATTCGGCAAAGCCATTCGCTTTCTGCTTTACTGATTGAAAGACAAACAGAATCTGAGGAGAGAGAAAGAGAGGAGAGAGAAGAGAGAGAGAGAGGGATACATTCATACATCGATTCAAAACCCTAACCCTAAACCCGAAAAGAATCAACATATTGATCCCTCCCTCAACACATGCCATCTGGGGAGTCCGCCCCGCCAAGATACGCCGGTCAATC

P54_Contig-3125 not applicable not applicable 265 40.0 AGTCTGTGTGTGATTAGATTGTGTTTTGTGTGTAGGTTCTGTTGCTGTCAAGCACCATGTCCAGGCCATTTGCTGGTTTTTCTATAATTTCTATGATCGTCTTTTGTTTTAGCATTAATGTTTCTTATGGTAGTTGTCTTGGGCTAAACTATGTTCCCCTTGCTATTTGAAACATGTCATGTAGGTCTTCTTCCGTGGGACACGGGTTACCTGCTTCCTTCCCACTATTTTGTCTGATTTTTGATTTCTCCAATTTCCTTGTGCG

P54_Contig-3295 not applicable not applicable 220 39.1 GTAGGAGTGATCTTTCTGTTTTGAAGGACTAACATGTTCTAGAGTTGATCTTTATTTATACATCACTTTTGTACTAGAATTTTCAATATTTGGGCCTGTCTTTGTCATCTGCCGGATCAGATCAGTGTGACTATTACAATCCTGTAGTCCTATGTAGTTCTATAACCACTGATAATGCTTGTAAAATGCCTGCTTGTGGGCGCAAAGTGTGTGCGACTGG

P54_Contig-3590 not applicable not applicable 231 42.0 AAAAGACGATCATAGAAATTATAGAAAAACCAGCAAATGGCCTGGACATGGTGCTTGACAGCAACAGAACCTACACACAAAACACAATCTAATCACACACAGACTTGCACAAAGAAAATGGAGATATCAAAGATTAGGCAAAATAGCGGGCAGGGAAGAAAACACGTGTGCCACTGATCCCCTAGCAAGAACAACGGTGTATCCTTACATCTGCGAGAGACAGAAAAAGGA

P54_Contig-375 not applicable not applicable 740 39.6 ACAGAGAAAGAGCCGTACCAATTCAAATAGAAACACAAGCGACCAGATTTGTAGAAGTTTCAGACTTAAGAAGCACCCCACGAGGATTAGATGCAACTGCCCACCAAATATCATGATGAAGGATAGTAGATATTGAAAATAACCTTGATTTACTTCGCCTGCAGAAAAACCGAAGGAGCCAGACTACTAGGATAATAGAGGAAAACAAGAGAAATTCTTTTTCTCAACTCCTACAGTTGCCAGAATCTAACGTGACCATCATCAAGCTGAGCATAACCTTATGAGAAACTGCTTTAAACAAGAGGAACAAACTCGATGACCTAGATATAACACAAACACACGTTCTGTGAAACCATTGCAAAACCACATTTCAGACAAAACCCAAGTGATAAGCACCATGCCACAACAATGCAGATCACTAAGAGACCAAAGCTGTATAACAGCAAAGATGGAAAGGGATGGGCATTATGAAATGCTACCTCAAAAATGTAACCTCAATTCTCCGCATAGTGTCTACAACAGTAAAGAGGCCAGGAAGAACTGCACAAACCATTAGAGGAAGGAAACAGATATAATCTGAATGTCTTAGCTGAATAAAACTTCACCATCTTCCAAGTGAGCTCATGAAATCCCTTCCAACCTCGTGATTCCCAAATTTTTCCAAGCACCCACGAAGTAACTATCGCAATCTTATAGATACCAATCCATTCTGGTGTGTTATTGAGTTGCACATAAAGAAA

P54_Contig-4353 not applicable not applicable 254 46.1 GAAAGGTGGAAAGCGGTGCTGCGTAATGGCTAGAGTCACGATTATTTCAACTAAATCTGCAAGTCCCTCTGACAAGGGCCCTCTTCCCAGAGACGGTTCTAGGCCGGTGGCAGATCTTGGTTAATGGAATATCGATTACTGGCTTTAGTCGCGGATAGAGTCAGATTGCTTGAGAGTGCAATCCAAATTAGGAGGTAAACTCCTCCTAAGACTAAATACGATGGTAATATCGATAGCAAACAAGTACCGTGAGG

P54_Contig-45 not applicable not applicable 389 46.0 TGGGTTCTGGTAGGCAAGATACCTTTTGTCAGGCAATCCAGTAGATCCTTCTTTCATCGAGTCACAGGCAAGCAGACTAAGAATCAGGTATGGAAGGAAGTGAAGGTGAAGCAGACTTTCTTTCTCGGTCCTAATCAACAAGGGCAGCATGGATATAGTTGCTCGTAGTAGCCTACTAGGGTCGATAAGCCAACTGGATGGTTGCAGCTGATAGCTATGGTGAGCACACGAATAGAGGATGGGGGATACGATGCAGAGTAAGATTGAAAGATGAGGACGCCCCATAACCTTTCGTTTGTAAGATCAATGATGATGCATAACAATCTTCGATAGGGTAAGAAAGAGTTAGTGAGAGCACAGCGGAAGGCAAAGAGCCGATAAGGCGATGA

P54_Contig-467 not applicable not applicable 314 43.3 CTAAGCGTCTTCGCTAACTCGCTCGCCTACTATACAATACATTAAGTAGGGTAGGCTAACTCAGCCGCTTACTTATACTAATGTAGGGCTAAGTAGCCGCCTTTTGAATTGAATCTTAAGTAGTCTATCAGTGGTGCAAAGCTAATTCTTTTCAGTAGGGGGCGAAAGGTTAGACCTTATAAAGTCAGCGAACAGCGGTTCTTCTATGTAGGTATGGTGTTATCCCTGGACTCTTTTAACGTCGAGTGACTTCGTAACCTTTTCGTAGCGTAGTAGAATGAAGGCTACGCACCGACGCTCTCTTATCTATTAGT

P54_Contig-5055 not applicable not applicable 301 38.2 AATATAAAGCAATCCCTCCAATCGGAATCGAAAGCAGTACAATTGCTGCGCTTACGCCTTTTATTGGCATTCAAGCAAGAGCTCCGAGCCTATCAGCAAAGATAAAAGGTTTTCTTTTAAAGCTATGGAGTGAATTCATAATTCAAGAGGAAAGGATTCGTTGTTAGGAAAGGATTAGTTGTTTACTTTTATGGAAGCTAAGGCAAGAAGTCAATCACTTTCAGTATCTCTTGCTTCTTTGGTTAGTTCAGTACGAGTGGCAGGCTCAAACTGGCGCAGGCAATATGTATATAATAATAAT

P54_Contig-5090 not applicable not applicable 220 39.1 CCACAAGCAGGCATTTTACAAGCATTATCAGTGGTTATAGAACTACATAGGACTACAGGATTGTAATAGTCACACTGATCTGATCCGGCAGATGACAAAGACAGGCCCAAATATTGAAAATTCTAGTACAAAAGTGATGTATAAATAAAGATCAACTCTAGAACATGTTAGTCCTTCAAAACAGAAAGATCACTCCTACCCAGTCGCACACACTTTGCGC

P54_Contig-729 not applicable not applicable 222 38.3 TCTTTGATTACGATTAAAAGAGAACCAAAACACATTTTTTTGTACTATCGCAGTCTCGACCAAAATTGTTTCGGCGCCGGATTTTCAGGACAACCCTGAAGACCTTTTTTAAGTCCGTTATAGAAAAAAACAATGAATTTGCAGCGATATCTCATTTCTTGGAAGCTACTATAAAAGGGGAGCAGGAAAGCTGCAGTAATTCTTTGGAAAAGCCCTCTCTTC

P54_Contig-7327 plant associated viroid-like circular RNA 4 (+) strand 274 63.9 TTAGGGAATAAGAATGCAGGCGCTTGTTCGTCGGCCCCCTATGTTAATGTCCGGCCTCGCGCCTAATGCGTCACGTCGGGAGCTGTAAGCGTTGGTTGTGTGCTAGTGTCGGCCTCTAGCCGGGGAGAGCTGCAACGCAGGAGCGTCGGCAGCCCCGATTGTCCCGACCTCACCGCTCCCGCTGCCGGCCCGTGGTTCTCGCCGGCTAGATGCTGCCGTGCTGCACGACTCGCGCACACGGCTCCTGACCCGACGCATGCGAAGTTACCCGGAT

P54_Contig-7860 plant associated viroid-like circular RNA 4 (-) strand 274 64.2 GCCGGCAGCGGGAGCGGTGAGGTCGGGACAATCGGGGCTGCCGCCGCTCCTGCGTTGCAGCTCTCCCCGGCTAGAGGCCGACACTAGCACACAACCAACGCTTACAGCTCCCGACGTGACGCATTAGGCGCGAGGCCGGACATTAACATAGGGGGCCGACGAACAAGCGCCTGCATTCTTATTCCCTAAATCCGGGTAACTTCGCATGCGTCGGGTCAGGAGCCGTGTGCGCGAGTCGTGCAGCACGGCAGCATCTAGCCGGCGAGAACCACGG

P54_Contig-964 not applicable not applicable 363 33.9 TTAAATACCATAAGCTTAAGGCGAGGGGCTATCCCTTTTTCGTTACTCATGCCAGCATTCTCACTTGGGATATACTGGACTAGCGCTATTTAGCGCTCAAACTACGTTGTAATTATCTTAAAACTTATGTACATCAACTCCTAGCTATTATTTACTAATAGTAGTGCTTTTTTGCCTAGTACAATACTTTTATATTTCCTTTGTTTCTAGTCCTATTTACCCAATGTTCCGCTACCCCATAAATAATACTTAAATAACCTTTAAGTATAGTAAACTAGGATTATACCTAATATAATTATTATGGACAAGGTGTCGGTGTTTTGTTTAGATCCGTTATATCTTCGGCGCTTTTAACTAATTAGG

P55-3_Contig-167 not applicable not applicable 213 32.4 TGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCAATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTATCTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTGGTGGTGAAGCAATGAAAATTAGTTCATACT

P55-3_Contig-225 not applicable not applicable 213 32.4 TCAATTTTAGAAGTATGGCACAGATACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAAAAAACACTACAGAATTGGCACAAAGGCACCCTGAAACAGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACCAATAACAATAAAAATGTAAGTGTGGTATTGAG

P55-3_Contig-40 not applicable not applicable 256 30.1 TTGGTTAGATCCATTAAATTAACGTAAACCCTTGCTTTATTTAATAATACATAGAGTACTTTTCCAATAATTATTGGAAAAGTACTCTATGTATTATTAAATAAAGCAAGGGTTTACGTTAATTTAATGGATCTAACCAAAGTCTCACGACATTAACTAAAGACAGCCGTGCAACACTTGTAATATTTAAAGTAAGGTAACTTACTTTAAATATTACAAGTGTTGCACGGCTGTCTTAAGTTAATGTCGTGAGACT

P56_Contig-1040 not applicable not applicable 355 53.0 TACTAAGTCACGTCCTTCCGTGGCCCGCAACCTTTCTTTAGGCCTCAAGCGTATCTCAACCGAAGGGACCATCGACACGAATCAGCCCGCGTACTGAACCACGTCAAGAAAACCCGTCATGCCGCCTGAGCGGGTAGCCGGAGATCACGAGACGCAACCTTTCACACCGTCCCCAAGAGCTCAAAGCCAACCTAAAGGCCAAACCCAACAAAAGAAGCCTTACTAATCCACGACCCGAACACCCATCTTGCTGCTGACGTAGCAATCAAGGATCACGAGACGCAACGTTTTGCACTTTCTCAAGGGCTCAGCACCCAACCTAGTCCTAAAGGCCGAACACGTTAAGAGAAAGCAT

P56_Contig-10402 not applicable not applicable 225 64.4 CCGCCGCAGAGAAAACAGAGGAAGTGACCCCGCCGGAAACAGAACCATCCAAGGAGGCAGAAAAGGAGGAGGAGAAATCCGCGCCACCGCCCACGGCGGATCCCACGGCGGAGCCGGCGGTGGTTGTGGAGAACATCGACGAAAAGACCGTCCCACCGGCGGAGGAAATCAAAGAGACCATCGTGGAAGTAGCCGCGGCAGCCCCACCGGCGGAGGAGCCCGCCA

P56_Contig-1052 not applicable not applicable 248 37.5 AACAATTGAAGGATCAAATCGACGAAAATTGACAAGTAGGGACCAAATTGACGATCATGCAACAATTGAGGGACCAAAATAGCGATTATCCATAGTTTTTTGTTTTTGGTTATCAGAGCCATTTTCTTAGTCACAGATCTATGTTTATGAAGTGAAATTGATGTTGGAAATGAATTTGCAGGATTACTTCAAAGGGACCATACCAAACAGGCAACCCCATGGCAGGTTCATCTAAGCCAGAAAAGAAC

P56_Contig-1170 not applicable not applicable 210 46.7 TCTCCTCCCCCACCATCTCCTCCCTATTCCCCCCCCTATATATACTCATCTCCACCTCCACCACCATATCATTACATATCTCCACCTCCACCTAAAAAGTCAAATCCACCTCCTTATTATTATAAGTCACCTCCACCACCACCAATGCATTCTCCACCACCTCCACCAACATATTACTACAAATCTCCACCTCCTCCAACCCATAAACCA

P56_Contig-1276 not applicable not applicable 482 35.1 TATAAAGACAAAAATGCCCCTGCTTAATTGAATTGAAGGAGGGCAATTTTGTCCATAAAGCCCTATCTTTTCTTCCCAAGTCCATGGGAATTCAAATACCGGAGATGTGAGATTTGAATTCTCATGAAATGAGGGAATTGCAATTCCCTCATTTCATGAGAATTCAAATCTCACATCTCCGGTATTTGAATTCCCATGGACTTGGGAAGAAAAGATAGGGCTTTATGGACAAAATTGCCCTCCTTCAATTCAATTAAGCAGGGGCATTTTTGTCTTTATACTATTTATTCCCTTTCAATTCCCATGGTTCTATTCATGCATACCAAACCCTGAAATTTAAATTCTCACTTTATTCCCAGTAATTCAATTTCTATGGAATTGCAATTCCATAGAAATTGAATTACTGGGAATAAAGTGAGAATTTAAATTTCAGGGTTTGGTATGCATGAATAGAACCATGGGAATTGAAAGGGAATAAATAA

P56_Contig-1539 not applicable not applicable 206 50.5 GGCATGGACCTGGTATTGGGGGAATGTTAGCTGGAGGGGCTGCAGGTGCGGCACTTGCTTATGGTGCTACTCATTTGTTACATGGAGGTTCTCATCACGGAGGTGGTCATTATGGAGGACATGTTGGTCATTATGGACACGGTGGTCATGGCAAGTTCAAGCACGGGAAATTCAAACACGGGAAGCATTTCAAGCATGGGAAGCAT

P56_Contig-1566 not applicable not applicable 215 36.3 GTTAGCATTTAGAATCGAAATGCCAACTTGAAATGCTGGTCAGGGCAGAATCTCAAAAAACAGCATTTGGGATCAAAATACTGTTGCGAAATGCTATTTACCAAACACCAATTTTAGCCGCTGACTGCTAACTTCTAATTGCCAAACAAGTCCAAAAGTTTAGCTGATAGTTGAACTACACGTTTATTATTTATATATTGGCCTTGTTATTAGCG

P56_Contig-157 not applicable not applicable 462 37.0 AACCCACGGCAGTTGGTTTCTTTATCCAGATTTAATTGTTAGACTTAACATGGAATGAAATAAAGGGAGAAAATCTAAGGAAAACATTACCTCAAAACATACATAGAAATAAACACCTTGTAGGTCAAAATCAAATAGGACATCTACTGTTCCTTCATGTAAGTTGGCCATTACCAAAGAATGTCTCAAACGAGACCAGAATTTAGCATCGATAAACACAAATACTAACACATGGCATTAAATCAAATATTCAAATCCCAAACCTTAGCGTCCGAAGTAGTTAGATTCCTGGAAGGGGTATTAGGTCAAAGATACCCTTGGTGCTGAACACCCTACACCAAACAATAGAAACAGGAACTGTCTATATGACGAAGAATTTAGACTTAAATTTTCCTTACTCAGAGTTCTTCCATCCATCATGTACCCCAAGCTAGAGCAAACCTAGAAAACATGGGAAGAGTG

P56_Contig-2 not applicable not applicable 771 33.7 CATGTAACAAGAGATCAAAGCCTAAACTTCTCTTCTTCCTCCTCCTCCTCCTCTTCTTCTTCTTCTTCTTTTTTTTTTTTTTTTCTTTTTTTCTTTTAGTGTCTTCTTTATTATATCCCCCTATCCCTCATATGAATCTAAAACTCCACCAGAGTCTATCGTTCCGCGGATTGAAGCAAAAAAGATGCTTCAATCAAATCTTTTTTGATTTTTTTCTGTTAGAAAAAGAGGGAATCCCCCCCCCTTTTTTCCTTTTATTCAACAAAGATTGAAAAAAATAAAAAAGAAATCATTCCTACTCTCATAACTCAAATTGGATAATTCTGAAAAAAAAGTTTTAAACAATTTCATTTCTTGAGCGGTCTTTACTCCCTTTATGCTTGTCTCGTTTAAAATCAAATGAATTTTGCTTCTTCCGTCTGATCCAGTGATTGAGACAATGAAAACGGCGTTTGCTTGTTCTGGGATCCTTTATCTGTGTTTTAAATCATTAGGTTTAGACATTACTTCGGTGTTTCTTAATATTTTCCTTTCAAAATGGCAGCAACATACCTTTTTTTTACTTCTTTCTACCAAAGAATCCTACAGATTCCCGCATGATACACTTCGGATCGAAAAAGTTTGATCAAGTCTAATAACTTTTTGGAAACTTCCTCGAATTGGATTCTTTCTGTATCGAAGATATGTTTACGAAGTTGTTCCAATTGATTGGCATTAACCCTAGATCTTTGCCCCTGAGAAATTAATAAATACTTTCTACTCGAGCTCCAT

P56_Contig-2771 not applicable not applicable 225 36.0 GGGTTATTGGTTCATGTGTGCAAGAAATTAAGATCGGTTATTATGTTCATGACGAAAATTCCAGGTTGCTTTCTTCTTGTATGTTCTTATCTTCTATCATGGTTATATCTCGACAGCTATATGTTATGGCAGATACATCAGGTTATTGGTTGATAGGTGGGCTAAGTTACGACAAGATTGTTAGCCAAGGAGTTCTTGGATGATAATTTGATTTTGATCTCCATA

P56_Contig-3439 not applicable not applicable 205 37.6 TGGAAGATCGTCACAACTTTTATTCTCAGGCATTTTTCATAGCTTCAATGCTTTACATTTAATGGCCTTCCATGTCCTCCCTTTTCCTTGACAAATTAGGGATTTTCGGAGCTCTTGATTTTAGGGTTTATGGGTTCTTGCTTGATTGAGATTGCAAAACCCACAATCTTCCAAAGTGTCATTGACTTAAAAGACAAATTTGGGA

P56_Contig-3793 not applicable not applicable 241 40.7 TTATAAGTAGGGCGAGAGAAAGTCCATATATTCTATTTGCGTTGGTCTTTCCAACGGAAACTAAGCACTTTTTTCTTGACTCCGGCGCTCCAATGAACAAGAGTTCTCCGCCTTACTCTATTTAGAATAGTGGTCGATACCTCGGGAGGGAGTTAGATTCGTAACAAGATGTTATGTTCACGCGGTGATCTTCTATCTTTCCAAGAGTACTACCCTTTTAGATTAGCAAAAACAAAGAAAC

P56_Contig-3962 not applicable not applicable 205 37.6 GACACTTTGGAAGATTGTGGGTTTTGCAATCTCAATCAAGCAAGAACCCATAAACCCTAAAATCAAGAGCTCCGAAAATCCCTAATTTGTCAAGGAAAAGGGAGGACATGGAAGGCCATTAAATGTAAAGCATTGAAGCTATGAAAAATGCCTGAGAATAAAAGTTGTGACGATCTTCCATCCCAAATTTGTCTTTTAAGTCAAT

P56_Contig-400 not applicable not applicable 206 41.3 GGAAGTGTAAAACTGACGCGGATTGCAAGTTTTGTGTGCCAACAGCTGGTTGCGAGAAAATTATTCTCCCCGGTCTTTGTGCGTAGTGATCTCATTTCCCACTCGTCAGCACCTCTGATCTGATCTGCTTGTGTAATATATGTATGTTAAGTAGTTGCTTGGGAATATATCTTCCGATATATATCCTAAGTTCTTCCGTGTATTTT

P56_Contig-511 not applicable not applicable 452 33.2 GATCGTACTACAATCACTCTCTTTGTTGGTTTGGAATTTTGTAGCTTCATTCTCTTTAACCTCAATGGAACTCATTTGCTTCAACGCTTCATCATCCTTTTTTCCTTGACTAATATTTACTTCCGCATTTAAATCCTGATTCACACCATCGACAGTGGTTGTTCCACTATTATTTGCTTTAACGATGTGCACTTCAATGAACTCAATTGAAGACACGTTAAGATCTTTTTTTTCTTGATGTTGCAAATCAGAAGCTATTGTAGGTGCTTCACCCATTTGTTTATTTATGTTTTCACCAAAAAAACCATCCGTTTTTAAACTTTCATTTGCAACCTCTTCTTTGTCAGCTTCATCAATTTTGAAACTATCTTTAATGATAGTTTCATCATCTATTTTTACTTCTCTTTGTAATTGAATGATATCTGATTCAATACTTGTAGCCTGATTTGAGG

P56_Contig-6069 not applicable not applicable 302 39.4 AAAACCAGCAAGAATCGCCTCCCTCGGTATTTAAATGCAAGCAGTAGCCCAGATCCTGCATCACAACACACAAATTGTCAAGTAGAACCATTATAAAATAGGATAATCAATAGGCCAGGGGAAGCAAGCTAAGTTCTTATTGTAGGAAAAGGACAATAGTGTTACTTTCTTAACGTTAAGGTCTTAGGTTCAAGTCACATCCCAATCAGATTGGTAGAATGTTAAAACAACGACAATAGCTATGTCATGGTATTATAGGTAGGGATGTCAATTACAGTCTGAAACCAACGGGTTGGCCTGAT

P56_Contig-7136 not applicable not applicable 246 40.7 AACTTAAATCAAGAAACTCAAGCTTTGGAAGTAGTCTTGTTGGAAGGTTCTTGGTCTCATTATAGTTGAGGAAACTAGTGATGAGATTGTTACGCAAATCCAGCTCCTCCAGATCTTTCATGGCCTCCAAATCATCAACTTTAATTTGCCCATTCAAGCCAACGTTGGATAACTTGAGATGTTTGAGTGATGGCAATGCACTTGCTATTGATAGGACGGTGACGTTGTTGCCCAATTCTCTATTCC

P56_Contig-786 not applicable not applicable 273 46.9 AAAAAACAACAACCCCTACATAAGGGGGTATACTCCAACCCCATTCAAAAAATGAATGAATTCACAGACCTGCCCATAAAGCAGGGCCCTCTCCCCGTTTAAAAACAAATCCAAGCAATCATATTGGCTTATTGCCGGATTATCCACCGGGCTCTGAGTAACCGCGATTACAAGGTCAGCTACGGTCCATTCTGAGGGGACCTGATTCCCGCAACTTAATAATCATTCCTGTAATTGGGAGCACGCGGTGGAAAAGGAGATTTGACGCCGACC

P56_Contig-892 not applicable not applicable 719 55.6 GGACTTGCTTGGGCGTGCTTGCCGGAGATTGCCGAGTTGGGTCATAAAATTGACTCGATGGCGGATTTCTTTGACTTGTGTGTCTGGGCTTTTGTACGTGCGGTGCATGAGTGGCGCTTGGCTTGTGGCGATTTGTTGGTTCCCTGCTCCGGCAGCGACAACATCTCTCCCTAGCCTTTTCATTTTGTGGCCGATGATGTCAATCGTCGGCCGTGTCGGGTTTTCTGTGTTGCATACCTACGCGATGGTATTCGGTCGGTTATAATGGGGAAAGGTCCACTAAGTGGTGCTCCACGCCGTGTATGCGCGCGCGGATTCCAGCACGAGGTGGATCCTTTAGGCGGTCGTCGTGCTACCACAATCCTCGCACTTCGGTTCGATGGTTTGATGGCTCATGACGGTCTGCTTGACATCTTGGGTGCGGAATATTACATGGATATGGGGTCTAGCGCCCCTATTTGTCCCGTATAGCAAGCGTTTACGCTTTGTTCCTCCGAAGTAGTTGGCGCGCTCGGCTTTGGAATCGGTTGTCGCTCGATAGGTGTGCGTCGACAAGGTCGATGAGGCGCAAGATGTTAATGCTGCTACGCGAGTTGGCCGACCAAAAGGGGCGATTAGGCGCGCTGACACGGGCGCAAGCGACAGTCCGTGCGCGAAGAAGGTCGCAACGTCCGGGTGAGGTACCGACCGAGGGGTTGAGGGATTTTCCGTGCCAATCG

P56_Contig-921 not applicable not applicable 359 35.7 TAACCATCCAATCGGTACAACTTGATGAGCAGATGGCCAGCTTTTAACAACCAGCAATATAGCCCTACAAACACAATAAATAATCTAACCACTCTTGATTGTGATACCAAAAAAACCCAAATTGAAAAAACAACAGAAATACAGCAACCAACTATCAAGTAAATCAAACTCCAGCCCACACAAATACCGTAATTAGGACCCGAACAGCCCAATCATGCAAACAGCCATAGATACAAGCACCTGGTTATGAGTTCTTAAAAAGGAGCTGATAATAATAATCCAGATTATGACTAATTGATCATCAATATCTAGAACCTGATAATATAAGTTCTGTTGATGATGTTATTGTTATCGGATTC

P58-1_Contig-109 not applicable not applicable 396 29.3 AAAAAAGATCGAATTTCCTATTTTTTGATTGTTTATTGAATATCGTATGGAATTTAAATTTAAGTAAAAAAAAGGAAACTTGAAATGAAAGTTTCTTTCACACATGCAGTCTCCATCCCATTGTCGGAACATAAATACGGGATGCATAGATATAGAGATAGTTGGTACATGAAACCACACTATATCGAAATCTTATTCGATAGATAAGATCGAAATTCATTCCGTTTTGAAATCAAAGAAAATAAAGATATGGAAAATGGCTTTTTTTGTTGTGAGTTGTAATAAAAGTTTTCGACTCTCTAGGAGGAAAAGACTAGCCAATTTATTCAGCTAGGAATACAAAGATTTAATCGGAAATATCGACAAATTCATGCAGAGTTTAAAGAAAAAAAAAAT

P58-1_Contig-1482 not applicable not applicable 316 50.9 AGGTAGCAGAAGAAGCTTTAGCAGAAGCCCCGGCAACTGAGACAAAAGATGAAGCCTCAGAAAAAACCGAGGCCCCAGCAGTAGAAACCGAGCCAGAGCCAGAGGCAGAACCCGAGGTAGAGACCAAGGAAGTTGAGGCTGCACCAGCAGTTGAAGAAGAGAAGGCAGCAGTCGAGGAAGCCATCGAAGTGAGCCCAACTGAGGCCACCAAAACACCAGTCGAAGAACCGTCCAAGGAGGAGGAAGCAGCACCAGTAGGAAGGCAGAGTTGTAAAATACTAATAAAGCCCAATTCCATCGATGATATTTCTTCTTC

P58-1_Contig-1681 not applicable not applicable 230 40.4 GTATTCACACTTCTAGCCTAAAGGGATCAAGTGTGAGGAGGTGTGTTAAAGTATATAACATATCTTGGGGCCTCAATCATGAGATTAAACTTTTGGCTGAGTTGGTTCTTTGAAATAGTATTAGAAGCTAGTGTGACAAGAGATCGCGGGTTTAAATCTCAACCATATCTTCCAGCCCAAATGGCTCTAATGTGAAATATTCAACGCCAGGTATGAGAAGGACCTGTGCT

P58-1_Contig-1734 not applicable not applicable 205 37.6 ATTAAATGTAAAGCATTGAAGCTATGAAAAATGCCTGAGAATAAAAGTTGTGACGATCTTCCATCCCAAATTTGTCTTTTAAGTCAATGACACTTTGGAAGATTGTGGGTTTTGCAATCTCAATCAAGCAAGAACCCATAAACCCTAAAATCAAGAGCTCCGAAAATCCCTAATTTGTCAAGGAAAAGGGAGGACATGGAAGGCC

P58-1_Contig-1818 not applicable not applicable 342 48.2 AAAAAATATGGCCTACTCAAAGGCTTTACTCCTTGGTTTCCTCTTAGCGATAACTCTACTCATTTCTTCTGAGGTGTCAGCTCGTATGCTTGCTGAGACTACTCAAAACACTCCGTCCGAGGAGGAGGCCAAGTATTACCATGGCGGTGGTGGCTATTACCATGGAGGAGGTGGCTATCACGGAGGAGGTGGATATCATGGAGGAGGTGGGTATCACGGTGGAGGATACCACCACGGTGGACACGGTGGCCATTACCCACCCCAAGAAAAGGATACCAAGACAGCCGAAGAGCAGAAGGGTAATTAATTTGAGTTGTATGTATACCCAATGCAAGTGAAAAA

P58-1_Contig-1846 not applicable not applicable 240 50.8 GCACCGGGTGGTGGAGGATACTGTCCCTGTGGATATCCGTGATGACCACCAGAATGATGACCAGCAGAATGACCAGCTATACCACCCACAAGACTGGAAATGATTCCCTTGTCAGAACCATCCGAACCTTGTGGAGGATATCCTTGTTGTTGAGGATAATCAGCAGGCGGGTATCCTCCTTGTGGAGGATAAGCCTGTGGAGGGTACCCTTGAGGAGAATACCCATATTGCGTAGGGTAA

P58-1_Contig-2033 not applicable not applicable 201 38.3 ACAGAAACTCAGAGATCATAAAGACGTAGAGCACAAAGATATAAAAGAAACGGATCCTGGTTACCGTCAAGATAGCTATCGAAATAAGAATCTTGGCAATGTGAGAAAAACATGGTTTTTGTTTCATGATGATCAGCGGTCTGAAGAAACTATGCCAGGAAAAGAGAAGGTTTCCAAAGACTCAAATGTATCTGCTGAACG

P58-1_Contig-254 not applicable not applicable 621 34.5 TCTCTTTGTTGGTTTGGATTGTAGTAGCTTCATTCTCCTTAACCTCAATGGAACTCATTTGCTTCAACGCTTCATCATCCTTTTCTCCTTGACTGATATTTACTTCCACATTTAAATCCTGATTCACACCATCGACAGTGGTTGTTCCACTATTATTTGCTTCAACAATGTCCACTTCTTTGAGGTCAATCGAATACACGTGAAGATTTATTTTTTCTTGGTGTTGAAAATCAGCAGCTGTCGTAGGTGCTTCAACCATTTGTTTATTTATGTTTTCACCACAAAAACCATCTGTTATTAAACTTTCATTTGCAACGTCTTCTTTGTCATCTTCATCAATTTTGAAACTATCTTTAACGATAGTTTCATCATCTATTTTTACTTCTCTTTGTAATTGAATGATATCTGATTCAATATTTGTAGCCTGAATTGAAGGATCGTGATCTTTTTTCTGGTCTTCGTGTTCAAAACACGTGTTATGTTCCTCTTTTTCAATATACGTATCTTTCTCATTTTCGTTATCTTTGTGTTCTTCAGCCTGAGGCACATTGCATTCGCTTTGTTCAACAAAGATCGTACTACAATATCTCTCTTGAGTGGTTTGGATTATTTTAGCTTCAA

P58-1_Contig-34 not applicable not applicable 384 34.6 GTTGATGATAAGGTGTTGCTTGGTGTTTCACCAACTAGAGAAGTAATGAGATTCTGGAAGAAGGGTAAATAAGTCTGAGGTTCGTGGGACCCTACGAGATTTTTGAGAGCATTGGTGATAATGATGAACTTGGATAATTTTGTCACATAATATGAGAGTTCGTGAAGATAAAGTACATGTCATTAGTGTTAGTAAAACCTAGGAATGCACATAAGAAGATTATTAAGCCTTATAGTTTGAGTTGCTGAAAAGTGTTCAGACTTCGTGATGATTACAGTTGACTTGTAGGAGGGAATCATAAGTATTATAAATGTTTGAGATTCAAGTTTTTTGAATAGACAAAAGATCTATGCAAATCAATGGTATAGAGGTATCGAGTTTCAA

P58-1_Contig-340 not applicable not applicable 215 30.2 TTTTTTCTTGAAGGAATTTTTTATGATCATTATCAACTAAATCATTTTCTTTATTCTATAGAATCCCTAGAATTCATTAAAACAAAAAGGGCCTGGCGAGGTATTGATCAGGCCAGGCCGTGGGAATCCAAAAAGAGTCCCCTTCGGGCGAAGAAGTATTTAATTAAATATTCTATTCTATTTTTCTATTAATTAATATTAAATATTCAGTCTTT

P58-1_Contig-355 not applicable not applicable 438 42.9 TTCCAGCAAAGAAAAAGGCTGAATCAAGTGATGACAGCAGCGATGATAGCTCTGATGAAGATGATGCTCCCAAGAAGGCGTCTGCTCCAGCTACGAAAAAGGAAGTGGAATCTAGTGATAGCTCGTCTGATGAAAGTGAATCTGAGGATGATTCTTCTTCTGATGACGAACCTAGGGCTGTATTGAAACAACTTCCAAAGAAAGCCCCTGCTTTGGTTAAGAAATCACAGAAGGAAAGCAGCTCTGATTCTTCAGATGATTCTGATGATAGTGATGATGAGCCAAAGAAGAAACCTGCTGCTGCTGTGAAACATGTATCCAAAAAAGATTCTTCATCAAGTGATGATTCTTCTGATAGCGATTCATCCGATGAAGAGGATGAACCCAAACCTGCTACCAAGGCCAAGAAATTACCTGCTGCAGTAAAGAGTGGTTCTC

P58-1_Contig-397 not applicable not applicable 265 29.4 AAAGTTTTTGATCGGAATAGTAATCAAACCGGTAGACCCCTTAACTATTAAGGGGTTAATAGAACGAATCACACTTTTACCACTAAACTATACCCGCTACAGTTGGATTATTGTATCGAAATAAAACTTTTGTCGAACACTGAAATTGGATGTAATCAAGATAGGATTCGAAAAGAATCATGAAATTTAGAGTATTGACACTTTTTGTAGGAGGATTTTATTAGTTTTAATCAGATTTTAAAAAGTTATAGTTAAATAACTAAAA

P58-1_Contig-4155 not applicable not applicable 350 43.1 TGTGAGCTCTCAAGGTGCTGTGAAGGTTTTCGGGCCATGCGGTACGAAAGACGCTATGGCCCAAGGGAAGGAAGGTGGTAGCATAGACCCTCACCCCGAGCCGTGAGCCAAGAATCATCAGCTGTGAGCCGTGAGACCCCCCGCCCCTTACGATTATGGCTTTTAAGGGAGTTCATTGCAAGGTGATCAAAAACATCATTCAAACTTAATATCAATGATTCTTATTACTATGGTTTGTAAGGGAGATTGTGGTAAAGGAGTTCCATCTGGCTTCCAATGCCCTTGATCAGTTTTTATGGCATTATTATTATTATTATCAATCATTAGTATTTCCATATTTCAGTTAAGTT

P58-1_Contig-446 not applicable not applicable 491 62.5 GTTAACGCTAACTCCACCCAGCTTCTGCTGGACGGTCCCCAGTCCGTGTAAAGGAGGAGGGGCGTCCCATGACGACACTGTAGATAGGCCGACAGCCCTGTCAACATCAGATCAACCTGACAGTGCGCCATGGGGTAAGGAAGTAGTGCGTCGGCTTCGGCTTTTATGCGCTCCCGCCGGCCACGCCGGTTTCCCGGCGTGGTCACACGACCACGGTTTGCTGGAAAAGGGTGCGCAGGGCTCCGACCCCGTACCCGTGTGGCACTACTCGGAAGGAACTGGCATCGCGCGTTATACGGCTCGACGAGCCGAGACTCGCCGAGTCAGACGGTGCGACGGAGAGCTCCCAAATGAATGGGTCTCCGCGCGCGTGTCTGGCCAGCTCCAACTTCCTTACGGTACCGACCAGGACCCCGTAGGACCCCCGTCAACACCAACGCCTCTCCCTCTTTACCCGGGCTTGAGACCGGCTCGGTTTGCACCGAGGCGAG

P58-1_Contig-451 not applicable not applicable 679 48.7 AAAGGATGGAGTCTTGAAGGTGACAAAAGGGTGCTTGGTGCACTTGAAGGGAGTGATGGGCAACATTGGCCATGTGTTGCTAAAGAGTAGAGACTTACACCATGTCGAGAGGGGTGCAAGACTCAAGTCACCAAGGAGAGTGACATTTGATGATGGTGGCCACAATGAAAGGTGGTGCACAAAGAAGATTGATGATGGGTTTGGTCTTGAGGAGGAGCCAAGACCCAAATCTTATGTTAATGTGTTGGTTGGGACACCAAGAGTGGTGTCACATGTTGATGGAGGGAGATTTGGGCTTGAAGGGGAGATTGTTAGAGCAAGCACCAAATCACCCTCATGTGGAGGGTCTTCGGGGTGCCGAGATGAGGGTACAACGAAGAACAAGGGTTGACGTGAAGCAGCAACAGCAAGTCAGCAGCCCTGATGGCTTGCTCGACCAGTCGAGCTAGTTGGACTCAGTCGAGCAGTAAGTCGAGCAAGGCATCAGAGGAAGTCTAGTATACACTGAAGTAGCGCTCGACCTGTCAAGCTGGTGTGCTCGATCGAGCGGAGCACAGTACGAGAAAACAGAACCCTTCTGTTTTGTTGCGGGATTTTTGTGGGCTTTAAGCCCTTTTGTCCTAGGGCTTCTAATATGTGCTAGGCTATATATAAGAGGCTTAGAACATCATTAGGAGTA

P58-1_Contig-511 not applicable not applicable 345 51.6 TCCTCCTCAAGGTTATCCACCAGAAGCATACCCAAAAGAAGCATACCCACCAGCCGGGTATCCTACACAAGGCTACCCACCCCCACAAGGAGGTTATGGATACCCTCCACAAGGAGGATACCCGCCTGCTGATTATCCTCAACAACAAGGATATCCTCCACAAGGTTCGGATGGTTCTGACAAGGGAATCATTTCCAGTCTTGTGGGTGGTATAGCTGGTCATTCTGCTGGTCATCATTCTGGTGGTCATCACGGATATCCACAGGGACAGTATCCTCCACCACCCGGTGCTTACCCTACGCAATATGGGTATTCTCCTCAAGGGTACCCTACGCAGCAAGGGTA

P58-1_Contig-585 not applicable not applicable 216 26.9 ATTTTTTCCTTCTTTAGAAGGAATATGTCCCTAGTACATACATATATAATATATATGTGTGGATGATATTTGTGTAGAGTCGGACCCGATACTTTACTTCAAACTTCAAGTGAATTCCAATTTAATTCTTTATTTATTTTAGTCAATTCATTCAAGAAATTTTAATTTGACCCCTCCCTCTAATTTTTTGTTTTAGTTATTTGTTTTTTTGTTTGT

P58-1_Contig-680 not applicable not applicable 282 45.7 GGTGGAGACTTGTAGATATAAGGAGGAGGATGAGACTTAGGAGGAGGCGGGGATGTATAGTGACAAGTTGGAGGAGGAGGAGAAGAATACTTATAAGGAGGCATATGAGGTGGAGGAGTTGACTTGTAGTAATATTCAGGTGGCGGTGGAGATTTATAAATATAAGTTGTAGACGGTGGAGGTGGTGATGTATAGTGATATAGTGGCGGAGGTGGAGACACGTAGACATATGGAGGTGGCGATTTCTTTGGAGGAGGTGGTGATTCATAGTAATAGGACGGA

P58-1_Contig-7226 not applicable not applicable 205 37.6 CATAGCTTCAATGCTTTACATTTAATGGCCTTCCATGTCCTCCCTTTTCCTTGACAAATTAGGGATTTTCGGAGCTCTTGATTTTAGGGTTTATGGGTTCTTGCTTGATTGAGATTGCAAAACCCACAATCTTCCAAAGTGTCATTGACTTAAAAGACAAATTTGGGATGGAAGATCGTCACAACTTTTATTCTCAGGCATTTTT

P58-1_Contig-808 not applicable not applicable 491 62.5 ACAGGGCTGTCGGCCTATCTACAGTGTCGTCATGGGACGCCCCTCCTCCTTTACACGGACTGGGGACCGTCCAGCAGAAGCTGGGTGGAGTTAGCGTTAACCTCGCCTCGGTGCAAACCGAGCCGGTCTCAAGCCCGGGTAAAGAGGGAGAGGCGTTGGTGTTGACGGGGGTCCTACGGGGTCCTGGTCGGTACCGTAAGGAAGTTGGAGCTGGCCAGACACGCGCGCGGAGACCCATTCATTTGGGAGCTCTCCGTCGCACCGTCTGACTCGGCGAGTCTCGGCTCGTCGAGCCGTATAACGCGCGATGCCAGTTCCTTCCGAGTAGTGCCACACGGGTACGGGGTCGGAGCCCTGCGCACCCTTTTCCAGCAAACCGTGGTCGTGTGACCACGCCGGGAAACCGGCGTGGCCGGCGGGAGCGCATAAAAGCCGAAGCCGACGCACTACTTCCTTACCCCATGGCGCACTGTCAGGTTGATCTGATGTTG

P58-1_Contig-830 not applicable not applicable 306 43.5 TGGTTTCCACCAATCTTACCAATATCGACACCCCCAGATTTCTCCTTTTTGTTTCCAAATTTAACATCTCCATTTTTCTGTATGCCTGATCCATTTGAGTTTCCTCCCGAGTTGAAGGAACTTCCAGGAGGGATGACTGCCACTGGGTAATTGTTGTAAGGTGGTGCAGGATAACCATAGTTTGGGGGTGGTGGGCAGTAATTGTTGGGTGGGATTGCGTAATTATAGGGCTGTTGAGGTCCTCCATATTGTGGGTTATTATATGCTTGATTTGGTGGACAAGGGTAAGCTTGCATTTTGTTTTAG

P58-1_Contig-8729 not applicable not applicable 201 38.3 TAGTTTCTTCAGACCGCTGATCATCATGAAACAAAAACCATGTTTTTCTCACATTGCCAAGATTCTTATTTCGATAGCTATCTTGACGGTAACCAGGATCCGTTTCTTTTATATCTTTGTGCTCTACGTCTTTATGATCTCTGAGTTTCTGTCGTTCAGCAGATACATTTGAGTCTTTGGAAACCTTCTCTTTTCCTGGCA

P58-1_Contig-965 not applicable not applicable 537 42.3 AAGTGGTGCCATAATGATGCCTGATGGTATTGCGCTCCATTGCAATTTCACAGCTAAACCAGCCAATCAGGATTCCGATTCTTCCATTAAGCTCTTCTTTGGCGAGATGCTCATTGGTCCAAACGATGTTCATATAGTCACTTATTGTGATATATTAAATGGTAAATCTCATGGCTGCAAGGATTGCGGAGAAAACGCCGACATTAAGCATCCCCCTGCTGAACTTTTAACGCGCAGTTATGATGATGTTTCCGATACTATACGTGAGATGTCGCCAAAGAGATGTGCTACTGTGCCTATTAATTCTGCAAAGAAGGAAAAAACTTTGGAATATGGTAGTTCAAATTTGGACAATGAATTCGAGTTTGATGCAATGGAATATCCTCAATCTCCGGTTTGTCCTCCCTACGAGTATCCCGAGGACGAGGAGGATCACATTGAAGGGCATCGTGATCAAACTCTTAGAGGTGCTCAAAGATTATTGGAGCACTACAACAATGAAAAGGGTACCAACTATGAGCTTGTAGAAGCGTTGAG

P58-2_Contig-1085 not applicable not applicable 793 32.5 AATGAATATTTGGTTTAGATTGGTCATCGAATCCGAATATTAACTATTCGGAGTCGTTATTTGACGAAGAAGTCCTGTACGATGTGTGATTAAATAAAAAAGGATGTTCTATAGAACGATTCCCCCTTTTTAGTTGATTTTATTCAACGATTGACCAAACGAAAATATTAATAAATAATAAATTGTATGAACTTAGATCAATCAAATCAATTTCTATGCAACGATTCGGCCCAATCAATTTATCCATTTATTATCTTATCAATTTAGGTTGCGTGATAATGATAAAGAAAGGGAAAGGATAATTTCGAAAAAAGGGGATTCATAAATGGTTCGTAGAGGCGAGGTCGAACTAGGTATATGGAATTGAATGGCTATAAGTTAACTCTTGTCAAGGGTTAGACGCATCCTTATCAAATCAGCTTGAATTGAAGATGAGGGAAGAGTTGGTTTACATTGTGGAAGAAAGACATGTATATGTGATATTAGACTAGTATCTCTTATATTTCTATTTCATTTGACCTACTACTGAAATTTGTAATTTCAATCGGGATTCCAATACAATAGAAGTCCTTCCGTCTCGTTGTGACTGTGAATTGAATGAATAAATGGATGAAATCCAGAAAAATTCCAAATAAAAGTTCGAATTCAGAAATGGAAGAACAAAAGTTGTATAGGAGTCACAAGAATTCTGTGGATGGAAACTAAAGATATCGAAGTAGTTCTGGCGATTCAATAAAGAATATTATTACTTGTACTTCAATTACTTCTCAATTCGATGGACTAGCGATGGAAT

P58-2_Contig-1131 not applicable not applicable 204 31.9 AAAAAGGCACTCAACACAAGGGCATGCTCGAGCATCATTAAAAAACTCCTTATCAATCTTGACTTGTTTCAATAAGAAAAAAATTCAACCGATTCGATTGACTAGTATCTAACAATCTAACAAATATGTAACAACAAAATCTAGTGGTAATATATTGACTTCACGCTAAAGGCTTTCAATTTGAGATTTATACAGTATACAGGA

P58-2_Contig-1464 not applicable not applicable 760 40.5 TATATTAATAAATGCTGATTGTCATTATCAATGATAGACAAACAAGCCGGATTTATTAAACCCCTTAATTGTAGGTTTATAAACCGAATGTTAAGCCCAAGGGTCTTTCCTTATGATAGGGTAACTGGTGCAGTTACCCACCCTCATACGATTCAAAGACCGGGCTTATGCTGTACTGTACCCACTGGTAATGAGCATTACATAGCTTATCTGTTTTCAGGTAAGTGTATGTTCACTCACCACCAGTAGTCATCCTAACCAGATGACGGTACTGTACAGATAATTCCCTGATCTTTGTTCTAGCTCCTCGAAGTCATTTAGACTACTGAGGAGTCCGTGCACGGTGGACCATTCACATGGTCCCACCGGACCACGAGAACCTAGATCTCGGATGATTCGATAAGTACTTAATCTTAGCCTATTGGTACGGCTAAGATGGACCCTCCTCAGGTGTCTAAATGGCACCGAGGAGAAGGTTCTTTGCACGCAGTTCCAAATGTTTGCTATGTGAGAATTAACTCACTATAGTATTATCATTATCAACCATCTCCTAGGTAGAATAGAAGGAGATCTTGTAGTTAATACTCCTTTATCCAATAAATGAGGAGGGCTTATATCTTAGTAATAAGATATATTGATTAGTTGATTTCTCACTAATCATGCCACTTCATCTTTAGATGGGTGGTAAATACTAAAGATCTCCGACTCTTACCTCGGGGGATATGATCAATGGTAATAAGCACTGGAATCTACACCATGC

P58-2_Contig-1487 not applicable not applicable 391 34.3 AACAAACGAATCAAAATCTCTTATCTGCTGATATAAATCACCCAAATTTTCCCCAGTAGAACAGAATAAGGGGATTGTTGATACTTGGTTGATTCTAAACATCTATTCTGGGGATTTTGTAAAAGATTGGAAATCTTTCAATCTAAAATTCAAAGAAAGATTATATTATAATGGTCGAAGCAAGACTTCCCGATTCCCTTCTACTGCTAATGTAATATCTATTGATTGGGTCTTGAATTTCATTGGCATAGCCGGCGGCTAACTAGTTGTGGAAAGTCCTTTATATAATCTACATATGCTTCAGAGAGACAATCGGGAAAGGGTACGGATTAGATCAAATAGGAAATAAAAGTATGTAATAGATAGCAATTGATCTTTGAAGTTAAAGGGC

P58-2_Contig-1679 not applicable not applicable 491 62.9 ACAGGGCTGTCGGCCTATCTACAGTGTCGTCATGGGACGCCCCTCCTCCTTTACACGGACTGGGGACCGTCCAGCAGAAGCTGGGTGGAGTTAGCGTTAACCTCGCCTCGGTGCAAACCGAGCCGGTCTCAAGCCCGGGTAAAGAGGGAGAGGCGTTGGTGTTGACGGGGGTCCTACGGGGTCCTGGTCGGTACCGTAAGGAAGTTGGAGCTGGCCAGACACGCGCGCGGAGACCCATTCACTTGGGAGCTCTCCGTCGCACCGTCTGACTCGGCGAGTCTCGGCTCGTCGAGCCGTATAACGCGCGATGCCAGTTCCTTCCGAGTAGTGCCACACGGGTACGGGGTCGGAGCCCTGCGCACCCTTCTCCAGCAAACCGTGGTCGTGTGACCACGCCGGGAAACCGGCGTGGCCGGCGGGAGCGCATAAAAGCCGAAGCCGACGCACTACTTCCTTACCCCATGGCGCACTGTCAGGTTGATCTGATGTTG

P58-2_Contig-225 not applicable not applicable 265 30.2 CGATTGAATAAATGGATCGAACCTTATGGTTCAAATTCTGAGGAAAGAAAGAACAACGAGTTTATTTTCATAATTTGAATGATTTCCCGGTCTAATTAGACGTTAAAAAAATATTAGTGCCCAATACGGGAAGGCTTTCTCCCAGGAATTTATTCTTGATTTTTTAATGAATCCTAAATATTACCATTCTCCATTCCATAATATAATGGAGATGTGTGTGTATAAGAAACAGTATATTGATAAAAAATTTCCAAAATCAAAAGAG

P58-2_Contig-2259 not applicable not applicable 344 37.5 GGGTCTCACCACAGCCGTCGCTGCACTTATAGAACTGGAGCTGCAAAGGATAGAACGGCAGAGCACAAGAATTTTTTTTTATATCTATAGCCTAGATAAAAAATTATTTTTTATAATAGCTATATCTAAGCGTATTTTTATTTTCGAAAATAAAAATACGCTTAGATATAGCTATTATAAAAAATAATTTTTTATCTAGGCTATAGATATAAAAAAAAATTCTTGTGCTCTGCCGTTCTATCCTTTGCAGCTCCAGTTCTATAAGTGCAGCGACGGCTGTGGTGAGACCCAGATAGCCCCTTGAGAGAGCCTGAGAGTGAGCGACGCTGTGCAGTTTACTATCC

P58-2_Contig-2811 not applicable not applicable 239 37.2 TAGTTCAGATTGTAGAGCTTCCAGCTGGAAGGTTTCAGATACTTTGCTTGGACAGCATATGGTTTGATTAATCATGTTTACCCTATAAATTTTTATTCCTTTGGGAATTTGTCTTTTTCTGTGAAGAGTTCTGTTTCCCAATTATTTTTCTGTCTGACTTGATGATCAGATTGCGGAAGCTATGCCAGCTGCAACGTTTCAGTTTCGTGTTCAGGTTCAATGGTATTGATCTTCTTGAA

P58-2_Contig-282 not applicable not applicable 439 43.1 AGAGAGGGCCTTCACCCCGAGGGAGCCGCCCACTTTAGATAAAAAATACCAAAAGAAAGAGCATGCCCCCGTTTTCAGGCAAATAATATAGAACATAAGCATAAGAGTTAGGACTAATATCAATTTCATGTAAACTTTGGTGAACTTCCCTCGAACCTGACTGAACCGACTTGAATCTGAACTACGATTCAGATCACGTCTAGGTCACCCCCGATATAAGACATTTCCTTAGATATTCTAGTTAGACCGCCTTCGCCTCTAGGAGAACGGAAACTCCTTTTCTCTCGGGATTCCCCTTTTCTTGCTAAAGACTTTGCGTACTAAGATGCAAGCTCGATAGGAATTAGGCTTTCACCCTTTAGCTTACCTTAACTGAACCCAATCCCATCCTTCTCGTTCGATCCAATTCCATAGCCTCTACTTTATTTCCTTCCTTATC

P58-2_Contig-3038 not applicable not applicable 455 36.9 ATCCATCAAGTTGCAAAGACCACACCGCAAAAACTCATGCACCTTCATGTTGATACTGATTTTGTATAAGAAACAACGTAGGCCATCACATCATATGGAAGACTCCGACTCTTGACAAGAAATGACAACCCCATTGATTCAGATGGTTGTGAAAAAGAAATAACATTCAATTCAATTAACCAATTTAGATAGATGCCAGAAATAAAGACACACCTCCATTTTCTTCCAGAATTCTAACTGATAAAGTCAATCACCAGCTCACATAACAACCCATTATCATCTGCAAAGAAAACAACAGGAAAGGTTCCTCCCACAAACTCATATGACCAAAAGAGAGAACATACAGTGTCAGAAAGAATATCCATTGCAAACTCCTGAATTTTTCCCCAGAGTTTGAGGTAGAATCTCACAGATCAATTAAGAATTCTCAATTCAGATGGTTGGGAAGAAAGAAT

P58-2_Contig-3138 not applicable not applicable 225 28.0 ATTGAATATCGTATGGAATTCAAATTAAGTAAAAAATAGAAAATTCTCTGTATCTTTCTTCGATCCGTGAAAGTGAAACGATATATTCTGACATTTCCGATTGATCGGAAGGAAAAAACTAACTATAAATAGACAAAAACTAAACATATATTTATTCGAGAATAATCTCGAAAGATATTTATTTCTTTTGCTCCGTTTTATGAGCAAGATGCAACAATAAGCTTA

P58-2_Contig-3259 not applicable not applicable 370 33.5 TTTATTTCGTCCTTTATTTATTTTCATTTCTTTGGACTCCGCAAGAATTTGTCGATATTTCCGATTAAATCTTTGTATTCCTAGTTATTCCATAGGAATAAATTGGCGAGTCTCTTCTGCCTAGAAGGGAGAAAACTTTGTGGTTATTTCAAATCACAACCTAAAAAAGCCATCTTCCATATATTGGTTTTCTTTGATTCCAAAACGGAATGCATTTCGATCTTATCTATCAAATAAGATTGCGATGATAGTGTGGTTTCCTGTACCAACTATTTCTATATCCATGCATCCCATATTTTTGTTCCGACAATGGGATAGAGAATGCATGCGTGAAAGAAGTTATCATTTTAAGTTTCCTAGTAGTTTATTG

P58-2_Contig-39 not applicable not applicable 226 49.1 ATCGCCAACCCAGATCGTCTTATTATCTTCGCTCGAAGTCTGAATCTGATTACCTTTTTGTGATTGTTGTTGATACTGCTGTGCTTGCTGTTGTTGATAATGATAAGGCATGTAGTGTGGCGGTGGTTGTTGGTACATCATCGCTGGATGATGCATCGCCATTGACGCAGCCGCCGCCGCGGGGTACTGCTGCATCGCTAACCATTGTTGTTGCTGGTACTGCTGC

P58-2_Contig-4776 not applicable not applicable 229 27.1 AATAAAAAAAATAAAGACAAGGAATTCTCGTTTTGACACTCTAGAAAACCCAAAAATAAAAAAAATTTTTAAAAAAAAAAAATGCTAAAAAATAGGAATCAAAAGCGTCCATAGTCTAATGGATAGGACAGAGGTCTTCTAAACCTTTGGTATAGGTTCAAATCCTATTGGACGCAATATATTTCCATATATTTTTTTCTATATCCATGTGAAAAACGGCATTTTTTTT

P58-2_Contig-4895 not applicable not applicable 210 51.9 TGTGGAGGGTACCCTTGAGGAGGATACCCTTGCTGGGGAGGATACTGTCCCGGTGGATATCCGTGATGACCACCAGAATGATGACCGCCAGAATGATGACCAGCTATACCACCCACAAGACTGGAAATGATTCCCTTGTCAGAACCATCCGAACCTTGTTGTGGAGGATATCCTTGTTGTTGTGGAGGATAATCAGCAGGCGGGTAACCC

P58-2_Contig-5245 not applicable not applicable 405 32.1 TTTGAATTACTATATTTTTTATTTCCAATATGAATCTCGGTATCTATTGAAAGAATCAAATCAATGAAGGAAAAGCGATAGATATAGGCATATTCAAAAAATCACGTAGTAATCTTTTTTAACATTCCCAAGAAGTAATTGAGTAAACCATTGACAGTAGTTCCACGGGCATCGAAAAGGAAGAGTAAATCTCACTGATTTTTAACGCCTGAACCATGATATGAAATAAGTCGATAAAGTATAAATCCAATTTCAAAAATTCGAAAGCGGTAAATGCGCAATATGTGACTCACCTGACGATCTTATTCGGCATAGTATCTCGTTAGACAATCACTATGTTTATATCCTTTCTTTTTCATACTTTCTCATACAAAGTGCGTATACACTTAACAAAGCTACTTCTTC

P58-2_Contig-675 not applicable not applicable 352 32.7 GAAGAAGTGGACTCTAGAGGTCCTAATCAATCGAGTTTAAGGAATCAATTTGTTTCAATTTTGTTATAGATCGTTCTGCAACACGTTTTTAGCTATTTAAAATATCTTCTCCAAATTCCATTGGGATTGACTGGAATAATTTATTAGAAGAATTCTACTCTGTCAATCAAACAGATATCTCGATGATTCCCATGTTTGTATTTCGAAATAAATGGGATTCACAAGAATTTGAATTTTTTTATTCCAACTGAATTCTTCGGCCAAATTTGTTATTGAAATCAACGGGCTTTTACCTAGCGTATATGATAAATACTGGGTAGGTTCAGACTCTTTTCCCTCTTTACTGTTCAAA

P58-2_Contig-793 not applicable not applicable 276 34.8 CTAGTTAGTGAAATAGAGTCTAACGTGTGATTTCCGCCGAACATAAAGGAAAAGGTTCTTAGGTCTGTAGAAACGTGATATATGGATATTTGAATTTTAGCAATTGAAAAATAGATCAGGATCCGCCGGATGACTTAAATTTTAAAATGAAGTCGGCGGATCTATATGTAATATGTATATCGATGTGGATAGTAGAATCGTATTGTATTAGGGGGTTCTTATTTTAGATCTAACCAAGTTGATGAATTACTCCTAAAGGTTCCCATCAAACTAGTG

P58-2_Contig-925 not applicable not applicable 491 62.9 GTTAACGCTAACTCCACCCAGCTTCTGCTGGACGGTCCCCAGTCCGTGTAAAGGAGGAGGGGCGTCCCATGACGACACTGTAGATAGGCCGACAGCCCTGTCAACATCAGATCAACCTGACAGTGCGCCATGGGGTAAGGAAGTAGTGCGTCGGCTTCGGCTTTTATGCGCTCCCGCCGGCCACGCCGGTTTCCCGGCGTGGTCACACGACCACGGTTTGCTGGAGAAGGGTGCGCAGGGCTCCGACCCCGTACCCGTGTGGCACTACTCGGAAGGAACTGGCATCGCGCGTTATACGGCTCGACGAGCCGAGACTCGCCGAGTCAGACGGTGCGACGGAGAGCTCCCAAGTGAATGGGTCTCCGCGCGCGTGTCTGGCCAGCTCCAACTTCCTTACGGTACCGACCAGGACCCCGTAGGACCCCCGTCAACACCAACGCCTCTCCCTCTTTACCCGGGCTTGAGACCGGCTCGGTTTGCACCGAGGCGAG

P59-1_Contig-6 not applicable not applicable 733 32.7 TATCTAGGTACGGTTGTCAAATGTAAAGTTTTTATACGCTTTTTAAGCGACCAGTACATCACATTACATGACGTACTATTACATTTAATGGTCTTTTTCCAGAACATTATGTACTCAAAATATCACAATGTTGTTAGACATATCTAAAGATTTTCTCATCGTTTAATCCTTTAGGACAAAACTTAGAGGCCGTTACTTTATTTAAATACCATAAGCTTAAGGCGAGGGGCTATCCCTTTTTCGTTACTCATGTCAGCATTCTCACTTGGGTTACCTAATAATTTAAGCATGCCTAAATTATTTATATACTCTTAAAAAGAATATGTCCAAGATTTACCCAACGTTCTGCTACCCCATAAATAAAAATACTTAAGATAATAATTTGGTATAAATCTTAAAATAGGTTTATTTATAGACAAGGTTTCGGTATATTGTTTTAGATCCGTTAAATTTTCGGTGCTTTCAACTTTTAATGTTAAACCAGTGCTCTGTTACGAGGTCTTCAAAAAATAGCCGCTTCTAAGCCTATTTCCTGATTGTTTTTAAAAAAAACATCCTTAATTTCACTTAACAATAATTTTGGAACCTTAACTCTTGTTCTGGGCTGTTTCCCTTTAGACATACAACCTTATCGTACTATGTCCGATTATGCAAAATCCATCATTGCCCTTCCGAGTGCGAATACTCACCGATAAAATCCTCACGATTCCCCGATATATGCAAAATTATTTCT

P59-1_Contig-93 not applicable not applicable 260 29.6 ATAATGACATGTTTGCTTCTTTATTTTTTTTTTTACTCCATATTGGAGATAAAAAAAAAAAGCTAGGGAAAACAAAGCTCTAACCACTGATATATTAAATAAGTAAAACGGGCAATAACCTGTTTGAATATAAGGGGAACCTTCCTCTAAGCCTTAATATAATATACAAGTAATAGAGAAAAGTACTGTGAAGGAAAGGTTGAAATAGTAGTTTTATAAGCAGCTCAAGTTTAAATAAATAGTAAGAGCGTACCTTTTGC

P59-2_Contig-89 not applicable not applicable 246 43.9 AGAAAAGCTTGAAGAACCATTGGTTGGAGAGACGACCGAAGAACCGACAATTGAGGAGAAACCTGAAAAAACAGCAACTGAAGAAACACCTAAGGAACCATCATTTGAAGAGAAACATGACGAACCAACCGTTGAAGAGGAGAAACCTGAAGAATCAAAATTTGAGGAGAAATCTGAAGTACCAGCTGAGGAGAAACCTCAAGAACCGGCGGCTGAAGAGAAACCTGAAAACCCAACAGTTGGAGG

P59-3_Contig-116 not applicable not applicable 215 33.0 TTATTTACTATTTATATCTTTGTTAGACCTGACCGTTGATTGTTACGATCATAAATATTGGTCGCCTTTTTCCAGAACACTGTTTACTCACACATCACAACGTGCTGATTTTTTTTTTACACGAAGCTAGTCTTTAAATTTTCAATGTTGTTAGACATACCTGAAGATTTTTCTCATCGTTTAATCCTTTAGGACAAAACTTAGAGGCCGTTACT

P59-3_Contig-25 not applicable not applicable 759 34.3 TTATATGCTTTTCCAGAACATTTTACTCCATTTCTTTATGTTGTCACATATAATCTCCTCATCATTTTATCCTTTAGGTTAAATTTAGAGACCGAATCACTTTACCATAAGCTTAAGGCGAGGGGCTATCCCTTTTTCGTTACTCATGTCAGCATTCTCACTTGGGGTCATCTTGTTAACAAGTCATTATACCACCTCTAACAAATAAGTCTTGAACCTACTTGGTTTAGATAATAAACAATCGAGTTAACCTACTTAATATTAAAAACATTAAGTCTAAGACATGCCCAACGTTCTGCTACCCCATAAATAAAAATACTTAAGATAATAATTTGGTATAAATCTTAAAATAGGTTTATTTATAGACAAGGTTTCGGTATATTGTTTTAGATCCGTTAAATTTTCGGTGCTTTCAACTTTTAATGTTAAACCAGTGCTCTGTTACGAGGTCTTCAAAAAATGGCCGCTTCTAAGCCTATTTCCTGGTTGTATTTGAAGAAAACTTCCTTATTTTCACTTAACAATAATTTTGGAACCTTAACTCTTGTTCTGGGCTGTTTCCCTTTTGACATACAACCTTATCGTACTATGTCCGATTATGCAAAATCCATCATTGCCCTTTCGAGAGCAAATTCTCGCCGATAAAATCTTCACGATTCCCCGATGTATACAAAACCATGTTGCTATCGTTAAGAAAACAACATAATTTGTCCGAGATCACAGTTCTGTACCTGCTATGATGTAATTCACATTACCTAC

P60_Contig-1006 not applicable not applicable 458 39.5 TTAAGATCGGTTATTATGTTCATGACGAAAATTCCAGGTTGCTTTTTTCTTGTATGTTCTTATCTACTATCATGGTTATATCTCGACAGCTATATGTTATGGCAGATACATCAGGTTATTGGTTGATCGGTTGGCTAAGTTATCACAAGATGGTTAACCAAGGAGTTACTGATCCATAGGGTTATTGGTGGGGAGAAACTTTGGGCAGACATTATTGGCCTATGATTCCAGGTTCTTCCTCTCCTGTGTTCGTCTAAGCGGTTTCAGGTTCAGGTTTTTTTTCTAGTATATTCTTTATTTGGGCACGTCGGCTTGGCCGGATGATAGCCTAGGGACGATAAGTTATGATTAGGTTTTATTTATTGAGGAGATGCAATTCCAGGTTAAATTAAAACTTTGACTGCAAATCTACTTGATGTGTCAGATCGATGGGGTTATTGGTCCATGTGTGCGAGAAG

P60_Contig-113 not applicable not applicable 780 46.4 ACTACTAGCGGCTACTTAGCAATATCCTCCTCATATGTGAGGCTCCGTCACCGCCCACAAAAGAATTGCAAACCCATTTCCATTCACGCATCCCACAAATGATTCGAATCCAAAGGGGTGACAGTTGCATGGCAAGGTAGATGGACGAGTTCACAAAGCAGTGCTTCTCCCTAACGCACTAGTACTAGACAATGGCACACGAGAGGGCAGTAAGAACTCAGGCCGCTCGCTACTATGTCCATCTCCTCACACTTACATTGGAAAGACCCAGAGAATTTCGCGAGTCCTAACAACAGATAATCACGAGTCCCGTCAATCGCACAACCTACACAAAACGATTCGTAAGTCTTTCGCCCACAATGACAGAAGAAAAGAGTCAGAAGCCTTGTCACATGCATTTCTAATGACCAAATAACGGCACGCAATGTGCTCACGCCACCCAACCACCAAATCTGCGAACGCAACAACTTATCCCCTCAACCATCTCATGCAAACTACTAAACAGCTCCTCGAATCTATCAGTCATACTATATTTTCAAGACAAGCAAATACGTCCGTCACCTAGCCTACTACTCAAAAATGTCGTCACACTTCCAATGCACACGGCATTTGAGAATTCAAAAGCCTTCCACACGCATTCGCAACCAAAACGACTCAAAAGCCTTTCAAACGCACTGACAATATCTGTGAAAATTAGTATGGCATCCTCAACCTGTTCCCTCGCACGCCAATCGGCAAGGGACCCTATACATGTATTTCACATCCACGATCGTACGGCGT

P60_Contig-1436 not applicable not applicable 305 39.3 TTATCTGGCCTTGTGGATACAACATAATGTTCATTTGTAGCAGGGCTATGTCCCCTTATAGTTTACACTTACAGGTTTCTACAATTTTTTCTCTTTTTGTTGTGTCATAATTTCTCTTTACACTCCTAATTAGAAGGCATGGGTGGTACTTAATATTTGTTTCCCGCATGTAGAACCAAATAGAACAATGGAAGATGGGATTCTGTTTGCTGGTACATGGGCTCGGTCCCTAATGACCTTTCTCCTCTGCTGGTTCATGATCTTCACACTATTTCTTTCTGGTCGGATTGCGTGCATTTATAAGC

P60_Contig-1537 Taraxacum viroid-like circular RNA 1 (+) strand 447 46.1 GATACACATCTCTCGACGGCTAGTTTTCCGACCAGGCTGTCGACTTCAAGAAGTGGATTACCCTTCCTACAGGGTTTATCTCCTCTTGAAGGAGCTCCTCTTAGAGAGGGGGTCTAAAGGTTTTTCCGAAACCTTTATCGGCTAGTCTTTTTCGGTAACTAGTTAACCGTAGGTAGATGTGTGTCTACCCTGATGAGTTCGAAAGAACGAAACGGTTAAGAACCTCTTCCTTAATCGGAGACTGGTTCCAACACAATTTGTAGAGTCTAAGCGAGCCTCCCCAGATCTAATCTGGTTTGAGTCTTAGAACTGACCTACATCTCTACCTTTCAGTAGAGTATAGTGTTAGAACCTCCTCTTCTATTCTGGTGGATAGGGAAAGGCTTTCACCTTTCTCCTCTCCGAAGGAGGGTCTTGCCGTTTCGTCCTTTTGGACTCATCGGGAGA

P60_Contig-234 not applicable not applicable 531 50.8 TGATACGTGTGTCAACTGGTTTCGCCCTGCCATGGGCTCATCAGGGAGGCGGCACTAGCCCCCGACCAGTTGTGTCGTACCCACATGGTACGGATAGACAAAACCTTCTGAGCTAGCTCGGCTCCCCACTGAGTGAGCATAGCAGGTGAAACAGTGACACGTCTTCGGTCTTCGGCCTTCATGGTTACGGCGAAATATCTGAGCCGTAACACCCTCTCGGACTTGATGAAATCGGAACGTCCTCGTTCCAGGAGAAAGGACTCAACCCGCCGCGCAACTATCCAACTCTCTGGTACGTCCTCGTCAACCTTATCCGCGTGTCATCGCGCAGCCATGCTCCGTCCCCATAAATGAACAATACTATCTTCAATCGTTGATGACGAATGAATGCTATTATATTGAGAAGATGACTCCCGTTTGAGTCCTCGACCTTCGACCATCGCCAATGCTATCAAATTGACTTGCTAGATCACCATAGCCATCGCACCACTATCAATCTTCTTTATGATCTCCATGTGTCGAACGAAGCTC

P60_Contig-2553 not applicable not applicable 225 28.9 TGAATTTTTCTACGAAGAGTACTGAACAAAAGTTGGTTTGTTCATCCACAACTGGAAAAAGATCGATTGGGTCCATTGAAATGAAATATGTTTTTGCTTTGATATTATACTTTAAACGATCCCAAATAATGGGCTTATAGTAATGATTGTCTTTTGATGAAGCAATCAGTCAGTTAAAACAATAACGAGGAATTTCAAATCAAAAATAATACAATTTTTTGTATT

P60_Contig-308 not applicable not applicable 773 52.3 TGACGAGGACGTACCAGAGAGTTGGATAGTTGCGCGGCGAGTTGAGTCCTTTCTCCTGGAACGAGGATGTTCCGATTTCATCAAGTCCGAGAGGGTGTTACGGCTCAGATATTTCGCCGTAACCATGAAGGCCGAAGACCGAAGACGTGTCACTGTTTCACCTGCTATGCTCACTCAGTGGGGAGCCGAGCTAGCTCAGAAGGTTTTGTCTATCCGTACCATGTGGGTACGACACAACTGGTCGGGGGCTAGTGCCGCCTCCCTGATGAGCCCATGGCAGGGCGAAACCAGTTGACACACGTATCAAGGCAAGAGCGTTACCGGGATACCCTTTCCGCACATTAAGCCCGGGACGTATCATGGACTAAGAGCATCATGTCCGCTCAACCCGTAATCATGTCGTTAGCCTCTCTGCGTACTTGGCCCTTATCCGAATGCAAGCGCCCGTGCCCAATCCGAGTCCCAATTGACGGCTTACTCGACCCTGTACGCAGGTCAAGTCGGGTGCCGCACGGGTCCTGAAGTTGATCCCGTGACAGGTGGTATCAGAGCTTCGTTCGACACATGGAGATCATAAAGAAGATTGATAGTGGTGCGATGGCTATGGTGATCTAGCAAGTCAATTTGATAGCATTGGCGATGGTCGAAGGTCGAGGACTCAAACGGGAGTCATCTTCTCAATATAATAGCATTCATTCGTCATCAACGATTGAAGATAGTATTGTTCATTTATGGGGACGGAGCATGGCTGCGCGATGACACGCGGATAAGGT

P60_Contig-396 not applicable not applicable 245 52.2 ACGATTCAAGAGGGATGATAGTTGCATGGCCTTGGCAGCGATCGTTTCGAAAGCGCCGCCCACAGTTCCCGTATATCGCGGCAAGCGTAGGGACTAAGGAAAAGTGGACGAGGATACAAGGTCCTACACGCCGGCTACTCGGTTCAAGCCGCCTCAGCACTTACATCGGACAGACCCAAAGAATTTCGCTGGCTTATGATGACAGATAATCACAAGTCTCGTCGAAGGCGCACAACCTACACAAA

P60_Contig-4789 not applicable not applicable 248 55.2 TCGAAAGACCTCTGAAGCGGTTGAGGGGCAGCTTTCCGAAAGGATAGCAGGTAGGCCGCGCATGCTAACTAAAGAACCAAAACCACACCTCTGGGCGCCCGGGCCGACCGACCGGCTACGGGATCGTATTTTTTTTCCTTTGCCTATAAAAAGAGGGAGAGAGATATCTCGTCAGGGAGTAGGTCAGGTTGCCGAATTGGGGGTCGCGCCCTTTCGGATTGATAGGAGCGGAGCAGGCGGGTACAAGA

P60_Contig-4864 Taraxacum viroid-like circular RNA 1 (-) strand 447 46.1 CTATACTCTACTGAAAGGTAGAGATGTAGGTCAGTTCTAAGACTCAAACCAGATTAGATCTGGGGAGGCTCGCTTAGACTCTACAAATTGTGTTGGAACCAGTCTCCGATTAAGGAAGAGGTTCTTAACCGTTTCGTTCTTTCGAACTCATCAGGGTAGACACACATCTACCTACGGTTAACTAGTTACCGAAAAAGACTAGCCGATAAAGGTTTCGGAAAAACCTTTAGACCCCCTCTCTAAGAGGAGCTCCTTCAAGAGGAGATAAACCCTGTAGGAAGGGTAATCCACTTCTTGAAGTCGACAGCCTGGTCGGAAAACTAGCCGTCGAGAGATGTGTATCTCTCCCGATGAGTCCAAAAGGACGAAACGGCAAGACCCTCCTTCGGAGAGGAGAAAGGTGAAAGCCTTTCCCTATCCACCAGAATAGAAGAGGAGGTTCTAACA

P60_Contig-578 not applicable not applicable 368 37.5 TGAGATCTTATGTCCCAGAAATAAGAGGATTTTAGTTTCGTCTATGTAGGTTTGACCAGTGCCAAATACAGTGGTGCAGGGTTTTATGACCATTCTGCTGGTTATTCTTTGATTTGTATAATCTCTTCAACTTTAAACAATACTGGATATTCATCTTTCAATGTGACACGAACTCAATGTTTGCCCTTATGGTGATAGGAGTACAAGAACTTCTGACTGTTGTCTTTTGTGGTTTGTTGTCATACATGCTTTGGAGAAGGAACAACACGATGTTGGCCCCTGCAGTTAAAACTGTATTATGCTGTCTGCCAAAAACTTCCCATTTTTGCTAGTAGTTCCTTAATAAACCAACATCCTTAATAGGTTTC

P60_Contig-789 not applicable not applicable 282 38.7 GTTTAATGGTTTTAGGTTCATCCTCTGGTTATCGTTTCGCAAGCCATCTGTTATGGTCAATCTGTCACGGTTTCAGCTCGTATCGTCTGCGTTATGTGATTCGGATTCGAAAGCTGTTTATAACGATATGGAACGATGAGTATGATTTCGAAATTTGTTTCCATAGATCAGATCTAGATAATATATTATCTGTTTTCAGGTATTAGGTTTTCTAGGTTCATCCTCTCGTTTGCTAGCCACCTGTTAAGGTCCATCAGGTTATTGCTATCTGAATTGTTCCGT

P60_Contig-809 not applicable not applicable 367 44.7 TACCCCCTCGGCAACATGCGTGAGAAAGCAATCATAAGACAGAACAACCCCCAGAATGCACCACACGATACGAAATCATGAACCCACCAAATGATTGTTTAAAAATGTTTTGTACAAAAAATATTCGTGGTTTTCACCATATAATCATCGTAAGGGACAGGGAAACCCTTGAGTTTATCGGCAGGCTGTAAAAAATTTGACCGCGCTAGAGTCGATGATGTTTCTCCAGAACGCGTTGCGCAGTGACCCGAGTTATCACCACTCGGAAGGATCTCAGCATGGATTGATTAGGATGGCTCAAGACAACCATATAATCGATTCACAAGTCGATCATGTGCTATACACCTTACCGTGCACCAACCCACCG

P60_Contig-8442 not applicable not applicable 275 48.0 ACAGCATTACCACACGCGGGGAATTCAACACGAGAAACAGTCTTTTCGCCATCAACAGCATATGCCGCTGAAGCCAAACAATGAGAACACATCAATTGCCAACAGTTTCCTACAATGAAAGGGATCCCGCCAACCTACATGAAAGTTATGCCGCTCACACGCTCTGAAGAGCTAGGCAAGATCCTTTTCAACAGGCATTGAAACTGGTCGAATCAATTGCGCCAACAAAGCAAACCAACGCTTTGCACCGCTCAACGCGAAAAACCGAGGAGGCA

P60_Contig-931 not applicable not applicable 273 42.5 GTTGCTGCGGTTACTATGGAAGGTGTAGGTGCTGCGCTACCGCGGCCGAGGCCACCGCTGAAGCTTCAAAGGCAACTCAGCCACAGAACTGATCAATTCGATTTGATCACTGCTTTGTTGTCCGAACCAAACTTGGTTTGGGCTTTTTACTTTCAGAAATAGTGCATATATGCATGCTTGTATGCAGAAATAAAAAGAGTAATTAATCCTTGCTATGTAATCTACTTATTCGACTATATGTACCCTTTTATACGGGTGGATGTTGTTGTTGTT

database (nucleotide (nt) database version released on December 2020). Notes: First characters before '_' in the Contig ID corresponds to the shortened sequencing library (or pool) number indicated in Supplementary Table 2. Putative viroid-like circular RNAs indicated in Supplementary Table 5 are in blue font. Assignation of (+) and (-) strands orientation is random, both strands are 



142 Appendix A. Supplementary Materials of Publications 

Supplementary Table 6. (continued rows). 

 

 

 
 

  

Contig ID1
Name of putative viroid-like circular 

RNA 
Assigned strand2

Length 

(bases)

%GC 

content
Linear sequence

P06_Contig-1008 plant associated viroid-like circular RNA 2 (-) strand 491 62.3 ACAGGGCTGTCGGCCTATCTACGGTGTCGTCATGGGACGCCCCTCCTCCTTTTCACGGACTGGGGACCGTCCAGCTGAAGCTGGGTGGAGTTAGCGTTAACCTCGCCTCGGTGTAAACCGAGCCGGTCTCAAGCCCGGGTTAAGAGGGAGAGGCGTTGGTGTTGACGGGGGTCCTACGGGGTCCTGGTCGGTACCGTAAGGAAGTTGGAGCTGGCCAGACACGCGCGCGGAGACCCATTCATTTGGGAGCTCTCCGCCGCACCGTCTGACTCGGCGAGTCTCGGCTCGTCGAGCCGTATAACGCGCGATGCCAGTTCCTTCCGAGTAGTGCCACACGGGTACGGGGTCGGAGCTCTGCGCACCCTTTTCCAGCAAACCGTGGTCGTGTGACCACGTCGGGAAACCGGCGTGGCCGGCGGGAGCGCATAAAAGCCGAAGCCGATGCACTACTTCCTTACCCCATGGCGCACCGTCAGGTTGATCTGATGTTG

P06_Contig-131 plant associated viroid-like circular RNA 2 (+) strand 491 62.3 TAACTCCACCCAGCTTCAGCTGGACGGTCCCCAGTCCGTGAAAAGGAGGAGGGGCGTCCCATGACGACACCGTAGATAGGCCGACAGCCCTGTCAACATCAGATCAACCTGACGGTGCGCCATGGGGTAAGGAAGTAGTGCATCGGCTTCGGCTTTTATGCGCTCCCGCCGGCCACGCCGGTTTCCCGACGTGGTCACACGACCACGGTTTGCTGGAAAAGGGTGCGCAGAGCTCCGACCCCGTACCCGTGTGGCACTACTCGGAAGGAACTGGCATCGCGCGTTATACGGCTCGACGAGCCGAGACTCGCCGAGTCAGACGGTGCGGCGGAGAGCTCCCAAATGAATGGGTCTCCGCGCGCGTGTCTGGCCAGCTCCAACTTCCTTACGGTACCGACCAGGACCCCGTAGGACCCCCGTCAACACCAACGCCTCTCCCTCTTAACCCGGGCTTGAGACCGGCTCGGTTTACACCGAGGCGAGGTTAACGC

P06_Contig-16 plant associated viroid-like circular RNA 1 (+) strand 541 52.7 CTTGTGACCGGCGCGAGGCGGCCCTCCGTAAACGGAGGCCGTAACAACACGGCTGCATTTGGACTAGTGGTTCCCTCCTTCCCATCATCTCCAGAGGGCTTCCTGCTTGGACGGATAAAGGTCACACTCACATCACTATCTATAGTGGATGCAAGCCACGCAACGATTACTCGAAGCGTGAGTCAGTTCAGACCTCTTCTCTCGGGGTTGGTTCTTTCACTTGCGAACTTAGCTAAAGTTCTACCAACGGCCTGGTATTGGCCCGAGGAAGGACGCATTGTTAAGAGGCGCCGGTGATTGGATCGAACTCCTTTTATGAGGAGCCAGGTCTGAATGACCGTTCTAAATCCGCCACTCCGCCCGAAGGGGAGTGCAGGTCTCAAGCCCTGATGAAGGATGAGAGGAACGACTAGCGTCTATAGCAGCTAAGCTATTGTCGCGTCACCACACCTGTCCGTAAAGGCATGGTGGACTTAAGCTATTAGACGTTTTGTCTTTTAGAAGGTCCCACTCTGCATCACTTCCTAAGAAGTGTCCCGGG

P06_Contig-4077 not applicable not applicable 231 27.7 TATATAATATAGACAAAATTTAAAATTTTAATGATAGATCTAATGATAAAAAATATTGTGTCAGCCGGGGAAGCAGGAAAAGGGAATTAAGTGATTCGCCTTTTTTATTCTATCTTTGAAAGGTTGAAAAATACTATATGTTCGTAATCTACTAATCTAATTAAGTTCATTTTTCAAAAACACGATAAAATTACGTCCTACACGATTAGTAACGATAGCATCGATAGCATT

P06_Contig-4110 plant associated viroid-like circular RNA 1 (-) strand 541 52.7 CGCGCCGGTCACAAGCCCGGGACACTTCTTAGGAAGTGATGCAGAGTGGGACCTTCTAAAAGACAAAACGTCTAATAGCTTAAGTCCACCATGCCTTTACGGACAGGTGTGGTGACGCGACAATAGCTTAGCTGCTATAGACGCTAGTCGTTCCTCTCATCCTTCATCAGGGCTTGAGACCTGCACTCCCCTTCGGGCGGAGTGGCGGATTTAGAACGGTCATTCAGACCTGGCTCCTCATAAAAGGAGTTCGATCCAATCACCGGCGCCTCTTAACAATGCGTCCTTCCTCGGGCCAATACCAGGCCGTTGGTAGAACTTTAGCTAAGTTCGCAAGTGAAAGAACCAACCCCGAGAGAAGAGGTCTGAACTGACTCACGCTTCGAGTAATCGTTGCGTGGCTTGCATCCACTATAGATAGTGATGTGAGTGTGACCTTTATCCGTCCAAGCAGGAAGCCCTCTGGAGATGATGGGAAGGAGGGAACCACTAGTCCAAATGCAGCCGTGTTGTTACGGCCTCCGTTTACGGAGGGCCGCCT

P06_Contig-653 not applicable not applicable 319 48.6 GGAGGTGACCCGTAGTAGCAATCGGTAGTCGGTATTTACGTAATGACCCCCTGGCCATATGGTAGCATATGGTCTGCGAAGGACGGAGGTGATTGGCTCGGGTGGGAGGTGCTGGTTTCGGTAGTGAATCATGTCTGCTTGATAGATTTCGTAGAAAATGCTTTGTATTTGTACACCAGTGGATTGCATGGATTCACACAATGACTATGCGGTTCCCGTTGTGTGCAACGACTTGGCAATCATATGGTCTTTTTGGCAGACGATCTAGTATTCAAGCTTGAGCCAGTATCGGTCCATCAGGTTTTGTCTGGCGCGTGTG

P07_Contig-1 not applicable not applicable 766 27.9 CAACACCATTTTATGTCTCCTCTCCTTATCTTATATTCATCGATAAGGATGGCACACCTTATCCCTAAGTTACGGTGTCATTTTGCCGAGTTCCTTAATGATTGTTAGCTCAAACGCCTTCGTATTCTCTACTAGCTTACTTGTGGTAGTTTTTAGGTACGGTTTTAGTATATACAAGGAAGTAGTATCTTCTTTTTAGTTTATAACCTAGAACAATTTCTCCATTTCCTCATTGCTCCTTTCTTGTATATTATATTAAGGCTTAGAGGAAGGTTCCCCTATATTCAAACAGATTAATCCATTTTACTTTTAGGCTTTTCTACTTTCATTCACACTACTAATAGAATCTCGTTTGATTTATTTTCCTAAAGCTACTAAGATACTTCAATTCACTTCGTTTTTTTTTTTTTTTATAAAAAAAAAAAAAACAAGGAAAAATAAAACTTCAACTGTTTAAAAAAAACATAACTCAATGAATATTAATAATGAGCAATTTCTGCTCAATGAGCAATTAAATAGCCGCAGTATATTAACTGTGCTAAGGTAGCATAATAATTAGTTTTTTAATTAAAAACTAGAATGAATGAAAAAATGAAGGTTTAACTTTTTTTGTTTAAAAGATAAAAATTAAACTTTAAGTTAAAAAGCTTAAATAAATAAAAAAGACAAAAAGACCCTTTAGAACTTTATAAAAAGCAAATTATAACAAAAACGCCTTTTATTTGGTTGGGGAGACAATAAAACACAAACAACTTATATTAAAACC

P07_Contig-16 not applicable not applicable 441 32.2 TAATAAACTTATTATATTAACTCTCATTCCTGCAAGTTGCTGGTTCAGCCGTTAGGCCATTGACCAAGATTCCTCACTGCTGTACTAGACGTATTGGGGTTTTTTCAGACCCAGTGTGGCCAATAGACCTCTCAGTCCTGACTACGGACACAAGCTAAATATGCCATTACCATACTTACTACTTATCCGGCGGTTATTAATAATCAACTAGGAGCGAAATACTCTTTCTTTTAAACCACTTATTATTGCTATAATTAACCTAACTTTATTTATACAAAATCTAACTGGGGTAAAAATTATCATTATTATAAATAAAGAATAACAAATTGTTCTTATAAGGGATTTATTTTGCCTTACTCTTAGGTAGCCATAATACCAATTACTCACCTGTACACCACTTCAATATAGCTAATTAAAAAAAAAAAATGAAAAAAAAAAAAA

P08_Contig-1504 not applicable not applicable 342 48.8 AAAAAATATGGCCTACTCAAAGGCTTTACTCCTTGGTTTCCTCTTAGCGATAACTCTACTCATTTCTTCTGAGGTGTCAGCTCGTATGCTTGCTGAGACTACTCAAAACACTCCGTCCGAGGAGGAGGCCAAGTATTACCATGGCGGTGGTGGCTATTACCATGGAGGAGGTGGCTACCACGGAGGAGGTGGCTATCATGGAGGAGGTGGGTATCACGGTGGAGGATACCACGGTGGACACGGTGGCCATTACCCACCCCAAGAAAAGGATACCAAGACAGCCGAAGAGCAGAAGGGTAATTGATTTGAGCTGTATCTATACCCAATGCAAGTGAAAAAAAA

P08_Contig-3034 not applicable not applicable 210 51.9 CATGGAAGCCCACAAGTCCATGGCAGCCAACACGGCCATGGAAGCCCACAGATGCATGGCAACCCACACGGAAATGGCCATGGGAGTCCACATGCTCTTGGGAAACCACAGGGCTATGGAAATTCACATGGCTATGGTAATCCCCACGGCTATGAAAACTCATTCAACCATGGAAGCCCACAAGGCCATGGCTATGAGAACTCATTTAAC

P08_Contig-40 not applicable not applicable 315 26.7 AAAAAACATTTCTTACTGTAGAAATAAAAGAAATAAAAAATAGATGGAAAAAATTGCGTCCAATAGGATTTGAACCTATACCAAAGGTTTAGAAGACCTCTGTCCTATCCATTAGACAATGGACGCCATTCATTCCGATTTTTCGTATTCTTGTGTTTGATTGAACACAAAAAATCGGATGGTATGTGAGAAATTTTTTGGAATTGTATATTCAATGATTCATTAATTCGAATCATAATTATTATCTATATAATATTATATATAATAATATGAATTAAAATGAATAGAAGCTCTGATAGAATATTTTGAAAAGGG

P08_Contig-437 not applicable not applicable 293 57.3 TGACATCGGTTGCGGTTGCGTTGCCTCTGTGCACTGAGTCGCGTGTATTGCCTTGGTGATGTGCTCTTACTCACATCTGACCACAGACGTGTATGCTCCTCGTGGGTGTGCACCGAGGACGGTGTGTGTGGACTCTCGTGTGCCCCCGACGGTGCTCGACCTTTGTTGCCCCGACCCAGGCTTCCCTTGAAAATCGGTGTTTCGAAGGATTATCAGGGTTAATGCCCGTCCAGTGACTGGTTTTGCAAGGCGCAGCCCACGGATATGCCGATGCTCCCTTGGAGCGGACGCAT

P08_Contig-450 not applicable not applicable 434 33.2 TTGGTTTAGATTGGTCATCGAATCCGAATATTAACTATTCGGAGTCGTTATTTGACGAAGAAGTCTTGTACGATGTGTGATTAAATAAAAAAGGATGTTCTATAGAACGATTCCCCCTTTTTAGTTGATTTTATTCAACGATTGACCAAACGAAAATATTAATAAATAATAAATTGTATGAACTTAGATCAATCAAATCAATTTCTATGCAACGATTCGGCCCAATCAATTTATCCATTTATTATCTTATCAATTTAGGTTGCGTGATAATGATAAAGAAAGGGAAAGGATAATTTCGAAAAAAGGGGATTCATAAATGGTTCGTAGAGGCGAGGTCGAACTAGGTATATGGAATTGAATGGCTATAAGTTAACTCTTGTCAAGGGTTAGACGCATCCTTATCAAATCAGCTTGAATTGAAGATGAGGGAAGAG

P08_Contig-4656 not applicable not applicable 206 26.7 AAAATAGTTGACGGCTTCATGCATATTACTCGATTGATTAACATAAGAGTTTGAAATAACTTCTACTTACAAAAAAGGATTTATTTAAAAATAGGAATCCTTTATGATATAAAATAGATATATTACCACTTGGTTTTTTTTAAACGGAGCCTGGATACTTCATTTTTTGAGTCCAACCAAAGTTAACCATAAATTATTCTAAAATG

P09_Contig-16 not applicable not applicable 212 45.8 GTGAAAAGAAGCGGCCTATCATACTGAACAACTTTTGTTTTGGAACCATTTCTGTATCTCCAATAGTTTAGGTGGGCTCCTGGTGGTACACCTGGTGGTCTACATCTATACTCCAGACCCTCGAATGGTGATAAAAAGTAGCCTATGTCCGTTCTCGGTATGCTAGCAATCTCTGTGCCAAGTTTCATGAAGATCGGTTCAGCGGTTTGGCC

P10_Contig-16 not applicable not applicable 494 59.1 GTTGGGATATCGGAGTAGCAATCTCCGGCGTAAAGGCGCACCGAACCTTTACGTCAGGGATTTGCTCGCCTTAGCGCATAATCTCCCTGACCCCAACGTCTTCGCAACGTTGTCCATCACGCCACTCCCTCTTTATCCGGGCTTGTGACCGGTCGGGTTCCCCAATGAAGGGTACCCGAGCGAGGTTAGCGTAACTCCACCCCTTCCCTCACGGGAAGGTGCCGGTCCCCAGTCCGGATAAAGGAGGAGGGCGCAGATGTTAGGGAGTTTGCAAGCAATACGGATAGGCAATAGCCGAAACTACCACCCATACCCTCCGGAATGCTTGCTGCTCCCGCGTCGCGAACCACCATTCCCCCTCGTCGCGGCACTTTGTACCAACGCGAGTAAGGGGAGCTCGCCTGAGTCCTGACGCACTCAAGGGCGAGTCATAGCGGGGAAGATGCTCCCGATGGAAGGGTGTGGGGGGTCCATCCGCTATGGGTGTGGTGCAC

P10_Contig-43 not applicable not applicable 494 59.1 TATTGCCTATCCGTATTGCTTGCAAACTCCCTAACATCTGCGCCCTCCTCCTTTATCCGGACTGGGGACCGGCACCTTCCCGTGAGGGAAGGGGTGGAGTTACGCTAACCTCGCTCGGGTACCCTTCATTGGGGAACCCGACCGGTCACAAGCCCGGATAAAGAGGGAGTGGCGTGATGGACAACGTTGCGAAGACGTTGGGGTCAGGGAGATTATGCGCTAAGGCGAGCAAATCCCTGACGTAAAGGTTCGGTGCGCCTTTACGCCGGAGATTGCTACTCCGATATCCCAACGTGCACCACACCCATAGCGGATGGACCCCCCACACCCTTCCATCGGGAGCATCTTCCCCGCTATGACTCGCCCTTGAGTGCGTCAGGACTCAGGCGAGCTCCCCTTACTCGCGTTGGTACAAAGTGCCGCGACGAGGGGGAATGGTGGTTCGCGACGCGGGAGCAGCAAGCATTCCGGAGGGTATGGGTGGTAGTTTCGGC

P11_Contig-1 not applicable not applicable 752 32.0 GCTCTTTGCCTCCCCCCCCGCTGTGTAATATTCGTTTTTTCCTTTAAAGTCCTGCCAGGGGGTAAAATTATTTTTCCCCTATTTTTTAAAGCATCCTTGAGAAAGAAACCTTAGGCTCCCCTTGCCTCCTATTGATAGGGCACACACCGAAGGTTTCCGCAAAGGCAAACATCAGGTTATATATTATAAGATCACCCTCTTCCAGATATAATATAAGGCATTTATTAACCTCACTTTAAGGTAGCCAAAATATCCTTTACTCACCTGTACACCACTTCAATATACATAATTTATATAAATTAAATAAATAAGAGCACTTATTTATTTAACTAGTAGTAACACTTGTGTATAGATGGGAATATTATGCAGGAAACCCTAAATAATAAATTATATTTTTCTGTGCTGCGCACACCTTCGGATCCGAAGGTGTGCGCAGCACAGAAAAATATAATTTATTATTTAGGGTTTCCTGCATAATATTCCCATCTATACACAAGTGTTACTACTAGTTAAATAAATAAGTGCTCTTATTTATTTAATTTATATAAATTATGTATATTGAAGTGGTGTACAGGTGAGTAAGTGGTGTTATGGCTACCTAAGAGTAAGGCAAAATAAATCCCTTATAATAACAATTTATTATTATTTATTAATACTAGATCTAACCACCCCAGTTGTCGATTATATCTAAAAGGTTAGATATAAAGGTTAATAATATTAAGAATAAATGTGTTTAAAAGAAATAGTATTTC

P11_Contig-165 not applicable not applicable 512 53.3 GGAGTCCGCGAGGAGCCCGAAGGCTCCCAGCGCGTTCCATCATCGAGTTGAACCTGGGCGGACACGAGAAACAACTCTTAGGAACGCTATTCCGCTAATGCACATTCCGTCATCGAGTTGCTCCGGGGCGGCTTATGCCCAAAGCAACCCTTAGAAATATGCAACGGAGGGGCAAAACAACGGAAGAAGGGACCACTCACGCACATCTCGCATTGCGCACGTCGCTTACGTTAACCATTAATTAGCAAGACCCCAGCTCAGAAAAACTGTGCACAATAGGCCACACCAATTTAGGTCTTCGCTAGAAACGGCCGCGTCGATAAGTACGAAAAGAACACAAAACAAAGCCCACATTAGCTGCCGCTAGCACGCGAACGCGCCTCAAATCGGTTGGCAAAAGCCAAAGCCCGCCAACCGACACCGTCAGCAAATCCGGTTACCTCGCTTGCTAGGATTCGACCGGCGTGTCTTTTTACTTCCACTGTGCCCGAATCGTCGTTTGCTCAGTAACC

P11_Contig-2004 not applicable not applicable 201 39.3 AGTTTAAATTCTAATACCCTAGCTACGCAGGGGTAGAATACATTAGTTATATTGCCCTAGCAACCAGCTCTAAAGTATAGAGTCCTGCCTTACCTTTCATAGGGCAAAACAGAATGATTCATTTTTCAACACGAAAACAGCAGGTCATTAGTACCGTACTAGTCCCCCCCCGGATAGTAGCAAGAAAAAAAAACAAAAACA

P11_Contig-277 not applicable not applicable 504 25.2 ATAAATATCTCAGAGTTTTTTAGTCTTTTTTGAAATTAACTCAATTAAACCCCAATAAATACTAATAATTGTATTATTATTAGGTAGGGACAAATCCTATCCCTAGCGTAGCTTTTTCAAAAATCCAAGACCTTTCCTTAATGCATCTTGTGATCATATGCCCCGCTTACGCGACTGATAGACGTGTAAATCAAACAGTAAAGCAAGATTAAGCCATTAAACTTTTAAAGTAAAATAATAATCATTTTCTTAATACCTTCCAAAAGGGTTAGCATATTAAGAAAACAAATTAAAACCCTACTATTGTTAGGGTTTTATTTACTACTATTTTCCATATAGGTAAAATCTTACTTAAAAAAAAATAAATAAATCTAACTTAATAGATAAATAACTGAATATATTGATAGCAATACATTACAGATTAAAATAAAAAATACATTATACAAGTAAAAGCAAAAGCTTTTGCTATATAATATATTTATATATTGACAAATTTTATTGCCA

P11_Contig-2980 not applicable not applicable 272 46.0 TCTTACCGGGGGGGGTTACCTCCCGTTGTTATTCTGGCCTAGGCGTAGCGCGTCCTGGGTGCCACTCTATGTGGAATTCCGGTATCACTTCGTCCAGGAGTGATTCGTAGCTTATTCTTCGCGCTTTGTAAACTCAGCGATTATTTTTAGCTCGAAATGTAGTAGTAGTTTTTGTGTAGGTTTTTGTGGTGATAAGAACATAAAGGGATTTGTTTTCTCTTCATTGCCCCGGTTCATTCCTCATAAGTGGCGTTGCCCGTTCTCATTTTGTG

P11_Contig-764 not applicable not applicable 205 32.2 AATATTTACAATATTTGTTGCTAGATTTACACCTTGTTTTATTTGTCTGGTTCCGTCTTGCATTATTCGCTTACCCCACTGGTGTTATTAATTCGCCTATTCAAGCCGGAACCCTTTTTTTTTTCCGTAAACTACAGGATAAAATCCCTCATATATTCATTAAAAAGTAAATGTAGTTAATCGATTTTTTTTGCTGCGCATAAAA

P11_Contig-88 not applicable not applicable 512 52.9 CTCGATGATGGAACGCGCTGGGAGCCTTCGGGCTCCTCGCGGACTCTGGTTACTGAGCAAACGACGATTCGGGCACAGTGGAAGTAAAAAGACACGCCGGTCGAATCCTAGCAAGCGAGGTAACCGGATTTGCTGACGGTGTCGGTTGGCGGGCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGTTTTGTTGTGTGTTCTCTTTGCACTTATCGATGCGGGCGTTTCTAACGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAGCGACGTGTGCAATGCGAGATGTGCGTGAGTGGTCCCTTCTTCCGTTGTTTTGCCCCTCCGTTGCATATTTCCAAGGGTTGCTTTGGGCATAAGCCGCCCCGGAGCATCTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAA

P11_Contig-947 not applicable not applicable 204 28.9 AGGTAGTCCGGTACAAGTAACTGATTTAGAAACAAATACTAAAGTAATTTATGATACAGCAAATAAAGCCGCCCAAAGTTTACTTTGTAGTACTTCTACGGTTAATTCGTACAGAAGTAAAAAATATATTTTTTTTATAAAAAATATACAATATTTAATTGTATCTGTAACCAGGAATTTATCCATAATAACTTGTCGCCAGGG

P13_Contig-5 not applicable not applicable 208 46.6 GTGAATTGCAGTCAAACGGTGTCTTCTAACTACCTCCTAGGCATGGGGCGCATTTATAGGATAAGTAAGTGCTATCTGTCAGTATATGGTGAACTGTCTGTGGAAGCTTCAGGAAGCTTTGGTCCCGCAACGACGATAAACTGCCGCAAGGAAATCCGCAAATATAAATCTGCGATGAGTGTCTTGCATTAGTTCGGTGGCACCGGTT

P14_Contig-101 not applicable not applicable 202 21.8 AAGTATTAATAGTATAAAAAATTAAAATAACAAAACCAAGAAAAAATTATTATTCAATTAGTAAATTATAAAAAAACAAAAGTAGTGGAGAGAATTGGAGGAGAGAGAATATGAAATTAATAAAATATAATTTATGTTGGGTCCACTAAGTGAGAGAAATTAATTAAATATTGTAAAAACTTTCCAAATAAGGAAATGGAGC

P14_Contig-1047 not applicable not applicable 205 13.2 AAAATTTGTTAATTATTTAAAATATTTTTGCAACAATAAATTTTTTAATTAATTTTCTCTTTTAAATTCGAGAAATTTTACCCATAAAATTTTTTTTAATAAACTCTGATACACAAGATACAATAAATAAAATTTACTTTTAAATGAATTTTTTTTTCATATATTTCAAATTTATTTTACAATACTTTAATACACTATAAATAAA

P14_Contig-161 not applicable not applicable 353 47.0 AGTGGCTGAGAATATACCTTCATTCAACAGATTTTTGGTTGCATGCTCTGGGTCTGGAATCTTTGCTCTTCTCTTTTGCATTTCCGCTGCCTGCGTTCTTTCTTCGTGTCCGTTCGTATCGCAAAGCGGGTCGACGCCAGCTATAGCTATAATGGTTGAAAAGAGGGGGGCCAACCAAGACCCCCTCGCTTTGTTCGATAAAGCAAACGATTCGTTCCGACAACTTCGGACCAGATTAACCCTTTGAATTAGCCGATCTTACAAAATCGATCGGGCGGGCTGGTTGGGAAGGGGTTATTAGCGGAGAAAAGAATCGCTGAGAGATAGATTCTACTATTTAGTCAGGACGAATG

P14_Contig-281 not applicable not applicable 509 52.1 TGGTCCCTTCTTCCGTTGTTTTGCCCCTCCGTTGCATATTTCCAAGGGTTGTTTCGGGCATAAGCCGCCCGGAGCAACTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCAATGATGGAACGCGCTGGGAGCCTTTGGGCTCCTCGCGGACTCCGGTTACTGAGCAAACGACGATTGGGGCACAGTGGAAGTAAAGACACGCCGGTCGAATCCTAGCAAGCGATGTAACCGGATTTGCTGATGGTGTCGGTTGGCGGGCCTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCATGCTAGCGGCAGCTAATGTGGGCTTTGTTTTGTGTTCTTTTCGTACTTATCGACGTGGCCGTTTCTAGCGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAACGACGTGTGCAATGCGAGATGTGCGTGAT

P14_Contig-931 not applicable not applicable 298 29.2 GGAAAAAATAGAAGTTACTAAATAAATTGAAAATGAATTTCAATTTGTAAATGAAATTAGAAATGAAATAAAAAAAGGAACACAACGATTTCTAAACTATATTTCAAATTGAAGTAATTTCAGTATAGAATTCCCGTCCTAGATCTTCATTTTCGATTCTACCCACACCCCTCTATTCTGAATAGACTATTCATTTCATTGAAGAATTTTGAATAATAGAATATTCATTGAATTCGACCTTGAGCCCGAATCTTGACTCCACCCTTATTCTTTCTCTTTCCTCCCTTCTAAAAAAAAG

P17_Contig-193 not applicable not applicable 512 53.3 TGCGAGATGTGCGTGAGTGGTCCCTTCTTCCGTTGTTTTGCCCCTCCGTTGCATATTTCCAAGGGTTGCTTTGGGCATAAGCCGCCCCGGAGCATCTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCAATGATGGAACGCGCTGGGAGCCTTCGGGCTCCCCGCGGACTCCGGTTACTGAGCAAACGACGATTCGGGCACAGTGGAAGTAAAAAGACACGCCGGTCGAATCCTAGCAAGCGATGTAACCGGATTTGCTGACGGTGTCGGTTGGCGGGCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGCTTTGTTTTGTGTTCTTTTCGTACTTATCGACGCGGCCGTTTCTAGCGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAGCGACGTGCGCAA

P17_Contig-38 not applicable not applicable 244 51.2 AGCATCATGACGTAATTGTTCGCGGCCTGGAGTCGTGTTCGCTGTCGATGCTATCTCTTTGTTGGTTATGAACGGATGCGGGACTTTTTCGGTGACAATCGTTGCTGACCTCCGCTTGTGGTTCTTAGAGCTTGTTGTGGTCGTTGGTGGCCTTTGTCCAAGGGTTGCTGGAAGGTTAAGCCAAGAGTGTTGGGAACGTTAGCCCCCGGTCTTAGCCCTTATTCGGTTCTCATCAAACGGGGTA

P17_Contig-49 not applicable not applicable 512 53.1 AATAACGGAAGAAGGGACCACTCACGCACATCTCGCATTGCGCACGTCGCTTACGTTAACCATTAATTAGCAAGACCCCAGCTCAGAAAAACTGTGCACAATAGGCCACACCAATTTAGGTCTTCGCTAGAAACGGCCGCGTCGATAAGTACGAAAAGAACACAAAACAAAGCCCACATTAGCTGCCGCTAGCACGCGAACGCGCCTCAAATCGGTTGGCAAAAGCCAAAGCCCGCCAACCGACACCGTCAGCAAATCCGGTTACCTCGCTTGCTAGGATTCGACCGGCGTGTCTTTTTACTTCCACTGTGCCCGAATCGTCGTTTGCTCAGTAACCGGAGTCCGCGAGGAGCCCGAAGGCTCCCAGCGCGTTCCATCATTGAGTTGAACCTGGGCGGACACGAGAAACAACTCTTAGGAACGCTATTCCGCTAATGCACATTCCGTCATCGAGTTGCTCCGGGGCGGCTTATGCCCAAAGCAACCCTTGGAAATATGCAACGGAGGGGCAA

P17_Contig-81 not applicable not applicable 244 52.0 CAACCCTTGGACAAAGGCCACCAACGACCACAACAAGCTCTAAGATCCACAAGCGGAGGTCAGCAACGATTGTCACCGAAAAAGTCCCGCATCCGTTCATAACCAACAAAGAGATAGCATCGACAGCGAACACGACTCCAGGCCGCGAACAATTACGTCATGATGCTAACCCCGTTTGATGAGAACCGAATAAGGGCTAAGACCGGGGGCTAACGTTCCCAACACTCTTGGCTTCACCGTCCAC

P18_Contig-11 not applicable not applicable 744 57.0 AGGAGTTCAACCAAATCGAGTCTGGTCTGGTGTTGGAGGGTGACTTGGTTTACGAGTCGCAAAACAACAAGCAGCACTACGCCGGTTTGTTGCCAAAGATGGTGCGCGTCAACATGTCCATGCCAGTGATGGGCAAGACCGTGAACGTGATCGAGATCACTCTGCGCCAAAACCAAATGGACGAGGAGCTCTTGGGCGCCCTCAAGTTGGCCAAGTTCACCGGCGCCGAGTCGGTGTCGAAGGTCGTTGACTCGTTCAAGCAATCGGCCGAGCGTCAGCAACAACAACAACAACCACAACTCGTCAAGAAGATCGCCAAGCGCAACGCCGCCCTCAAGGCTTTGGCCAACATTCCAGGCTGGATGCTGAAGCAATGCCAGGACGTGCAACAGGTTGTCGAGGAGATCGCCATGAACAAGCAAGAGCTCAAGACCTCGCGCCAGTCGGCCATCGAGTGCTTGGAGCAAAACGAGCAGGTCGTCCAGAAGCTCAAGCAGCTCACCTTCGACCAGGAGGAGCCAATCGAGGTCCGTGTGGCCGCCTACCGCGCCTTGATGACTTCCGTCTACGCCGGCGTGCAGCAACAGGAGCAGAAGCAACAGTTGGCCACCGAGATCGTGGACTCAATTGTGAAGCACTGCGAGGAGTCGCGCAACCAGCAACAGGACGACCAGTTTGTCCTCTACGCCATCTCGCACCTTGACAACATCCGCACCTCGCAACAGCAGGAGCACCAGGCCATCA

P18_Contig-20 not applicable not applicable 327 63.6 CCGTATCCTCCAGCCGAGGCTCCGTATCCAGAGTTTCCTGATGAGGCTCCGCCGTAGCCGCCTTGGTTTCCACCTTGAGCGCCGTAGCCTGACGATTGTTGTTGTTGGCCGTAGCCTGACTCTTGTTGAGCGGCAGCTCCGCCGTATCCACCGGCTGAGGCTCCGTTTCCGGCACCGTATCCGCCCGCCGAGGCACCACCGTGTCCCGAGCTAGCGGCTCCACCGTAACCGGCGGCGGCCTTGGTGGTCTTGACTGGGATCACTGGCAAGTAGAGCACCTTGTAGCTGGCCTTTCCGGCGCCACCGTGTCCACCCTGGTTGCCTGAT

P18_Contig-3 not applicable not applicable 351 63.2 TCGTCAGGTAACTCAGGATACGGAGCTATGAGCTCTGGTAACTCCGGTTACGGTGCCTCGTCGGGCGCTGCCGCCGGTGGATACGGAGCCGGAAACGGAGCTTCAGCTGGTGGATACGGATCAGGCAACCAGGGTGGACACGGTGGCGCCGGAAAGGCCAGCTACAAGGTGCTCTACTTGCCAGTGATCCCAGTCAAGACCACCAAGGCCGCCGCCGGTTACGGTGGAGCCGCTAGCTCGGGACACGGTGGTGCCTCGGCGGGCGGATACGGTGCCGGAAACGGAGCCTCAGCCGGTGGATACGGCGGAGCTGCCGCTCAACAAGAGTCAGGCTACGGCCAACAACAACAA

P18_Contig-30 not applicable not applicable 650 40.8 AAAAAAAAAACCCCCCGGGCCCCCCCCCCCTAAGGAAGGAAAAAAAAAAAAAAGAAAGAAAAACATTTTTTCCATTAAGGAATAAAATATTCTTGGTTTATTTAACTCGGCAACAACTACGGACTGTTTAACAAAAACAACGCTCGTGTTATTTCGAGCAAACCCTGCCCGGTGGGTCACACTAAACGGCCGCTAGTCGCTAAGGTAGCGTAATCATATGCCCGTTGATTGCGGGCCAGAATGAAAGGGGAAACCTAAAATACCTTGATAAGCCAAATAATGAAATCAAAGTCTAAAAAATTACAGACTTTACCCTAAGACGAGAAGACCCTCAGAGCTATTACCAAAGGTATTGTTTGGGGAATACACTCACTTAAATTTTGAGAATTAAAAAAATAATAACACAAATAATAAGCTACCTAAGGGATAACAGAGCAATTGAAGTTTTTAGACCTTATATAAACTTCCTTTTGCGACCTCGATGTTGAATTCCCAAATCGCTACCCTGCAGCAGGGGTGGGTGAAAGGACTGTTCGTCCTTGTTTGGGACTTGATTGAGTTCAGATCGGCGAGAGCCAGATCGGATTTTATCTTGGGTATTATGAAGAAGCGTGCAGTACGAAAGGAACTACGCTCAGCTGAGGCTCTAG

P18_Contig-39 not applicable not applicable 277 39.7 TTGCTCTGTTATCCCTTAGGTAGCTTATTATTTGTGTTATTATTTTTTTAATTCTCAAAATTTAAGTGAGTGTATTCCCCAAACAATACCTTTGGTAATAGCTCTGAGGGTCTTCTCGTCTTAGGGTAAAGTCTGTAATTTTTTAGACTTTGATTTCATTATTTGGCTTATCAAGGTATTTTAGGTTTCCCCTTTCATTCTGGCCCGCAATCAACGGGCATATGATTACGCTACCTTAGCGACTAGCGGCCGTTTAGTGTGACCCGCCGGGCAGGGT

P18_Contig-5 not applicable not applicable 753 37.3 ACCGAAGGAGTACTATCTATTTAAAACCTATTTACCCAATGTTCCGCTACCCCATAAATAATACTTAAATAACCTTTAAGTATAGTAAACTAGGATTATACCTAATATAATTATTATGGACAAGGTGTCGGTGTTTTGTTTTAGATCCGTTAAATTTTCGGTGCTTTCAACTTTTAATGTTAAACCAGTGCTCTGTTACGAGGTCTTCAAAAAATGGCCGCTTCTAAGCCTATTTCCTGGTTGTATAGTTTAAATACTTCCTTACTTTCACTTAACAAAAACTTTGGAACCTTAAACACTTGTTCTGGGCTGTTTCCCTTTAGACATACAACCTTATCGTACTATGTCCGATTATGCAAAATCCATCATTGCCCTTTCGAGAGCAAATTCTCGCCGATAAAATCTTCACGATTCCCCGATGTATACAAAACCATGCCATCATCCTTAGCGCTTTGCTCGCAAAGCGCTAAGGATGATGGCATGGTTTTTGTATACATCGGGGAATCCCGAAGATTTTATCGGCGAGAATTTGCTCTCGAAAGGGCAATGATGGATTTTGCATAATCGGACATAGTACGATAAGGTTGTATGTCTAAAGGGAAACAGCCCAGAACAAGTGTTTAAGGTTCCAAAGTTTTTGTTAAGTGAAAGTAAGGAAGTATTTAAACTATACAACCAGGAAATAGGCTTAGAAGCGGCCATTTTTTAAAGACCTCGTAACAGAGCACTGGTTTAACATTAAAAGTTGAAAGC

P20_Contig-100 not applicable not applicable 246 61.8 TAGCCATGGCCGTAACCTCCAAAGACCCCATGTCCACCGTGTCCGCTATGCCCATGAGAAAGCTTGTGTGCTCCATACGCAGCTGCTGCGGCAGCGGCACCTCCAGCTAGAACTGTGCCCATCCCCATGTGTCCACCACCATGGCTGCCCCCATAACCCTGGTGAGATGAGCCGGGGTAACCTGCAGGGGGATATCCACCCTGTGGCGGGTAGCCACCAGGTTGAGGGTACCCATGCTGTGGCGGG

P20_Contig-1001 not applicable not applicable 226 46.9 TTGGCCGCGGTGTGGAGTTGTGTTTGATGACAGCCGGGATACAACAAGCTGGTAATAAAACAACGGATGAACTCTCTGAGAGACCGAATGAGTGTTTATATGCAGCACAGCGTGTAGAAGAAAATGATCCTAATCAATCTTCCAACTTTCGGAGTTGAGATGGGGGGAGTTTGGATACGGGGAACCGGTCTGTGTAGGCTTTTGGCTGTGTGTTTGCGAAACAGTT

P20_Contig-1062 not applicable not applicable 273 61.2 GCATGGGTACCCTCAACCTGGTGGCTACCCACCGCAGGGTGGCTATCCCCCTGCAGGTTACCCCGGCTCATCTCACCAGGGTCATGGGGGCAGCCATGGTGGTGGACACATGGGGATGGGCACAGTTCTAGCTGGAGGTGCTGCTGCCGCAGCAGCTGCTTATGGAGCACACAAGCTTTCTCATGGGCATAGCGGACACGGTGGACATGGGGTCTTTGGAGGTTACGGCCATGGCTATGGCAGCCACGGCTATGGCGGCCATGGCAAGTTCAA

P20_Contig-128 not applicable not applicable 244 50.8 AACCGAATAAGGGCTAAGACCGGGGGCAAACGTTCCCAACACTCTTGGCTTAACCTTCCAGCAACCCTTGGACAAAGGCCACCAACGACCACAACAATCTCTAAGACCCACAAGCGGAGGTCAGCAACGATTGTCACCGAAAAAGTCCCGCATCCGTTCATAACCAACAAAGAGATAGCATCGACAACGAACACGACTCCAGGCCGCGAACAATTACGTCATGATGCTTACCCCGTTTGATGAG

P20_Contig-1540 not applicable not applicable 221 36.2 TATATATATATATATACATACATACACAACAAAGTACATTCTTGCGGTTGGACTAACATCAACTGGCTATGTCGGTAAAACCTTTAAATATTGTTGTTATTATTATTATTACGAAGAGGAGGCTGTGATGATATATAATTTAATTCTAGTCGGAGCAAACCCAAATGGGCTTGGGAATATTTGACCCGTATCTTGGCTGGGCAACGTGGATGGTATGCGAG

P20_Contig-1839 not applicable not applicable 226 46.9 CAGCCAAAAGCCTACACAGACCGGTTCCCCGTATCCAAACTCCCCCCATCTCAACTCCGAAAGTTGGAAGATTGATTAGGATCATTTTCTTCTACACGCTGTGCTGCATATAAACACTCATTCGGTCTCTCAGAGAGTTCATCCGTTGTTTTATTACCAGCTTGTTGTATCCCGGCTGTCATCAAACACAACTCCACACCGCGGCCAAAACTGTTTCGCAAACACA

P20_Contig-194 not applicable not applicable 468 30.6 AATAAAGAAGAAGGAAGGAAAGATAAATAGAAGTTATTAACTTGAAATCCAATTATGAAAACTTTCGCTGCAATCAATATACTAAAAAAATTTCTAAACTTTATTTCAAATTCAAATCACAGTATTTCATTTACATTTAAGTACCTTGTTTGTATAAGAGTCTTGTCGTAGATCTAGGCCCCACCCTGTTTATTCTACCTCCATCCCTAGTTAATTTTTGAATTGAATAATTTATTTAATTCAAACTTGAACCCAAGTCTCGAAGCTGTTGAATACACCTTTTCTTTTTTTCTCTTTCCTCCCTATTATTCTAAAAGGAAAAGGGGAAAAAAGAGAAAAAGGAGGCAAAGGATTAGTCACAAATATTTAATTGTATCTCGAATCTCCGTTATTTGGTACCGTATCAATAACTAGAATCAAAAAAAGGGGAATGTCAATGCATCTGGGAAAAAACGATTAATCTCTATC

P20_Contig-2057 not applicable not applicable 291 40.9 ATGAGAACACGACAATGACTCGTCGAGCCCCCAACATGCATCGGATAAGGAATGTCTTTTAAATGCTCTAGTCGAACTAAATCGTTAAAAGAGCAAAAGAAATACATTAGCCAGCCGCATGCCAAGGCTCTAAAATCATTGTGGAGTTTTCTTAGTGTCCCACCATAATATTTTAAAAAAACAGGCGACAAATCGTAAAAAAGTTGTTGCTAGCACGGGCATGTTGTGCCCGTGCTAGATCGGGCATTTTAAAAAAAGGATTTGCTTTGGGCCAAAATAAGGTAGGTCACT

P20_Contig-2557 not applicable not applicable 744 41.8 GCTACAATGAAAGTGATATTGATCTGAGTGAAAGCTATGATTCAGACAACAGCAGTGACAATAACGATAGATCAGATCTCTTGAGTCGAAGTGAAACTGCCAGTCAAGTACCGGAAAACAACGAAGACAACGAAATATCTTTTACTACGCCTACGACTACTACTTCAAAGCCTACGGATGAAACAACTATTTATGATATTGATGCGCAAGAAAGGATTACCGTTTCAGAGCCTACTAAAAAGCCAAGAGCCAGTTCTAATTCAACTAGCTCAGGTGGTATAGATGATAGCGGCTACGGCTCTGGCAGTGACTCTTCAACTAGCTATGATGGCAACACAAGTACAGATGACAAGACTACTTCTTCAACAACCTATAGCACTTATGATAACAATTCTGGGAGTAATGAAGACGGTGACAATAAGAGTTGTACCCCTCCTGATAACCATTCTTCAAGTGATTCAGACTCTAGCCCTGGGAGTGACTCTGAAAGTGTGCGTACCATTGATGATAGCTCTGGCAACAAAGAGACAGAAGTAAGAACTGTTCGTTCAGATGGCAATGGCAGCTACTATGATAGCACTTCTTATAGTACAGTAGACAAGACTACTAACCATTCTTCAACTAGCTCTAGCTCTGGCACTACTTCTTCAACTAGCTCTGACTCTAGCTCTAGTAGTGATGGCAACAACAATGATGACTCTTTAACAACCATTTCGAGTGATGATAGCTCTGGTGGCAACGATG

P20_Contig-304 not applicable not applicable 244 52.0 GTTGGTGGCCTTTGTCCAAGGGTTGGTGGACGGTGAAGCCAAGAGTGTTGGGAACGTTTGCCCCCGGTCTTAGCCCTTATTCGGTTCTCATCAAACGGGGTTAGCATCATGACGTAATTGTTCGCGGCCTGGAGTCGTGTTCGCTGTCGATGCTATCTCTTTGTTGGTTATGAACGGATGCGGGACTTTTTCGGTGACAATCGTTGCTGACCTCCGCTTGTGGGTCTTAGAGATTGTTGTGGTC

P20_Contig-326 not applicable not applicable 391 35.5 AGCCTAGCCTCGTTCTTCTTTAGATCCCTTGTTTCACTCCGATAGTATCCTAGATTGCGTCAATGCAGAGGAAATGATTGCATTTTCATACTATTCAATTTTACATAAGTGAACTGAGAAACCATAATTATGGTTTCTCAGTTCACTTATGTAAAATTGAATAGTATGAAAATGCAATCATTTCCTCTGCATTGACGCAATCTAGGATACTATCGGAGTGAAAAAAGGGTCTAAAGAAGAACAGAGGCTAGGCTATATTAGTAACAAGTAAACCCCTTGTGTGTCTGTAAAGAGTCTTCCAATATTTTTATTTGGGGATAAACATAAATCGTAAGGTCTGAGACAACCCATAAAGCACTTGATCATATCATATCGCGATCAGCTTTTTATA

P20_Contig-327 not applicable not applicable 744 41.8 TTTCACTTCGACTCAAGAGATCTGATCTATCGTTATTGTCACTGCTGTTGTCTGAATCATAGCTTTCACTCAGATCAATATCACTTTCATTGTAGCCATCGTTGCCACCAGAGCTATCATCACTCGAAATGGTTGTTAAAGAGTCATCATTGTTGTTGCCATCACTACTAGAGCTAGAGTCAGAGCTAGTTGAAGAAGTAGTGCCAGAGCTAGAGCTAGTTGAAGAATGGTTAGTAGTCTTGTCTACTGTACTATAAGAAGTGCTATCATAGTAGCTGCCATTGCCATCTGAACGAACAGTTCTTACTTCTGTCTCTTTGTTGCCAGAGCTATCATCAATGGTACGCACACTTTCAGAGTCACTCCCAGGGCTAGAGTCTGAATCACTTGAAGAATGGTTATCAGGAGGGGTACAACTCTTATTGTCACCGTCTTCATTACTCCCAGAATTGTTATCATAAGTGCTATAGGTTGTTGAAGAAGTAGTCTTGTCATCTGTACTTGTGTTGCCATCATAGCTAGTTGAAGAGTCACTGCCAGAGCCGTAGCCGCTATCATCTATACCACCTGAGCTAGTTGAATTAGAACTGGCTCTTGGCTTTTTAGTAGGCTCTGAAACGGTAATCCTTTCTTGCGCATCAATATCATAAATAGTTGTTTCATCCGTAGGCTTTGAAGTAGTAGTCGTAGGCGTAGTAAAAGATATTTCGTTGTCTTCGTTGTTTTCCGGTACTTGACTGGCAG

P20_Contig-363 not applicable not applicable 298 40.9 AATAAGTTGGGCTTGTTGTCTACTCGAGTGTATCGATAAACCAGTCATCTCAACATTCCAAATTCCTATGTTTCTAGCCAGCAGCCTATTACGTAAACAGCTTTGTCAACGTTGACATATACATTGGAAAATGAATCCTTTGGCCAGGTTCAGTAAAGAGAAATCGCAGGATAAACCTGTGGTGGGGAACGCGAGTGTAACGTTATGCTAACTATGTTATTTCGGGCAAGGCTTCGCCGTTTGAGAAGACCAGCAACCCCAAGGGTTTGTTTTTTTGTTTTTTTTTTCTTTTTTGCTG

P20_Contig-372 not applicable not applicable 247 45.3 TCAATTATACTGCTGGGCGTAACATACCTTCAAGTCAGTCTTCTTTGCTGTGGGCAGCAGGGCTTCTCTTGATGTAATGCCGTCTCATTGTCAAATTGGTTGTCTTTGAATGGACTCTCGTGAGCAGCAGGTTTAGTGGTGCTCTCTTCCTTTTGCCTTAGTATTGCACATTGTCTACTGAAGTTCTGAAACTCGACCGTTGTTGTGAACTCCAATATCTTCCTTCTCATCACTGGGAGGCCCTTGA

P20_Contig-4413 not applicable not applicable 222 44.6 ATGAAGAGTATGCAAGTGAGTAGAATGCCACCATAGGTACTATTAATGAGGAGAGATAGCCTACCTTCGGCCTACCGCTATCGGTTGAGCTATAAAAGAAAAGGCATTTCCTCTCCTTTCCAGTCGAGCAAGTAAACTCCCTCATGCTTGCTTTGTGGTGCCTAGTCCAAACTCATCTGCGCTAGCTCTTGTACACTATGGAAAGAGTAGCTTTCTGTTCTT

P20_Contig-6332 not applicable not applicable 247 45.3 CTGACTTGAAGGTATGTTACGCCCAGCAGTATAATTGATCAAGGGCCTCCCAGTGATGAGAAGGAAGATATTGGAGTTCACAACAACGGTCGAGTTTCAGAACTTCAGTAGACAATGTGCAATACTAAGGCAAAAGGAAGAGAGCACCACTAAACCTGCTGCTCACGAGAGTCCATTCAAAGACAACCAATTTGACAATGAGACGGCATTACATCAAGAGAAGCCCTGCTGCCCACAGCAAAGAAGA

P20_Contig-663 not applicable not applicable 228 44.7 TCTTCTGCGGGCACTCCTTGAGCTTCGTTTGTCTCTCCAGTTAAGGTTACACTTTCACCACCATACGGTAAGTTAGCAGGTACATCAGCATCCACTGCATCTTCATATCTTTCGTGTTCTTCCGTGGGCACTTCTGAAGCATCAGCTTCTGCATCAATACTATCTTGATGAACTTCAAGTCTTCCATTCTTCAGCTCCTTTACCTTAAGTTCAGCAAATGCTTCAGGG

P20_Contig-68 not applicable not applicable 231 69.3 GGCGGCCGTCTACGCCGACAAGTACTCCCTCAGCGGCTGCGGCTACGGCTACGGCGGCTACGGCGGCGAGCAGGAGCACTTCAAGAGGGAGGAGAAGCAGCACAAGCAAAAGGAACGCCTCGGCGAGTTCGGCGCCCTCGCCGGCGGCGCCTTCGCACTGTACGAGGGTCACCGCGCGAAGAAGGACCCGGAGCACGCGCAGAGGCACAAGATCGAGGCCGGCGTGGCGGC

P20_Contig-726 not applicable not applicable 229 40.2 TAGAGCATTTAAAAGACATTCCTTATCCGATGCATGTTGTGGGCTCGACGAGTCATTGTCGTGTTCTCATTGTGACCTACCTTATTTTGGCCCAAAGCAAAACCTTTTTTTAAAATGCCCGATCTAGCACGGGCACAACATGCCCGTGCTAGCAACAACTTTTTTACGATTTGTCGCCTGTTTTTTTAAAATATTATGGTGGGACACTAAGAAAACTCCACAATGATTT

P23_Contig-10304 not applicable not applicable 223 48.0 TAGGCTATAATATATAAGGGGGAATACCGCTTTCAATTTCAAAGAGCTCTATTTCCGCTACAAAATGAATCCGTTTAAATAAGCCTTCCTCCCAGTACCAACTGATAATTGGACAGGGAAGTTGTAAATCCGTGAGAACTTCGGCTAGAAGAGAGGGGTCTAGCGCGCCCGCCTCTTCCTTCGCTGCTTTCGTACACCAGGGGGATAGAAGCCCACGGAGCGG

P23_Contig-1078 not applicable not applicable 244 45.1 TTCAACGGGGTGGCGATCATCTCTCCCCGGAATATTCATCATGATGGCACCTACCTCATCATGGTAACAATTACCTCACCGGGGTAACTCAATGTTCAACATGGTGTCGATCAACTTACCATGGACGCATTCAACTTGGTGGCAACACCTCACCAAGGACAATTGCCTTTCATTAGGTCTTACATTTCACATGAGGGCAACATCCTCCTCATTACTAGTTATCTCACCGGGATAACATTTTCAA

P23_Contig-11287 not applicable not applicable 220 48.2 GGCTTGACGAGGACGTCAAAAGTTTAAGTGGAGGAATTTGTAACACCTCAGTCCCACATCGAGTAGATTGATTCGTCGAGTTGCCGGAGGTAGGAACACGAAAGCTGATGGTATTATCCCATAATGGACAGAGGTCCGGAGGTGGGGACACGAAACCAACCGGTATTATCCCACAATGGCTAGGGAGGAACGATCTTGGAACCTATAGGATATTCGTTCA

P23_Contig-1159 not applicable not applicable 278 40.6 CACAATCAACCAATTATTTGATTGCTCCAAAATGTGGCAGGGGCTTCCAGTCTTGTCTTGTTTAATTCTCTGATTTGTGAGGAGGGTCTTAATCAAATCTGACGATTGCCTCCCCAACTTAGATAGGTTATGAAAGTATGTAGTTAACCCTTTCTTATCAGAAATTCATTTAATTCTTTGTTTAACCGCATGTGAGTACAGTTCACCCTTTAATAACTAAGCAATGGTAGTCCCGGACTTCGAAAACAGGTAGTGCGAGCCCTCCTCCTTCACAACCC

P23_Contig-118 not applicable not applicable 339 45.4 CCCGGTGAGGTAATCTTAGCCATGAAGAGGTAGGTACTCTCATGTTGAATGCATCCGGGGTGATTTGATCACCACCCCGTTGAAGTAAAAAGTTATCCCGGTGAGATAACTAGTAATGAGGAGGATGTTGCCCTCATGTGAAATGTAAGACCTAATGAAAGGCATTTGTCCTTGGTGAGGTGTTGCCACCAAGTTGAATGCGTCCATGGTAAGTTGATCGACACCATGTTGAACATTGAGTTACCCCGGTGAGGTAATTGTTACCATGATGAGGTAGGTGCCATCATGATGAATATTCCGGGGAGAGATGATCGCCACCCCGTTGAAGTTAAAAGTTAT

P23_Contig-13897 not applicable not applicable 204 36.8 TTTCTAATAGAGTCGTTAGTTCCGCAGCTCTTGGAGAGTTTTTCATTTGAAATGTTTTTGTATGTTTCTAGAGTCAAGGGAGAATGCCGTTTTCAAAAGGTATCCCTCTTCTGTTTCGATTTATGCTGCTTTTCTAGTTGAAGCTGCCTGGAGATTCAAATCATTTTCATTCTGCTTTATAGTAGCAAGTATTGCATTGCATAG

P23_Contig-145 not applicable not applicable 747 30.1 CCTCTACCATAGCATCAGTAGCGCCATCTGTTAGTAGTTTTAAAGAGGTATGAAAAGCCTTGGCTAAAAGACTCGTATTTTTTTTAATGTAGATTTTTACATTTAATGTTAGGAAGAATGTTCTTGTGTTTGTGACGGTTTTTTATTTAATGATTTATAATTTGGGGAGTTTAAAACTTTAGTTTCATAATACTATCGATTTTTATTTTTGTCATGAGGGGTCAGCACATGTTAAACCACAGCCTCTTCCTAGGGGGCCTTACCTTTCCAAGTTAGTGGTAACCTTATAGTATTAATCAACCTAAAGCCAGTCATGTTTAATGTATAAAAGTTAAGATTTTATATAACATAATATGTTATATAATTGAGTTATAGACCTAGCTGTCTTCTAATTTAAGAAATCTATGAGATATAAATATAGCTACATCTCGTGTATCAGACTTTGGCCTTAAACCACTTAACTTTTATTAACTAATAGATAAAGACATGACTGCATCTAAATCTATTAGTCTTAGTGTATTTATAATACACAAATAATGAATTATAAATAATTTAACTACCCTCCCCGCCGGGTACTTAGAAATAATTATAATTCACTGATAATTAATCTAAATAATTTAACCTTTTTATAAAGCTAAATTTATTAGTCGTTATGTATATATCACGTACATAATTTATTAATCCAGATCATCACAAGTCCCTGAACCCTCTGCTACAGTATCTGAAAAGGTAGGAACAACACCTTCC

P23_Contig-2046 not applicable not applicable 220 48.6 ACTCGATGTGGGACTGAGGTGTTACAAATTCCTCCACTTAAACTTTTGACGTCCTCGTCAAGCCTGAACGAATATCCTATAGGTTCCAAGATCGTTCCTCCCTAGCCATTGTGGGATAATACCACCAGCCTTCGTGTCCCCACCTCCGGACCTCTGTCCATTATGGGATAATACCATCAGCTTTCGTGTTCCTACCTCCGGCAACTCGACGAATCAATCT

P23_Contig-2180 not applicable not applicable 278 41.0 TACTTTCATAACCTATATAAGTTGGGGAGGCAATCATCAGACCCGATTAAGACCCCACTCACAAATCAGAGAATTAAACAAGACAAGACTGGAAGCCCCTGCCACATTTTGGAGCAATCAAATAATTGGTTGATTGTGGGGTTGTGAAGGAGGAGGGCTCGCACTACCTGTTTTCGAAGTCCGGGACTACCATTGCTTAGTTATTAAAGGGTGAACTGTACTCACATGCGGTTAAACAAAGAATTAAATGAATTTCTGATAAGAAAGGGTTAACTACA

P23_Contig-2209 not applicable not applicable 229 37.6 GGTGCAGGGTTAGGTAGTCGACCTTTGGAACTGGTGAAAAATTGTTTGAAAAAAAGAAGCTGCAAATTTTGCAAAGATTATACACCTCCGGTCTTACTATGATTATCATCAGGAACTCACAAATAACAGAAGTTTGCTGATAACGAATGTGAGTTCTCAGTTTTTAATGAGCTAATGGATTCATGGTGATTGTTTAACTTGTCGAGATGTTGTTCAGGACTATGTCCAC

P23_Contig-240 not applicable not applicable 653 40.4 CAATCTACCTTTACATCAATTGTCCATCTTTAACTTAAATAATACCCCAACTTTTTTGATATTCCAAAGTTTTGGTGGAGAAGTTTGTTAGGGACGCCTAATAGCCCAATTTACTACTACCTTGCTAATCATCAACCCACGCGGTCAAACTTTCCTTAAAAATTACGATCGTTCTGATTCGGTCTTAATTAGAACTACGTGAGTCAGTAAGATGAAAATAGTCGCTGACCAGACTTGATCCCTGAGTTTTACTCTGGGTACGTAGGCAGCTAGTATATACTACTGGTGCAGTCAAAATAACTGACTCCAATTGTCAGTTAACCTTCTTCAACACAACTCCCTGGATACTTTCATACTCAAGGTTGTGGTGGAGCAGGCTGTTTGGGACGCCTAACAACTTGATTTACTGCAATCTTGGAGTATGTACAACCTTGGGAATTAACCCTCTTTTGGTCAAAAGTACAATTTTTTCCTTAATCCGAACGACGTGAGTTAGAGAATCGAGAATTGTTAGTGACTGGAACTACGCTTTGGGTGCATAGGCAACCAAGAACTATTTCGATATTCTAAGATTAGGGCGGAGAAGGTTGTTCGGGACGCCGAACAACTCAATTCAATGTGATCTTGCGAATCGTCAATCTACGTGGAGAAAA

P23_Contig-3220 not applicable not applicable 262 35.5 TACTATATGAGATGAATAGAGGGTATCGCATATTTGGTTCAGTCAACAGGATTGTAGTTGGTTGTGATCAAGGAACCATCATGGGAGAAGTTATAAATGCTTAAAGTTAAAGATTCTGTGTATGTCTTCATCATCAGTCCTGGTGGAAAAGCTACTCAGCTATATTAATGCTTCTGGTTTGTATTTTGATTGTTGTGTTTTGTAAGAATAAGTCTGTGACATGTGTGACAGTCATAGAAGATATCGAATAATGTTCCAACAC

P23_Contig-33 not applicable not applicable 766 42.2 TTCTGTGAGATTCACCTTTACTTGATGATCGACCTTGTGCCTTTTGACATTCTGTTTGTACATTATCAGCAACCATTTGATTGGCCACCTCAATGGTTTTAACCTTGCCTTTGCTTTTTAGGTCTTCTGACAAGTGGCTTTGCTGCTGCAAATAAGAAGAAGATTTTGAACTCTTTTTCCTTGGCAGTGGATCAACGCGTAAACAAACAGGAGGCAGTTTAGAAGATTTCTTTGGTGAATCTGGTGTTGGTTTTTCAAGAGAAATGGATTTTGCTAGGCTTTTCTTTTCCTCATTGGTGCCCAGTGGAATGACAACATGGTTCGTGCTTGTCTCGCTGCCCAAACCATCATCAATTTTTCTTTTCTCCTCCTCCTCCTCATCATCATCATCGTCGTCTGCTGATTCTTCCTATCTTCATCTTCGACTGCAGGATGTTTGTTCTGTTCTTGTTCGCACATGTCTTTCCGTGCTTGAAGGGATGATCATGAAACCTATTCAACAGGAAGGTACGAACGAGCATGAGGAATTGACCACAACAGCAGCCGATTGTCAGGAGAAAGGAAGTCCAGTTTCCTTTTTGAGAAAGGGGCACGCATCTCAGATGATTTCTCTCTATGAGAGTAAACCATCAAATATAGTTTTTGAGAAAGCAGCTCGAGTTGATGCATCAGTTATTGTGCAATCAGGGTTTCCTCAACCTACTCTTACTGGAGATGGGAAGTTGATTGGGTGTGAGAATCGACAGGGTAAAGATAAGCAATTAAC

P23_Contig-34000 not applicable not applicable 229 37.6 GACTCAGAATATAGTTGTTTCGGATGCATTTCCTGCACTTTATTAACTCTCACACATTGATGGTTCTGAGTTGCAGGAAGGGAATGTCCGTCCTGTTTTTTGGTCCATTTTGTTGGCTGACATTGATGGTTCGGGAAAATACCTTTCATTAGAAAGAAATTACAACGCAGTTATTCAAGAACATTGCACATTAATTCAAACTTGTGGATTTACAAGTACAGTTTAGGCA

P23_Contig-3924 not applicable not applicable 311 41.2 ATAATGATCATATATGGTTCCAAACGTCATTATATGACCCTAATATGTATCCCTAGGGTCTCAAGACTTTTCGCCACCGGGCCCCGTAACCTCAAAATTCCTCAAAAAGCGTGGATTATAGCCTTCAATTTTGGAATTTTTTCGCCCGGAAATAAAAATTGCCGAGATGTTTACCATGGTTCCTAATACCCTCCGGGAGTCCAATTGAGTGGGTGGAACCATCCAATTTGCCTTTAAACGACCAATTTACCGGTTTACAACTTGCACCGATTTCATTAACTCAAGCCTACCACGAACATTTATGACAACAA

P23_Contig-448 not applicable not applicable 771 46.7 TTCCTTCGGCAGCAGGTTCAACTTCCAGCCCATATACTGGCAATGTATTGCACTCTGCGACATCTTTCTGTTCCTCAACACCTTGTCCATCTTGCACAAATACAGGACCAACAGCTTCATCGGTGTGTAACAGAGGCATGTCATTTGTCACAAACACTGGCAACTCAGACCCATCCTCTTGAGTGGCAGGGTCATCTTTGTTGAGTGCTTCAGTGTCTCCCTGCATCTCAGAGTTCACCTCCGTATCTACCATAACAATTGCTTCAGAGGATTCTTCAAGCTCACATGCCGGTGCTTCGGTCAAGTCTTGGGCACGTTCAAATCCCTCAACACTTGATTTATCCTCCACAGATTCAAGTACCTCAACACTTGGTTTATCCTCCACAGGTACATAGTTGATAGATTCTAGTTCCCCAAGCCTATTTTCAGCTGCCTGGCTCACATTTCCATGATTATCGACCGCATAAACTCCTGATTCATTTTCTGACTCAAACAAGCTATGATTTTTGGACTCGACTTCCCCAGTCTCTGCAGACACTGCTGCCTCTGCTGAGAATTGTTCCTGTTCTTGAAATTGACATTCCAGTTTTTCTGTCTCTGCAGTATGCTCCATTCCAGAGTCATTTTCAATGGATGACTCCATGGGCAAGTGCACTGCTTCTAGTTGCAGTGGCTCCGGGTAGCCAGCTTCCTCTACCAGTTTAGCAGGATCCAACAGAGAACCGTTTCCAGACTCAATGGACTCTGCCTTCTCCACCAGAAGTTGTTCCT

P23_Contig-455 not applicable not applicable 324 47.5 TTCTATTAGCCTAAGCGTCTTCGCTAACTCGCTCGCCTACTATACAATACATTAAGTAGGGTAGGCTAACTCAGCCGCTTACTTCTACTAATGTAGGGCTAAGTAGCCGCCTTTTGAATTGAATCTTAAGTAGTCTATCAGTGTGCGAAGCGGCTTTGCCCCTTTTCAGTAGGGGGCGAAAGGTTAGACCTTAGAAAGTCAGCGAACAGCGGTTCATGTAGGTATGGCGTTCCCCCTTGACTCTCCTAACGTCGAGCTAAGTGACTTCGTAACCTTTGCGTAGCGTAGTAGAATGAAGGCTACGCACCGACGCTCTCTTATCGA

P23_Contig-4886 not applicable not applicable 375 38.7 AACTTTCACATGCATATTTTTGATTAGGTCAACAACCCATTTCGTGATAGGTGCAGGAGTCCGATGGACATGGCACCACATCCAAAAAATAGGTCTAGCAGATTCATTTCTATTGGTTTATTGCTCCCTGCGTCTTTGTGAATATCATCACTTTCACTTTAGATGGTCGAATTACATCTGTTTTCAACTTTAGTGCCAACTTCTTCTTTGGGTTTGCTACTCCCCACATCTTGCTCAATATCAACACTCACTTGAAATGGCCAAATTAGATCCAGTTTCACCTTTAGGTCCATCTTGTTCTTTGAGTTTCTTACTCCCTACATCTTGCTGAATGTCATTACTCTCACTTGAGATGGTCAAATAAAATCCATTTTC

P23_Contig-508 not applicable not applicable 252 48.0 ACCTCCGACCTCCGATCTCCCGAGGGTGATAGAAAATGGATGACCTCTTGAAGGACCACTCTACCTCTGTACGGCTACCCGAATTGTCTAAGGACAACTGGCTTGAGTGGAAGGACCTTATATACGACATACTGGAATCAAAGGACCTCCTCTCAACGATTAAACCTGGAGCCGAAACAAAGAAGGACTTAGTTAAGGATGCAAAAGCAAGGGCTATAATCAAGTCTGCTGCTGGTCCTAATTACCGCGTGC

P23_Contig-5451 not applicable not applicable 244 50.8 TCGGTTCTCATCAAACGGGGTTAGCATCATGACGTAATTGTTCGCGGCCTGGAGTCGTGTTCGCTGTCGATGCTATCTTTTTGTTGGTTATGAACCGATGCGGGACTTTTTCGGTGACAATCGTTGCTGACCTCCGCTTGTGGTTCTTAGAGCTTGTTGTGGTCGTTGGTGGCCTTTGTCCAAGGGTTGCTGGAAGGTTAAGCCAAGAGTGTTGGGAACGTTAGCCCCCGGTCTTAGCCCTTAT

P23_Contig-646 not applicable not applicable 578 46.2 AAAAGCCAGAGGTATTCACACTAACGTAGAAACCGGATACTTCCCTCCGACCGACGGGTACCAACTCCAATGAAGGTATCGGAGGAAAAAGCACGGTAGAAGAACAGTGGAAATAAAGCTGAAACTAAAACCTAGCTGATAGTAGTGGAATAGGTGTCACGGTATGGGTTAGCTATAGGGGTCTCCGTCAGTGCTTAAAACATGTGTATGAAAGCATCTTAGACCAGTGGGGTGGCTAAGAGAAAATCCCCGCGCCCAGAGAGCAGCATTGCCCACACATTTGGGATATTCACTAGTGTGATTTTTCAAATGCAAGATGATAGTTACTGTGACTATTGCAACTTAAGCTAGGTGATACGATCCGACATGCTAGCCGACTCTGAACCGCTACTGTTGTAAAAAGGCAGTAGCATGCCATGGTATACTGCGACACGACGGCTCCATACTGGGAATCAAGTGGCTTCGCTTTTCATTCAACAAAAGACAAGACAAGAAAATACATAACAACCGAGAGGGGAAAAAGCGCTCTTTCTACCACTAGTGGGTAGCCAGCGATCTTTGATCGCTGTTAGCGGGGC

P23_Contig-6685 not applicable not applicable 296 34.5 TAATTATAGTCAAATTCGTTTAAACTCTCGGGCTGAGTGACGTCCCTGCTCATAACTGTAAGTCTGTAACTATATCTCCAGTTGAATTATGCCATATGGACCCTTTTATCTGTTTTATACTTGTGTATCTGTATCAGTGACTTGCAATTGACCACGGAGAAACTGAACATTGCTGATTATGAAGATAGATACGTAATTACAGCAACACCGCATTTTAAACAAGGAAAAGAAATAACTGCATTGCATATAAAACCGAAATTACATCCCATTAGACATTAGATATAATTAGACATTAC

P23_Contig-730 not applicable not applicable 261 57.5 TGAGGACAAGAACACCGACCCCGCTGTGTACCCAGGTCACGATGGCCACACCACCTACCCCGTCCCACCGAAGGAGACCCCGTACTACCCAGGCAAACCTTCAGCAACTTACCAGTTGACCACGACCCTGAGCACTTACTACACTCAGCCTAACGGACAGCCAACATACATCCCTCTCCCCGACGAGCCTGTTGAGGAGTGCGATCCTTTGACCGAGGACTGTAATGGCGAAGTTGACCCAGTGCCAGAGTGCAACCCTGA

P23_Contig-7699 not applicable not applicable 262 35.5 TCTCCCATGATGGTTCCTTGATCACAACCAACTACAATCCTGTTGACTGAACCAAATATGCGATACCCTCTATTCATCTCATATAGTAGTGTTGGAACATTATTCGATATCTTCTATGACTGTCACACATGTCACAGACTTATTCTTACAAAACACAACAATCAAAATACAAACCAGAAGCATTAATATAGCTGAGTAGCTTTTCCACCAGGACTGATGATGAAGACATACACAGAATCTTTAACTTTAAGCATTTATAACT

P23_Contig-805 not applicable not applicable 244 50.0 ACCACAACAAGCTCTAAGAACCACAAGCGGAGGTCAGCAACGATTGTCACCGAAAAAGTCCCGCATCGGTTCATAACCAACAAAAAGATAGCATCGACAGTGAACACGACTCCAGGCCGCGAACAATTACGTCATGATGGTAACCCCGTTTGATGAGAACCGAATAAGGGCTAAGACCGGGGGCTAACGTTCCCAACACTCTTGGCTTAACCTTCCAGCAACCCTTGGACAAAGGCCACCAACA

P23_Contig-93 not applicable not applicable 213 48.4 AGAAACGAGTAGGAAAGAAGGCAGTTGCTTCAAAGGAGGTTGCACCCCCACCAAAAGATGAGTCGGAAGATGATGAAGCTGCTAGTGACTCGGATGCAGAGCCCCAAAAACGAACAGAAAAGAAAGCCTTTGATGCAGAGGAGGATGTTAAAGCTCCACCAAAAGATGACTCAGAAGATGATGACGCTGCTAGCGACTCAGATGCAGAGCCAC

P23_Contig-944 not applicable not applicable 714 40.2 GTAGTTCCAGTCACTAACAATTCTCGATTCTCTTGACTCACGTAGTTCTGACTTAAGGCAGATAGCAATTCTCGATTCTCTAACTCACGTCGTTCGGATTAAGGAAAAAATTGTACTTTTGACCAAAAAAGAGTTAATTCCAAAGGTTGTACATACTCCAAGATTGCAGTAAATCAAGTTGTTAGGCGTCCCAAACAGCCTGCTCCACCACAACCTTGAGATATGAAAGTATCCAGGGAGTTGTGTTGAAGAAGGTTAACTGACAATTGGAGTCAGTTATTTTGACTGCACCAGTAGTATATACTAGCTGCCTACGTACCCAGAGTAAAGCTCAGGGATCAAGTCTGGTCAGCGACTATTTTCAACTTACTGACTCACGTAGTTCTAATTAAGACCGAATCAGAACGATCGTAATTTTTAAGGAAAGTTTGACCGCGTGGGTTGATGATTAGCAAGGTAGTAGTGAATCAGGCTATTAGGCGTCCCTAACAAACTTCTCCACCAAAACCTTGGAATATCAAAAAAGTTGGGGTATTATTTAAGTTAAAGATGGACAATTGATGTGAAGGTAGATTGTTTTCTCCACGTGGATTGACGATTCACAAGATCACATTGAATTGAGTTGTTGGGCGTCCCCAACAACCTTCTCCGCCCTAATCTTGGAATATCAAAATAGTTGGGGTGGTGTTTATTGGTTGATTTTGCACCAAAAGT

P23_Contig-979 not applicable not applicable 296 21.6 TTATCGTGGGTTATCGATTTATAAACAGGTTCCTCTAATTAGATAAATGCCGCCAGGATATAAAGGTTGAAATTCCTTAATTTTTAATATACAAGGGTATCTAATCCTTTTTTATATCAAAATTTTTGCTTATTTTGTTTATTATTTGAAATAAATTTTTTAAATTATATTTATATGTAACCCATTTAATCTTTATAATAGTCTACACCATTACCTATTTTTTTATACATTTTTTAGAATAAAATTTTTTAATCTAATCCTCATGGAGGTATATAAGATTTTTTAAAAAGTGAAAT

P3-1_Contig-1135 not applicable not applicable 762 45.7 GTGGGTTGCTACTGTTAGGCTCGGTTAACGGGTAAAATGGACTTAGATGATTAAGTTGCATGAAACCTAGCTCTAAACATGGGTTATGAGTAAACTGAGACTACTGGAGTTGGACCTAACCTTAGGGAACCTTAGTGAATCCTCTTGAGTGGTTTTAGACGGCTGGAACAAGACTTGGACGAAACTGCCCTCTGCAGGGCGATCTGCCCGTTGGGCGATCTCCCGCTAAGGCGGTTTCCACAATAGGCGATCTCCTTGGAGATCGCCCAGTGTGGAGATCGCCCTAACAGGCTGATTTTGCCTAAGTGTTGTGTCTTAGTAGAGAACGAGTTGTAACAGGTTAGTTATGACTTGTTACAGTTGAGGCTGGTGTTAGAGGACAGTGACTGAGCTTGAGGATTGGAGCTTGTTGCTGGCTGTGAGGTGAGTTCTATGACAGTCCCCCTTTCTATACGTTTTTGGGCTGGCATGCATACCCTAATGAGAAGTAAAATGTGAAGTGTTTTGAAGTAAATTGAGTAGACTTGTAGGAAGTGAAGTAGTATGCCTTTGCATGCTAATTGTGTAGGGAGTGAAGTAGTATGCTATTGTATGCTAATGTATGAAGGAAGCGGTATGCCATCGTGTATGCTATGTTGTGTGATCTATCCTACGGGACCGGGGTATGGATAGTCTTTGTGACTTGAAGTATATAAACGGGAGCTTGGGTTCGCGACTCATGTTGTAGCTTGGGATTATATCCCATGTTGGTAGCTCTGATCA

P3-1_Contig-1186 not applicable not applicable 274 45.3 GATTGTTTCTTCAATCGAGCGTCATTCTAGGGTTTGTTGAGATTTGGGGCTTTTACGGTCTGATCCTTTTGTTTAGATCTGTTATAGATCTGGTGTTGGATCGTGTAGCAGTGAAGGTTCTTGACAGACTCTGTGTTAGGGTTTTCAGTCTAAACCCTAAGAGAAGTGTTCTTTTGCTCGTGGATTGAAGATTGCTTGCTGGTACCTGGTGTACGCATCTGTTGACGTGGATCTTGAGCTGTGGAATACCCTAACTTGGGCGCTCCCTCGGTGA

P3-1_Contig-1949 not applicable not applicable 216 60.6 GCCGGCGATCCTATAGGGGCAGAGGCTCCCGGAACATAGCCGGACGGTGAAGATGCCGGCGACCCTTTTGCCGGAGAGGTTCCCGGAGAATTGCCGTACGGTGATGATGTGGGCGAACCATTTGGCGCGAAAGCTCCTGGAGCATTTCCGGACGGTGAGCTTGCCGGCGATACTCTTGTAGGAGAACCTCCCGGCACGTTACCGGACGGTGAATTG

P3-1_Contig-2062 not applicable not applicable 439 42.8 AGAGGGTTATTCCTACACCGCCATGGCTGCAACTCCTGTTGCCCCGCCAAGATACGGGTCAGGTCACTCCATACCGGATGAATGTAGAAAAACCTTCATCATCATCACAGCCTACATAAACAGCATTCATAATAATAATAGCAACAACAACGACAACAGCATGAACAGGAAACAGTTGATCTGAGGTTCAACCAAGCTGCAAACTCGAGGTTAGGTTTGAGCAGATCAACAATGGATACCCATAAGAAATTCCAGCAAAGATCATAGAATTGGAAACGGTGAATGATGATGATGATTACGACGATGATTCAATGTTGCACAGAAAACATCAGAGCCAGAAGGGTCGGGTAATTGCCCTTACCATTCTGGGCAATGATTCATCAGAATTGTAAACTGGCAATTAGGGTTGTTGATGGAAAATGAAATCATCGGCATGCAG

P3-1_Contig-2628 not applicable not applicable 222 30.2 TCATTTCGTTCCTCCATGGAGAACCCTTTATTCTAAGTCACAAGATAAGAATTCACTATCTTTCTTTGATTACAGGATTAAGATTCATTTATATCTATATAATATTTCTATATATTTAGATTTATAGCTATGAAATCGCGGCTTGATAAAAATTTTCATTTCGTTGCATCCAAGATTTTTGTTCCAACAATCGTATGAAGAATGGATGCGAGAAAAAGACTC

P3-1_Contig-28 not applicable not applicable 408 36.8 TTTACTACCAGATTGATTAATTGCTTGGTTGTGTTTTATCAACTCCTTGGTTAAGACTTGGCTGAACACTAGAACTGGGATGCATCTTGAACACTGGCCAAGCTTCGTTGATAGGGTCTTGTTCTAAAAACAGCTTAATCTGGTCAGTCTTGTAGTTTACTTGATTTGTTGGTGTTTATCTGTTATTGACTGTGATTTGGTGTTATTGTTAATATTCTTGATTGTGTACTTAGGTTTCTGCTGAGTAATTTGTTCTGCTGTGTGTTTTTATTTTGTTCTGCTGAGTAATCTGGTGTTAAGTTCTTGTTAAGTGTTTGTTCTGTTTCTGTTTGATCAATATGGCTCCTGTAGATGGGGTTGTTGTTAATACTGCTACACGGATTAATAAGCTAGATGGGTCTGATCCAC

P3-1_Contig-4263 not applicable not applicable 262 47.3 CAAAATGTAATCAAGCCGACCAATGCCACAGATTAGGTATGCAACACAGTAACCCACTAGATGATCAAGGCAAAACAGCCAAGAACACAACTGAAAAGGTAAGAACGCGTAGAAGTTGCTGCTCAAGCAGACATCCAACCACCCGAAACAAACCAAACACCACTCATGCACCTTTACGGTTTGCATTCCCGAAGACCGACCAACTTTTAACCACCCACCAAGCACAAAGGCCAAGCAAGCACCCAAAAGCCAGAACAACCCC

P3-1_Contig-717 not applicable not applicable 224 37.9 TTTTTTTAAAAAAATAATGTCGTATGCAAAAGTTATGGAATTTTTAAATTGGTGGGGGAAATTGGCATGTGCCTTGCATGTGGAGAGAGAAAGTCAACAAATGTGTTTTCCCCTTTATACCCTTTCCCTTTTGGTCCCCACTTGACACATGTCATGCTCAGAATCCTTCCTACCCTTCCTAGCCTAAATTGACTTCCTAGAATAACCTCACCCTAACTTTTTTT

P3-2_Contig-1269 not applicable not applicable 262 50.0 CTCTTATTCTAGACTGCGGGCAAGGCAATTGCATTGGTCTCTGTGCGTTCCAATCCTGCTTTCTTTGGTCTGGGTGATCACGAGCAAAGGCAATCACAGAGACCTTCACACGTTCCTATTCCACAAGTCACAAATGCATCAATAGTCTTCTATTGTGACAGCAGGCAAGGCTATTGCATTAAAATCTGTGCGTTCCGATACCGATTACACCAGTTCCGCCGCGGGCGAGGGCCATTGCAGAACCAGGCTGCACATTCCCTGC

P3-2_Contig-14 not applicable not applicable 565 52.4 CTGAAGCACAAGGCGTGAGGGCCTTAAACCTCTTTAACCCCAAGTCGCTAGTGGTAACCCTAGTGCAAACCCCGAAGGCAAGAACGGTCGCCCCTGCGGCGTGCCGTCCCCTTCTCTGGCAGGACTTCGGTTCTCGCGCATTTATACCTTTGCCTTGACCGGCAGAGTTGGCGTTCAAAGATGCTCTGTAATCTTTCCTTGGTAGTAGAGGCGAACTAAAGAAAAGGCAGAACGACGTTCGACTAGGGATGTTATGCTGATTCTTTAGCTCCTTGCACGGAGTGGTCCTTGACTGGGTCGTCTTCGTGGTCTCGCTGCCTTGGATTGCTTTGCATCTCGACGCCGTAATAAAATTACCTAGTCAATTCAGCTTTGCTGCGGTCCTCTGCTGCTTGCAGCATGACAAGTTATGCAGCGCCCTTAGCCGAGGACGTGGGTGGACTGGTGTGAAACAACGGAAATCAGAAACTCTTCGGAGGAGTAAGTTGAGCCGATGCAGGATGCGCTCAGGAAGCCAGCCTTGAGTGAATCGACGCTTGAGGGCGTACAATACCTCAACTATTTG

P3-2_Contig-1530 not applicable not applicable 331 37.5 TTATTTGGTAAAACTACGTTGCTCGTCTTCCATTTTTAGTCCAAAAAGTGGATAGCTTTTCTAGACGGAGGGTACTAGTTTACTATCTACAGGAACAACATCTACTGGTTTTCTTGCTAATGCATACAGAACGCAAAGGAAACCCTTAACGTGATGGCCTTAATTTATGCAATGATTACATCTGATCCATTTCTGGCTTCTGGCTTCGCCTTTCTACATAGAATCTAATTCGCATGAATCTCCTTCCCAGTTTGTAATAAATACGATGACTTATCTTTCTTCTTTTGTGCATGCCATTTAGCTGTGTGTTAGCAAGCTTAGTTTCTAAGAA

P3-2_Contig-154 not applicable not applicable 368 51.6 GATGACGAACAATCGACCGGGTGGATCGCGGGACGTGTATGGTGGGCTTTGGTTTGACGAAGGGTTGTTAATGCCCTTCTGATTGGCTGTTAGGCGACAGGAATGTGCAGCTGGTTCTGCAATGGCCCTCGCCCGCGGCGGAACTGGTGTAATCGGTATCGGAACGCACAGATTTTAATGCAATAGCCTTGCCCGCTGTCACAATAGAAGACTATTGATGCATTTGTGACTTGTGGAATAGGAACGTGCAGAGGGGTCTGTGATTGCCTTTGCTCGTGATCACCCAGACCAAAGAAAGCAGGATCGGAACGCACAGAGACTAATGCAATTGCCTTGCCCGCAGTCTAGAATAAGAGCGAAGCCCATCT

P3-2_Contig-1640 not applicable not applicable 259 55.6 TTACTAACGATCGTTTTTCTGCTTCTTCCACACTTGGACCGCGGGCAAAGGCCATTGCAGAACCAGCTGCACATTCCTGTCGCCTAACAGCCAATCAGAAGGGCATTAACAACCCTTCGTCAAACCAAAGCCCACCATACACGTCCCGCGATCCACCCGGTCGATTGTTCGTCATCCGGGTGGTTCCCGCGCCCACTCTTTGGAGAAAAGAGCTCACGCAGGCGACCACAGAGTCGTAACGGCGCGCTTGTCAAGCGCA

P3-2_Contig-371 not applicable not applicable 290 32.8 ACGGGTTCACAAAAGATTAAGGGGTCAAACTTACTTACTTTTACTTTTACGATAAAAAGGACAGTTTTAGGCTTAGCCGGTTTTTGGCTTAGCAGCCTTTTTGGATGTAAAGATAAGAGTAAACTGAGAATGATTACCTAAATGAGTAAGGTAAAATAATATAATTTTTACTTAAATGAGTAATATTATCGCCTTGTCCTAGATAAACCAATTATTAATTAATGATTAAGTATCTAATGTTAGACCCGAAGCCTAGTGATCTTACCATGATCAGGGTTATAAAGGCCCGA

P3-2_Contig-515 not applicable not applicable 232 33.6 AGAGAGTCAATACTTAAAGTAGGAATAAAATTGATTTCACTAAACATAGTTAGTAAATCGAGGCATACTTTTTAATTTAAGTATCCTTATTTTCCTGTCTTTTCAACTCATTTCTATCTAATCCATTTTTTTGGGCTCGGCTATTCATCTAGCCGAGCCCTTCGCCTTTATGACACTGAGCCTGGCAAAACAATAACAATAAAAAACTCTATTCTATTTGCCGAGTAAAAGG

P3-2_Contig-608 not applicable not applicable 759 41.8 TTTTTCTTGTTTTCCTACAATTTTTAAGATCATTTTCTTTTCTAGCTATAACACGATTGGTGTTCCATCCTTTGTTGATAATAAGAATTGTTTGTCTTGTTCTCTTGTTGATAGATCTAAGAAAACTCATACACGAATAGGCCTTGTCCATCCTGGTTTGTTTCCAGCTAGGTCTCTTCTGTCAATCCCTTGGCATAGTCTTGCTTTTGTAAAAAAAAAAAAAATAGTAAAAAAAAAGAAAGTCTGTCTGGTCTGGTGTAGCTAATGTGACTTTCTCGATCTATAGTTCTTCTTCTTTCTCTCTCTTGACCAATGCTCTGGCTTCCCTCACTCAAAAAATCAGCCGTTGTGACACAGGTGTCTCGAGGTAGGCCGTGGATTGAATAGAGAAAGAAGGAAGTGCTTGCGCCTTAGGAATCTTGCGCTAAGGCTTGAACTTGCTGCATTCTAGTTTCCAGGAGCGCACTGGAGTTTGATCTTTCAGTCGTTCATTCTTCAAGGCATAATCTTTCGTGACAAGCGGAAGACGGAGGAGCAGGCAAGAAGAGCAAGTATAGTGAAAGTATCCTCATGGGCCAAACAAAAAGAGGTTGAGCCCCAACGTCAAATTAATGCATTGATTCAAGGGGTACCCGTGCAAACATCGTCTATCTCTCTGGTCAAGTGGCTCCGCTCTTAGGGAGAGAATCTACGGATTCTGTGAAAGGGCTTCCCTATCTATGATTGAGCTCTCGCTCTTACTCTTTCTATCAGTCGTGT

P3-2_Contig-784 not applicable not applicable 321 46.1 GAAGAAAGCGATTCTGAAGAAGAGGTTAAGGCTGCCCCTGCTAAGAAACCTGCAGCAGCTGCTGCTGCAACCAAGAAGGCTGATTCTGATGATGAAAGCTCTGAAGAGGAGAGTTCATCTGATGATGAGGAACCTCAGAAGAAGAAGAGTAAGCCAACTGAGACAAAAGCTGCTGCTAAACCAGTAGCAAAGAAAGAAGAGAGCTCATCTGATGAGGAAGAGGAAAGCTCTGATGAAGAGCCAGCAAAGCCTCAAGCTGCTAAAAAGGTAGCTGCAAAGAAAGATAGCAGCTCTGATGAAGAGTCTGAAGAAGGTGATGAG

P3-2_Contig-838 not applicable not applicable 753 39.2 TTAATTGTGTCATCCAAAAGGGTCTTAGGTTTTACATGACCTGTTTTTGTGCTACACACTGAATGATGTGTGAGGTGGGGTCTAAATAGCATTCAAGTAGCTTGGTGATGTGGTGTGCGGAGATAGCTAACTTAATGATAGAAGATTAGATCCTGTTATGATTAGATTATGGAAATTGGTGTGATAGAAGTAGGTTGCAACAAAACTGGAGTAGGAAGACATAAATCTGTGTGTCATTTCAACAAACATGGAGACAGTTTCTCCCTCTTCTAACATAGTGAGAACCACCTGCAGCTGAAATCTGATATGCTAAGTGTCATTAGGCAGTGATAGTTAGGTTCTTACTTCTCAGACTCTCTAATTTGTTAATTAACAAAAACAATCTATGTCGACTCCAAAGCTCCCTCTATTTACTAACTCAAGCATTCCCTCCCAAATCCTCTTTCCCTGTGTCAAGTTCATGTGTTGCAGTCCATCCAGTCAGACTTGAAAGCCAATGGTTCTTCATGTTTGGTAAGCCTTAAAGTATGGGTGGGATTACTTTTAAGTTGTGATGGTTTTTTCCTGAAGAAGATTTGGTGCAGAACTGCTGTTGAGGTAGGCTTGTCCTTGATGGGCAGGACCATTAACTCGATATGTGCATCACTAGTCCTTTCTCCCTGTCTTTTTTGTTTTCTTTTTTCTTTTTGAGGACGTACTTGATTTTGTGATCTATTGCTTTTACCTTAGGTTATGCCACCTTTTAGTGGTATC

P3-2_Contig-987 not applicable not applicable 514 53.3 TCAGACATGGGCTTCTTGAGTGTTGCGCCCCGGCTCAACTTACTCCTCCGAAGAGTTTCTGATTTCCGTTGTTTCACACCAGTCCACCCACGTCCTCGGCTAAGGGCGCTGCATAACTTGTCATGCTGCAAGCAGCAGAGGACCGCAGCACAGCAGGCTGGCTAGGTAATTTGATTACAGCGTCGAGATGCTTTCACTCTAAGGCAAGAAGACCACGAAACGACCCAGTCAAGGATCGATCCATGCAAGGAGGAAAGAATAGGCAAACGTCCCTAGTCGAACGTCGTTCTGCCTTTTCTTTAGTTCGCCTCTACTACCAAGGAAAGATTACAGAGCATCTTTGAACGCCAACTCTGCCGGTCAAGGCAAAGGTATAAATGCGCGAGAACCGAAGTCCTGCCAGAGAAGGGGACGGCACGCCGCAGGGGCGACCGTTCTTGCCTTCGGGGTTTGCACTAGGGTTACCACTAGCGACTTGGGGTTAAAGAGGTTTAAGGCCCTCACGCCTTGTGCG

P37_Contig-189 not applicable not applicable 332 35.8 TCTTTTTCGTTACTCGTGTCAGCATTCTCGCTTGGGATATACTGGACTAGCGCTAAATAGCGCTCAAACTACGTTGTAGTTATCTTTAAACTTATGTACGTCGACTAGTTATTATTTACTAATAGTAGTGCTTTTTTCTTCCTAGTACAATACTTTTATATTTCCTTTGTTTCTAGTCCTATTTACCCAATGTTCCGCTACCCCATAAATAATACGCAACTAGTGTTTACGTATATTACATAGGATTACCTTTTGCTTATAATCATTACCCATACCACTCACTTGCGGGTTTTGTAAATACAGCGAAACTTCCTACAGCAAAGGTAACCTAG

P37_Contig-724 not applicable not applicable 308 44.5 TTGGCTACAGTGAAATACCACTACTCTCATAGTTTCTTTACTTACACGGTTAAAGGGAAGTTGGGATAGTGTCTCTCTCACTTGGGTTTACCTCAGGGTTCGGGAAGGCCTCCTATCCTTAAATTCTAGAGCAAAGTGTGGGTACTTTCATCAATGCTCAAGACCCTATGACTTGTCTTGTTCTTCGGGACTTGATGAGACTTAGACTTGAGTTTGAAAGGTAACGTGGGTGTACCGTAAAGAAACTTGTTTCTGGTGCATACTACAATCTGCATGATCCTCACCGTGGACATTGTCAGGCGGGGAGT

P38_Contig-38 not applicable not applicable 217 35.5 TATCTTATTGCAAAGTGCTTTGTTTTAATTAAACAGTCGTACAACGCCATTTTATGTCTCCTCTCCTTATCTTATATTCATCGATAAGGATGGCACACCTTATCCCTAAGTTACGGTGTCATTTTGCCGAGTTCCTTAATGATTGTTAACTCAAACGCCTTTGTATACTCTACTTGCTTACTTGTGGTAGTATCTAGGTACGGTTATTTACTATTTA

P40_Contig-32 not applicable not applicable 217 28.1 CTTACTGCGTCTTGCGGTCTTTATGCCCTGCTTACGCAACTGATAGACGTGTATGTCAAACAGTAAAGCAAGATTAAGCCATTAAACTTTTAAAGTAAAATAATAATCATTTTCTTAATATCAAAAGCATATTAAGAAAATAAACTAAAACACTACTGTCACTTTATAAACATTGTCTTAGTGTTTTATTTACATCTATTTTCCATATAGTTAAAAT

P42_Contig-1275 not applicable not applicable 238 44.1 TTCTTTCCCCAGTGTTCCTGGCATATATGGTTTTTAGACCACAATAAGTTCTTCAACAGCTACAGTTTGACCCGCAACTGCAGTTTGATCCGCAGCTGCAGTTGTCGCACTCCTGGTTGTAGTTCTTCTCGCAACTGCAAGAGTCACCGCATTTGCAGGAGGAGCCACATCCACAGTTAGAACCTGCCATTTCTTCTTTGTTGATTATAGATTGTTGTAGTTTCTTTTCTTCTTCTTC

P42_Contig-1579 not applicable not applicable 210 49.5 GCATGGACCTGGTATTGGGGGAATGTTAGCTGGAGGGGCTGCAGGTGCGGCACTTGCTTATGGTGCTACTCATTTGTTACATGGAGGTTCTCATCACGGAGGTGGTCATTATGGAGGACATGTTGGTCATTATGGACATGGTGGTCATCATGGTCATGGCAAGTTCAAGCACGGGAAATTCAAACACGGGAAGCATTTCAAGCATGGGAA

P42_Contig-1912 not applicable not applicable 283 44.2 AGTGCAGAATCTTTTATTCGAATGACTATTCGGTTCCCGTTGTGTGCGATGACTTGGCATTCATATGGTCTTCTAAGCAGACGAACTAGTATTCAAGCTTGAGCCAGCATCGGTCCATCAGGTTTTGTCTGGCGCGTGTGGGAGTTATTGGTTTCGGTGGCGAATCATGTCTGCTTGATAGATTTCGTAGAAAATGCTTTGTACTCGTACACCAGTGGATTGCATAGACTCAGAATTTTGATATAGCCTAGTGCCTAGCTCTTGTTTGAGTCCTAACGGTTCT

P42_Contig-262 not applicable not applicable 511 52.4 GTTGTTTTGCCCCTCGTTGCATATTTCCAAGGGTTGCTTTGGGCATAAGCCGCCCCGGAGCATCTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCAATGATGGAACGCGCTGGGAGCCTTTGGGCTCCTCGCGGACTCCGGTTATTGCGCAAACGACGGTTCGGGCACAGTGGAAGTAAAAAGACACGCCGGTCGAATCCTAGCAAGCGTAGTAACCGGATTTGCTGACGGTGTCGGTTGGCGGTCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGTTTTGTTGTGTGTTCTCTTTGCACTTATCGACGCAGGCGTTTCTATCGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAGCGACGTGTGCAATGCGAGATGTGCGTGAGTGGTCCCTTCTTCC

P42_Contig-280 not applicable not applicable 281 43.1 GTTGATTGTCTGCTTGTGCAGGAACTGCCATGCGTTCTTACCTCTTCAATTGTCCCTTACGATGATTATATGGTGAAAACCACGAATATTTTTTGTACAAAACATTTTTAAACAATCATTTGGTGGGTTCATGATTTCGTATCGTGTGGTGCATTCTGGGGGTTGTTCTGTCTTATGATTGCTTTCTCACGCATGTTGCCGAGGGGGTAGTTGTCTGGTAGGCGATCTTCGGGGATGATTTCCATAAAGGTGCATGAGTGGTGTTTGGTTTGTTACGGGTG

P42_Contig-317 not applicable not applicable 574 31.9 TGAATTGTCTTCTTATGACTCATCAATCAGATAGATTCGTTTTTTGAAAGAACTGTTCAAGGAAAAAGCAACCCCCTCGCCCAGTACCAGTTCATCCTCAGACCTGCCCCCCCTCTTCTTCCATCAACTAAATGGATTCTGAGATCTTGTTCATGAGATTAAGAAAAAGAACTCTCTTTCTAAATTATTCTAATTTTTATGTATAGTAAATTACTAATCTTTTCTTTTTCTCTGTTAGAAAAGAGAGAGTTTCCAATTTTTTACTTCACTTCAATACTCAATACAATAATAATATTCAATAAAATAAATAGGAGACTGGAAATTAGAGTCTTTTTCTCGCATCCACTCTTCATACGATTGTCGGAACAAAAATCTTGGATGCAACGAAATGGAAATTTTTATAAAGCCGCGAGCTATAAATCTAAATATAGAAATATTATATAGATATAAATTAATCTTGATCCTAAAGAAAGATAGTGAAAATTTTTCTTATCTTGTGACTTAGAATAAAGGGTTCTCCGTGGAGGAACGAAATGACAATTTGTTCCTATAGAACATCTAGGAACAAGACGAT

P42_Contig-424 not applicable not applicable 512 52.7 TAACCGGAGTCCGCGAGGAGCCCGAAGGCTCCCAGCACGTTCCATCATCGAGTTGAACCTGGGCGGACGCGAGAAACAACCCTTAGGAACGCTATTCCGCTAATGCACATTCCGTCATCGAGTTGCTCCGGGGCGGCTTATGCCCAAAGCAACCCTTAGAAATATGCAACGGAGGGGCAAAACAACGGAAGAAGGGACCACTCACGCACATCTCGCATTGCACACGTCGCTTACGTTAACCATTAATTAGCAAGACCCCAGCTCAGAAAAACTGTGCACAATAGGCCACACCAATTTAGGTCTTCGATAGAAACGCCTGCGTCGATAAGTGCAAAGAGAACACACAACAAAACCCACATTAGCTGCCGCTAGCACGCGAACGCGCCTCAAATCGGTTGGCAAAAGCCAAAGCCCGCCAACCAACACCGTCAGCAAATCCGGTTACATCGCTTGCTAGGATTCGACCGGCGTGTCTTTTTACTTCCACTGTGCCCGAATCGTCGTTTGCTCAG

P42_Contig-482 not applicable not applicable 284 50.4 ACCATATGAATGCCAGGTCATCGCACACAACGGGAACCACATAGTCATTGTGTGAATCCATGCAATCCACTGGTGTACGAGTACAAAGCATTTTCCACGAAATCTATCAAGCAGACATGATTCACTACCGAAACCAGCACCTCCCACCCGAGCCAATCACCTCCGTCCTTCGCAGACCATATGCTAGCATATGGCCAGGGGGTCATTACGAAAATACCGACTACCGATTGCTACTACGGGTCACCTTCGGGTCATTGCGCCAGTCACCTTTGGGTTCTTCGCAG

P42_Contig-491 not applicable not applicable 406 30.5 CAAGATGAATTTCTATGTTAAGTAGAGTTCGTCGATGTATATCTATCGGATGTGGCTTCATGTACCAAATATTTTTATATCGACGCAGCCGGTATTTTTATTTTGGTTACCACGGTGTAGTGGAGAATGGATGCAAAAAAGAGACTTTGATTTCCAATCTTGTATTTTTTATTGAATTTACCAACAAAATAGCAAATAATCTCTCTATCTAAGAGATAAGACTTAAATGTGTTTTTTGATCATACATGGTAAGATCGATGCTCGCGTTTTCCATTTATCTGCAGTAAAAGAAAAGAGACATAACAAAGAAGACACTCAAAAATTATATATATGGAATTGGAATAGTTTAGTACACCTAGAAATTAGAACAATATAGAAATATCTTTCTTTTTATCAATCTAACGAA

P42_Contig-512 not applicable not applicable 226 34.5 ATATCTTAAAAAGAAAAATAGGATAACTCCCCTTTTCCTGGGCGGGTCAACAAAGTCATGAAATATTTCGATTTACTTTTTCTATAAAAAAATGGATTTACCTGGACTAATACATGATTTTCTTTTAGTTTTTCTGGGATTCGGTCTTCTAGTAGGAGGTCTGGGAGTGGTATTACTTCCCAACCCAATATTTTCAGCCTTTTCCTTAGGATTTGTTCTTGTTTGT

P42_Contig-608 not applicable not applicable 319 30.1 TATTTTGTTGTGAACCGAGTAATTCATAGAATTGTTTATATCTAAAATAATAACATCTCCTTCCTTTATATGATCCCCTATAGTTATATACATACAAATAAATAGATTGACTGGAATTTCAGACATCGGCCCGACGATGATCCTTTTTTCAAAAGAGCGCAAATTTTTTTACGTTTACACATGCATAAGAGCTTTTTTATTTATGTTTGTAGGAATCTATGTGTTATACAATATTCTACCAAATGGGTCTTATCGAATCGAAGTTTTTAAAATAAAAAAAGGAGTGATACGATTAGGTCTCAGCCGATCTAAAAAATCT

P42_Contig-707 not applicable not applicable 281 43.1 GCCTACCAGACAACTACCCCCTCGGCAACATGCGTGAGAAAGCAATCATAAGACAGAACAACCCCCAGAATGCACCACACGATACGAAATCATGAACCCACCAAATGATTGTTTAAAAATGTTTTGTACAAAAAATATTCGTGGTTTTCACCATATAATCATCGTAAGGGACAATTGAAGAGGTAAGAACGCATGGCAGTTCCTGCACAAGCAGACAATCAACCACCCGTAACAAACCAAACACCACTCATGCACCTTTATGGAAATCATCCCCGAAGATC

P42_Contig-807 not applicable not applicable 321 46.7 AGTGCTGAAAGCATATAGGCACGAAGTTTACTTTAAAATATTCTTAAATATACGTCAGAGAATACTACGAAAAATGGGGGGGGCTGGGGTGTTCATTAATAAATATTTCCCAGCGATCGATAAAAAAACTAGTTCCCTCGATTTATCCCCCCTTCCTTCGGCGGGGGGGATTAGGGAGGGGACCGGAGGCGTCCCCCTCGGCTCGAGCCGGGAACCTAGTTCCGCCTCGCGCGGGACTAACCTGGAAAGCACTAGGATGTTACTAACACTTTAGTAGATATATAACATAGGCACGGCAGGAACGCTATGTTAGTTAAAATA

P43-2_Contig-43 not applicable not applicable 213 31.9 TGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCAATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTATCTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTAGTGGTGAAGCAATGAAAATTAGTTCATACT

P43-2_Contig-60 not applicable not applicable 213 32.4 TCAATTTTAGAAGTATGGCACAGTTACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAAAAAACACTACAGAATTGGCACAAAGGCACCCTGAAACAGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACCAATAACAATAAAAATGTAAGTGTGGTATTGAG

P44_Contig-12 not applicable not applicable 686 55.8 ATAAAATTGACTCGATGGCGGATTTCTTTGACTTGTGTGTCTGGGCTTTTGTACGTGCGGTGCATGAGTGGCGCTTGGCTTGTGGCGATTTGTTGGTTCCCTGCTCCGGCAGCGACAACATCTCTCCCTAGCCTTTTCATTTTGTGGCCGATGATGTCAATCGTCGGCCGTGTCGGGTTTTCTGTGTTGCATACCTACGCGATGGTATTCGGTCGGTTATAATGGGGAAAGGTCCACTAAGTGGTGCTCCACGCCGTGTATGCGCGCGCGGATTCCAGCACGAGGTGGATCCTTTAGGCGGTCGTCGTGCTACCACAATCCTCGCACTTCGGTTCGATGGTTTGATGGCTCATGACGGTCTGCTTGACATCTTGGGTGCGGAATATTACATGGATATGGGGTCTAGCGCCCCTATTTGTCCCGTATAGCAAGCGTTTACGCTTTGTTCCCCCGAGATAGTTGGCGCGCACGCGTGACGCTGTTGATGAGGCGCAAGGTGTTAATGCTGCTACGCGAGTTGGCCGACCAAAAGGGGCGATTAGGCGCGCTGACACGGGCGCAAGCGACAGTCCGTGCGCGAAGAAGGTCGCAACGTCCGGGTGAGGTACCGACCGAGGGGTTGAGGGATTTTTCGTGCCAATCGGGACTTGCTTGGGCGTGCTTGCCGGAGATTGCCGAGTTGGGTC

P44_Contig-296 not applicable not applicable 226 52.2 CGACCGGAGTAGACCCTTAAACGAGTGGACGGGTCAACAAGGCTTGCTAGGCAAGAATTATGGCATGCCTAGCATGCCATAACGCTTGCCTAGCAAGCCTTGTTGACCCGTCCACTCGTTTAAGGGTCTACTCCGGTCGGAACGGATCAACAAGGCTTGCTAAGCAAGCGTTATGGCATGCTAGGCATGCCATAAATCTTGCCTAGGAAGCCTTGTTGATCCGCTG

P44_Contig-44 not applicable not applicable 733 29.7 TGAATTTTTCTTAAATTTCCACGAATGGACTCTTATCAAAATTCAATTAGATAAGTTTTATAAGTATAATGGGGAACAGCGGATCCCTTTTGTTTCAATATTTCATTTCAAAATTCAAAGAAGTTTTCATCCCATCGAACTCTTTCGAGCATCTATCCACCAGCCAATCAATTCAATTACTTTTCTTCTTGGGTTGGCTTGGCAATGATAAAAAAAGATTACTAATTTGGTTTTTTCTTAATATATACCAAACTTTACTTTTTTTTTCTTTGATTCTTTCGGCAGGTACTGGGATTAAGTTTGTATCTTTATCATAAATTATAGTTTATAGTACAGCGTCTTACACGAAAAAAGACTAATCTAATTGATAGTATGGTAGAAAGATTCATATGAATCTTTCTACCATACTATCAATTAGATTAGTCTTTTTTCGTGTAAGACGCTGTACTATAAACTATAATTTATGATAAAGATACAAACTTAATCCCAGTACCTGCCGAAAGAATCAAAGAAAAAAAAAGTAAAGTTTGGTATATATTAAGAAAAAACCAAATTAGTAATCTTTTTTTATCATTGCCAAGCCAACCCAAGAAGAAAAGTAATTGAATTGATTGGCTGGTGGATAGATGCTCGAAAGAGTTCGATGGGATGAAAACTTCTTTGAATTTTGAAATGAAATATTGAAACAAAAGGGATCCGCTGTTCCCCATTATACTTATAAAACTTATCTAAT

P44_Contig-570 not applicable not applicable 268 35.4 AAAAAAAAGAGAGCCTAGCCCCTCATAGGATCCCCTATCTGTACATATATAAAAATGTCTGCACGTATATAACAAGCTTTGCATTTCTTTCAGGCATCCGCTACAGTCTCAATTTATTTTCAAATAGCCCATTTACTTAATATCTTATATTTACGCCTGCGCCTAAGAACCTTTTTCATTTATGTTTGAGAAGGGAGCTGTCTGCATGTTCTATCAGATTCTACTAAACTAAATAGATATCTGTATTATGATCCAAGCCTAAGTCTTG

P44_Contig-646 not applicable not applicable 287 57.5 GCTTGTGACTTGGTCGAGTACACCGAATGGGCCGCAGCCATGGGGTCGGGCTCCTGTGCGAACCGGTTGGCCTTGTGCCATCTTAGAAGTAGCACTTCCAAACGCGTGACATGCATTTCGCTCAGGGTGGTGGAGGCCCAAAGCGTTCGGATTTGCCGATGGGGATGTCGCGGTGCCTGGGGAAAGGAGTCGAGCCACAAGAATCTATCCCACCACAATTCAATGTCCCACCCGTACAAAAACAGCCTCGAGGTGCAGTCAGTGCTCGGGAGGCGAGTGAATGAGCA

P44_Contig-89 not applicable not applicable 348 39.9 CCCATACAGAGGATAGGCTGGTTCGCTTAAAGAGAATCTTTTCTATGATCAGATCCAATCATGTTGTACATGAACAGGCTCCGTAAGATCCAGTCGAATGTGTGATTTTGCATAATATAATCTAGATTATATTATGCAAAATCACACATTCGACTGGATCTTACGGAGCCTGTTCATGCATGACATGATTCAGGGTTGACCATAGAATAGATTCTCTTCAAACGAACCAGCCTATCCTCTGTATGGGCTTACGTGATGGTTGGAACAAAGACACATTTGGTTGTGAATTCAAATGTGGCAGATAAGCACATATCTGCACAGACCAATCAATAGTTCAAGTCACACACT

P44_Contig-91 not applicable not applicable 568 51.2 CCAACCACCTATGGCCGTTCAGCTTAACCAAGATTGAGTTCCTAGCATGTATAGAACAACCTTTAGGTGTGGCTAGCCGTTGGGGGTGGGCAAACGAGCAGGTGGTGGGATAATCGGTTTTTTGCTGCTCGGGATCTCAATGCTCGTGTGCTCACGGCCCTTTAGCCTAGCCACAAACACATCCTCCGCTCCTCTCAAACCCTTTTGATGCCATGAAACATACCTTAAGCCCAACAAAAGGAAGCCTTGAGGCACAGTCGGCGCTCGGGGTGAGGGCAAACGAGTAGCTTGTTGGATAATAATCGGTTCTTGCTGCTCGGGAGCTCAATCGTCGTGCGTTGGTTAGGCTCAGCCCAGCCATTAAACACATGTTACCCTATGCGAGAACCCATTTGACAAATCAGAACCCAGCTTCCACCCCACAGACAACATCCTTGAGCCTTGATCGGTGCACGGGGGGCGAGTGAACGAGCAGCTTGTGGGATTATCGGATTTTTGCTGCTTGTGATCTTGATCCTTGTGTGTTGACCACTATCAAGCCCAACCTCAAACACAACACATCATCCAC

P44_Contig-93 not applicable not applicable 686 56.0 TGACATCATCGGCCACAAAATGAAAAGGCTAGGGAGAGATGTTGTCGCTGCCGGAGCAGGGAACCAACAAATCGCCACAAGCCAAGCGCCACTCATGCACCGCACGTACAAAAGCCCAGACACACAAGTCAAAGAAATCCGCCATCGAGTCAATTTTATGACCCAACTCGGCAATCTCCGGCAAGCACGCCCAAGCAAGTCCCGATTGGCACGGAAAATCCCTCAACCCCTCGGTCGGTACCTCACCCGGACGTTGCGACCTTCTTCGCGCACGGACTGTCGCTTGCGCCCGTGTCAGCGCGCCTAATCGCCCCTTTTGGTCGGCCAACTCGCGTAGCAGCATTAACACCTTGCGCCTCATCAACAGCGTCACGCGTGCGCGCCAACTATCTCGGGGGAACAAAGCGTAAACGCTTGCTATACGGGACAAATAGGGGCGCTAGACCCCATATCCATGTAATATTCCGCACCCAAGATGTCAAGCAGACCGTCATGAGCCATCAAACCATCGAACCGAAGTGCGAGGATTGTGGTAGCACGACGACCGCCTAAAGGATCCACCTCGTGCTGGAATCCGCGCGCGCATACACGGCGTGGAGCACCACTTAGTGGACCTTTCCCCATTATAACCGACCGAATACCATCGCGTAGGTATGCAACACAGAAAACCCGACACGGCCGACGAT

P44_Contig-95 not applicable not applicable 568 51.2 AGCCACACCTAAAGGTTGTTCTATACATGCTAGGAACTCAATCTTGGTTAAGCTGAACGGCCATAGGTGGTTGGGTGGATGATGTGTTGTGTTTGAGGTTGGGCTTGATAGTGGTCAACACACAAGGATCAAGATCACAAGCAGCAAAAATCCGATAATCCCACAAGCTGCTCGTTCACTCGCCCCCCGTGCACCGATCAAGGCTCAAGGATGTTGTCTGTGGGGTGGAAGCTGGGTTCTGATTTGTCAAATGGGTTCTCGCATAGGGTAACATGTGTTTAATGGCTGGGCTGAGCCTAACCAACGCACGACGATTGAGCTCCCGAGCAGCAAGAACCGATTATTATCCAACAAGCTACTCGTTTGCCCTCACCCCGAGCGCCGACTGTGCCTCAAGGCTTCCTTTTGTTGGGCTTAAGGTATGTTTCATGGCATCAAAAGGGTTTGAGAGGAGCGGAGGATGTGTTTGTGGCTAGGCTAAAGGGCCGTGAGCACACGAGCATTGAGATCCCGAGCAGCAAAAAACCGATTATCCCACCACCTGCTCGTTTGCCCACCCCCAACGGCT

P45_Contig-62 not applicable not applicable 472 28.4 TTTACTCCATTTCTTTATGTTGTCACATATAATCTCCTCATCATTTTATCCTTTAGGTTTAATTTAGAGACCGATTAACTTTCCCATAAGCTTAAGGCGAGGGGCTATCCCTTTTTCGTTACTCATGTCAGCATTATCACTTGGGTTATCATATATTTATTATTAAAAACAATAAAAGTAACCATTTGGATTTACCCAACGTTCTGCTACCCCATAAATATAAATAAGATATTATATTTTGGTATGGACCCCCAGGCTAAAGATTCGTTAATTAATAATATAAAAAGTGAATTTTTATTTTTAATCCCTTGGTTCATTTTTTTAATTAATCTTTGATTAATTAAACAAGAACTAAAGAAAAATAATTACTAAATCTAGAACTGGTTTTTAATTATTTATACCTATGGACAAGGTGTCGGTATATTGTTTAGATCCGTTAAATTTTCGGTGCAACTATCAATGTAAAGTTTTG

P45_Contig-7 not applicable not applicable 344 33.4 GTACTATCTATTTAAAACCTATTTACCCAATGTTCCGCTACCCCATAAATAATACTTAAATAACCTTTAAGTATAGTAAACTAGGATTATACCTAATATAATTATTATGGACAAGGTGTCGGTGTTTTGTTTTAGATCCGTTATATCTTCGGCGCTTTTAACTAATTAGGTTAACGAATTAACCATTTGAACCAGTGCTCTGTTACGAGGTCTTCAAAAAATGGCCGCTTCTAAGCCTATTTCCTGGTTGTATTTGAAGAAAACTTCCTTATTTTCACTTAACAATAATTTTGGAACCTTAACTCTTGTTCTGGGCTGTTTCCCTTTAGACATACAACCTTATC

P46_Contig-1109 not applicable not applicable 412 46.8 CTTCGAATGGAATCTTAGCCCGCCTCACTTGACTGAGCATAAGCGAAGTCAAGGGATTTCCTTCTAACTAGTGGCTGAGAGTAAGCAAGCTACCTTCATTCAACAGATTTGTGGTTGAGTCAGCTCCGAGATGAGAAGGCGTCACATTCCCCTTCCACCTTCGCCTTTGACTATATAAGGTCGGGTAAGGAATTCTATTATTCTGGTTTATAGGCGAGATCTTTTCTGCGCGTCCAAGTCAAAGAAAGAGGGGAAGAACAACCCCGCAAACGTAGCCCTGACTACATTCCACTGTGACGGTACGGAATTTGAACGGGGGAATAGTCAAAAGGCGAGCACTGAAATGAGAAAGGCTTGTAGACTCGTGACGCTGAACGAGACATTCGAAAACTAAAGCGCACACTAGAAAGTG

P46_Contig-1196 not applicable not applicable 214 37.9 GTATGAGTTGATACCATCATTATCCGTAGGTAGAAACAGCCGGGGTGTGAATATATATATTTGTATATATGGATGCATGAGCCGGCATGTATGTTTGTGAAGTAAATAAAAACGGCCCCGACTCCATGTCCGAATAAAGTGGTAATAAGTCCTACAGGATCCGTGGGTTCATGGTCAAATCCCTCTATGATGTATTTTATTACAATTTTTTTTT

P46_Contig-1773 not applicable not applicable 270 38.1 GAAATCGTGATGAGAGTACCAATGAATCACTTCAACAAATCGAACGGTGTCACCCTCTTCAACTTGCACGATGTTCTTCACTTTCCTTCTCTTCAAACGTCTTCTTCTTCAAATCTGCTCTAGGTCTTCAATCTACTTGAAGCTTCAACTCCCAAGGATCGGATTAGCTCTTGATACCAATTTGATGTGTTCTTGTACGCAGAAGCTTGATACAAAGAGTTAATCAAAGAAACACAGTAGAAACTATGAGAAAACACAACTTTTATTAGA

P46_Contig-1815 not applicable not applicable 349 50.4 GGCCACTGCGCCACATGCAGTAAACCCCGATCACGGCAGGGTAGCATGTGGTTTGGCCCGATGATGGGGATCGATTGTTTTGATAAAATTTTTAGGCCACGTTGAAATTCGATTCAAAACATGAAATATCCGGAGGGCTCAGGTTGAGCTAGTGGGTGAATAGCTCGGAACATCTTGAGATGGCTTATGAGGAACTTCCAAACGCGATCAATGGCCCATGCTCGGCTAGCGTTAGTCGACCAACGAGTGGGGGGTCCGATATGAAGGCATCAACGAGATGTTTCACCCGTATACGTGGTGGGCCGCTAGGACAACTCGGCAATGACTTTTGATGCCATTGTCGTGTTGT

P46_Contig-227 not applicable not applicable 768 35.3 TTTTTTTATTTTGTAATTCTCTTCAATGCTTTTCAGTCTTCGTTGTTTTTCGGTTGCTGTGGTCCATCAACAAGTGTTTTAAGACGATTTTTTTGGAGCAACCATTCTATTCTAGAAGAGCAATGTATTTATTTTGCATGTGATCATCTTCAAGGAGAGCCAGAGCATGGGTTCAGTGTAACAAGCTCATTTCTGAGATTGGAGTTTACGTTTCTCTCTCATCAATAATATTACTATTGACGTCCTTCTCTTTTCGTTCCTTCTTTCTCATCCGTGGTGACTGTTCGCTAATTCCTTTGTTCTGTTTGGATCTTTTCAGAAATTGGATCGTTTTGCTGTTTTTTTCCGGATAGGTAAGTTGGTATTTGCCTTTTCAGATCTAGGTCCTTGGTGTGGTTACAAGTACGTTCTTAGTTCATCAGTTGCGTTGTGCCAAATATGCATTAGCTTTACGTTGTCATAAAATTTTATAATTTTTTATCTCAACTTGTGCTGGCAGTGTTTCCTTATGGCTGACATGCTTTGGTGACAGATAAGATCTTGATTTTAGATTCCATCTTCTTTTTCGTGTTAATATTATGTTATGCATTTTTTACTCTTAGGTTTGTTGTGGGTATTTGCTCTGGTGACAAGGTATATGGTTATTCCCTCTTATCTTGATCATCCATTACTCATTTGGTCGAAGATAAGACCTGAATTCAATCATTGGGTTTGATCAACTTAGTAGCTACTAGTCTTGTTTTATATCAGATATCATTTATACCTAAT

P46_Contig-2778 not applicable not applicable 266 39.8 GGGCCAAGCTAAGGTTGGTCACTATGAAAACACGACAATGACTCGTCGAGCCCACAACATGCATCGGATAAGGGACGTCTTTTTAATGCTCTAGTCGAACTAAATCGTTAAAAGAGCAAAAGAAATACATTACCCAGCCGCATGCCAAGGCTCTAAAATCATTGTGGAGTTTTCTTAGTGTCCCACCATAATATTTTAAAAAAACAGGCGACAAATCGTAAAAAAGTTGTTGCTAGCACGGGCATTTTAAAAAAAGGATTTGCTTT

P46_Contig-286 not applicable not applicable 512 54.1 CGTTGCATATTTCCAAGGGTTGCTTTGGGCATAAGCCGCCCCGGAGCATCTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCAATGATGGAACGCGCTGGGAGCCTTTGGGCTCCTCGCGGACTCCGGTTATTGCGCAAACGACGGTTCGGGCACAGTGGAAGTAAAAAGACACGCCGGTCGAATCCTAGCAAGCGTAGTAACCGGATTTGCTGACGGTGTCGGTTGGCGGGCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGTTTTGTTGTGTGTTCTCTTTGCACTTATCGATGCGGGCGTTTCTAACGAAGACCTAAATTGGTGGGTCCCCTTGTGCGGATTTTTCTGAGCATGGGGTCTTGCTAATCAATGGTCAGCGCATGCGATGTGTGCGAGGCGAGACGTGCGTGAGTGGTCCCTTCTTCCGTTATTTTGCCCCTC

P46_Contig-29 not applicable not applicable 717 49.0 TCTAAATCAGTCCCGAATCATTACCATTGCCCAAGCCCCGCTAGCAATCGGTAGTGCAGAGAATCAGTCGCTAAATCACGATCAAAATCACTACCAATGCCCAAGCCCCAGCTAGCAATTGGTAGTGATGAGATCAGTCGCTTTAATGAACTTGTTCGCGTATCGTTCGGTGCATTCTGGGGGTCGTTATGGCTTTTGGTTGCTTGCTTGGTCTTGGTGCCAAGGGGGTGGCTCTTAGCTGGATGGTCTTCGGGGATGTCTACCGTAAAGGTGCATGAGTGGTGTTTGGTTTGTTACGGATGGTTGGATGTCTGCTTGAGCAGCAACTTCCATGCGTTCATACCTCTTCAATCGTTGCTCCATGGCTCTTTTGTCTTGGGCATCAAGTGGGTTCCTGTGTTGCATACCTAATCAATGGCATCGGTTGGCTTGAACAAAGTTCTTTTTCGTATAGCACTGCTTGCGGTGTCAACGAACCTCGAAACGGCCTCTGTCGTCCTTCCTTTCAATGCCAATGCATGGATGGGATGGCCTATGGTGCGTCGCTTGGTGTCTTGGATATGGACCCTTACGTGGGTACATGGTCTTTAATGATCATTGTTTCTGCCCTCAGTCGAGTGTTTTGCTCCTCTAACCGACGCGTCTTCCATGCAGACCTGATGGTGTATGGTTGTTTGTGTCGGATTGGAGTGTTACCTCAGCTGATCGTTTCACTTC

P46_Contig-3866 not applicable not applicable 354 37.6 GTAAAGTAACTCGTGACCATGGGTGCACCCGCAAGGGTGAGAGGTGCCGGATCTTGGACTGTATCCGTTACTTTACCAAGGGGTCGCCACTGGTGAATTAAAAGGGAACTAAAAAGGGTTTAGTTAAATAGGGTCTTTAATCTGTAATGAAATTGTATGTGAGTTCCTCACCATATACATTAGTAGTTGCACTTAAAGATTCTTATCTGTGTGTTATGTGATATTTGTGTTATGTGCTTTCTGGGTATGCAATATGTTTGATATTACTTTGGGTATGTGTGTGAATTGCTATGCTTATTGTGTATGTGGGAAAGTAATAGGGTTTACTTTAATAATGGTTGTGTCTAATAAAGA

P46_Contig-3877 not applicable not applicable 200 38.5 TCTAGACAAGTACGGAGTGTTGTGGAAAAGGGCGGAAGGATCTAGAAGACTCTAGCAAGGGGCTGCCCAGAAGGTTCTAGTTTTGCATCTAACTTAATAGTTTCTAGAATATGTCATGTAGTGTTATCTAGAAAATACCATGTAAAGTATATAGAAAAGTATCATAGGAAAAGTCAGGTAAGGTCTAGATGATTCCGTGT

P46_Contig-425 not applicable not applicable 228 36.8 AAGATCTTATCTGTCACCAAAGCATGTCAGCCATAAGGAAACACTGCCAGCACAAGTTGAGATAAAAAATTATAAAATTTTATGACAACGTAAAGCTAATGCATATTTGGCACAACGCAACTGATGAACTAAGAACGTACTTGTAACCACACCAAGGACCTAGATCTGAAAAGGCAAATACCAACTTACCTATCCGGAAAAAAACAGCAAAACGATCCAATTTCTGAA

P46_Contig-433 not applicable not applicable 511 53.0 TAACCGGAGTCCGCGAGGAGCCCGAAGGCTCCCAGCGCGTTCCATCATTGAGTTGAACCTGGGCGGACGCGAGAAACAACTCTTAGGAACGCTATTCCGCTAATGCACATTCCGTCATCGAGATGCTCCGGGGCGGCTTATGCCCAAAGCAACCCTTAGAAATATGCAACGGAGGGGCAAAACAACGGAAGAAGGGACCACTCACGCACATCTCGCATTGCACACGTCGCTTACGTTAACCATTAATTAGCAAGACCCCAGCTCAGAAAAACTGTGCACAATAGGCCACACCAATTTAGGTCTTCGCTAGAAACGGCCGCGTCGATAAGTACGAAAAGAACACAAAACAAAGCCCACATTAGCTGCCGCTAGCACGCGAACGCGCCTCAAATCGGTTGGCAAAAGCCAAAGCCCGCCAACCGACACCGTCAGCAAATCCGGTTACATCGCTTGCTAGGATTCGACCGGCGTGTCTTTTACTTCCACTGTGCCCGAATCGTCGTTTGCTCAG

P46_Contig-439 not applicable not applicable 752 42.3 AGTAAGCCATCATGGCTGTTAATATATACGAAAGACGGGAAGTATTCGAGTTTACTCAGGTACTCTTTATTGTTGCAATTGAGAAGAACTCCATATTGAAGACTCAGACACCAATCATGACTTTGAAATATACCAGAAGAAAACACGAGCCTAGCCTGCAGATAATCAACCTTCACTTTTGTCACGTCTCTTCCTACACATATGTAACCCAACTTTATTGAGAGAAGGGGTTTGGATTCGCAAAGATGACAGAAGGCATCTAAGATCTCTCGATGTTTGTCCGCTTCCACCTGTGCTGCCAAAAAGGTTACAGATCCTACATCCAATCGAGGGTCTGCCTGTTCGCCATTTGGGCTGCATTCACATACTTCTAAGTCACCAGATGCAGTCCAACAGTGCTGACCATTGAACATAAATTCCCCTAGTCTTTTATAGAAGATCGATCCTACCTTGAATCCTCTTGAACCCCAAGGGACTATGGTAGAAACAACACTCTTTTCTATGTCTGCCAAAATGCATGTGTCATCCGACATCAATATGTGCTTCCCATTGTGCACATCGTCTAGCTCAACATTGGATCTCAAAGTGTGCAAGAAGTATTTACCACCTTTACGGAATATGTGACCCTCGTGTGATGAGATCGACACTGGGATATAACCGTGAACTGCAGCATCATTGAATACTGTACATTGAGGAGTCTTGATAGACATTCCGATACCATCATCTACAGCCGTTTCTTTACAGACCTTGTA

P46_Contig-744 not applicable not applicable 276 34.8 CTAGTTAGTGAAATAGAGTCTAACGTGTGATTTCCGCCGAACATAAAGGAAAAGGTTCTTAGGTCTGTAGAAACGTGATATATGGATATTTGAATTTTAGCAATTGAAAAATAGATCAGGATCCGCCGGATGACTTAAATTTTAAAATGAAGTCGGCGGATCTATATGTAATATGTATATCGATGTGGATAGTAGAATCGTATTGTATTAGGGGGTTCTTATTTTAGATCTAACCAAGTTGATGAATTACTCCTAAAGGTTCCCATCAAACTAGTG

P46_Contig-790 not applicable not applicable 409 38.9 AACACCACCCTTTGGTGCCACCCCCTTGGTGTATCAAGGTCACGCGTTCCCTACGTGCCAAGATGAGGTTTCCCCTTTACTCTTTATTAGACACAACCATTATTAAAGTAAACCCTATTACTTTCCCACATACACAGTAAGCATAGCAATTCACACACATACCCAAAATAATATCAAACATATAGCATACCCAGAAAGCACATAACACAAATATCACATAACACACAGATAAGAATCTTTAAGTGCAACTACTAATGTATATGGTGAGGAACTCACATACAATTTCATTACAGTTTAAAGACCCTATTTAACTAAACCCTTTTTAGTTTCCCTTTTAATTCACCAGTGGCGACCCCTTGGTAAAGTAACGGATACAGTCCAAGAAAGTCTCCCAACCACTGAACCTCTT

P47_Contig-110 not applicable not applicable 213 32.4 TCAATTTTAGAAGTATGGCACAGATACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAAAAAACACTACAGAATTGGCACAAAGGCACCCTGAAACAGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACCAATAACAATAAAAATGTAAGTGTGGTATTGAG

P47_Contig-82 not applicable not applicable 213 31.9 TGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCAATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTATCTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTAGTGGTGAAGCAATGAAAATTAGTTCATACT

P48_Contig-10965 not applicable not applicable 210 39.5 TTAGGGACAATGGCCAACTCAAATATCATCTCGTGAAGGCACTAGATTTCCAGCCAACTAATAACACCCACATAAGCAAACTCATGAACATGGCAATTGCCAACCAATTACCAGCTCTAACATAACTGATGAACAATAAGCCATGTACCCAGGAAAGCATGACAGTTTCAAAGCAACATTAGGGCCAATTTTCAAAGTTTAAAAGCAACA

P48_Contig-1194 not applicable not applicable 557 41.5 AGACAGACCAAAGGAGAAATAGCCCAGACGCATACTCCAGACATAGAACACCTCAACATAATGCTACCGAAACAGCCACATCCATAATTGCATGAACATAAAGAGGAGAGCTACTATGACAACCATTTGCCACATAACACAGACGCCATGTATTTCAAAGCCAACCTGATTGTTACCTGAGCTGCATTTCAGAACTGACAGAAACAGCACAGCCTCTAGTAAAAGGATAAACCTCAGTGAACGAATTAACTTACAACCTTTCACTGATACAAACTTCATAAGATCCCTGCAACATCGTGAGGCAGAAAACGGAATCCACATATGTTACCAAAGAAAAAAGGCCAATAGAGCTTTACAGAGGGAATGAGGCATCAAACCAGAACTGCTTTCCAATTAATCTGACAGAAATCCACCCAAAGACCTGATCTCTGGGAATTAAAAGAGCACAGCTATGATTAAGTGTAAAGATAAGGTGGAAGACAAATGGAGCAAACCAACTAATTTACTCCCCCTCACGGCTGTTAGTTGAGCATTCATCGCAACATCCATTCCAACAA

P48_Contig-1198 not applicable not applicable 220 32.7 TATGAAGGTTTAAATTGAGATTTAAAGCTTTTAGAATGAATACCGGCCTTTTTTTGGACCAATATAAAGTTATAAAGGTGTAAATATAGTTTTTAAATAATTCTCAAAAAGTTAGACCCATTATTGGAGCAACGGAAACTTCGTCCAAACTACTTTGACCAAAACTGCCCAACTTTGAATAGCTTCGTACGAAGTGAATATTGGCCTTTTTTGGGACCAA

P48_Contig-12185 not applicable not applicable 231 28.6 TATTTTCGAAGACCTCATATCATTTTCCGAGTGTTCGAGGCTTCTATTATTTATGTATGATTTTTTTATCGTCCCCTTGTTTCGAATGGGTTTATAATTTATTAATTTCTAATAAATTCAAATTAGTGTTTTGTAACCCGACCAAGTTAAGAACTCAATTCGTTTATCCTTTCCTATTCTTAATAAAAACTTGAACCATGAATTGTCTTATAATTCATCAACCAAATAGAT

P48_Contig-14867 not applicable not applicable 229 51.1 TTTCTTCTAGAGTACGGGAAACCGGCGTCACAATTACTGCTGCTCTCCTCGTGCTCGTCGGACTCGTTCGAAGATAACTCGGTGATTCCGCTCGAACCCGAGGAGGAGGAACTTGGCACGAGATTTAAATCAGCTCTTCTCTTCGTCGTCATGAAATCATAGAACACCGGCCTGCTCGTTCGTGGCTTTTTGGCGACAACTTGTTCGCTGTTTTTCCGAGTTGGCAAGG

P48_Contig-1710 not applicable not applicable 352 32.7 AATCGTATGTCCTTTGTTACAACAATAATGACAAACAATATGAGGATTACTTTTCTTGTGATCCTTTTCAACAAATTTATACTTTTTATTTCTCGGTTTAAAAGATTTGTTGAATTTAGATGGATCAACCGCAAAAGTAATCTCCGGCTTGGATGGTTCTTTTAACTTCTCTTGTAGTTTTCGTAAATCTCTTCTTAAGTAAAAGCATCCATCACATCCGGTGTATTCATTTCCACAACTATCATAATTCACAAGAGGTTTTTGAACCAAAGATTCTTTGAGAGCTTTCAACTCATGTTCCGTTTCCGAAACTTTAACCTCAAGGTATTTATTGACTTGCATTAAACCCTTT

P48_Contig-19 not applicable not applicable 589 40.4 GAAAAAACTTGAAGAGAAGTACAAAAGAACTTGAGAAGACCCCCTGTAACTTCATAAGGAACAAGAAGACAGAACCAACAGAATGAACCCATCACCTACATCTATATTACAACGAAAAGCTGGTGAAAGAGATCAAAGGGAACAGACATCAAACCAGTACAGCCTTCAGGTCACACCTGATAAAGAGACACCAAACTCTGGAAATGGAAGAGCATAACTATTAGCAAGAAGAAAGTCCAGGTACAAGAGAGATATAATGGAGTAGAAAGAACTTCTTCACTCCCTCAGTGAAACTCAATGACAGCATCAAACAGCCGCTCCATGTCCAACAATCGAACCTTGTCATCTAGTTGCATAGATCCATAACTAATCCTAGTATATAGTATCACAGAGAGGGTGATGCAAAAAAACAAAATTCACAACTACATAGCAAAGAAAAAGATGATATATAACGGAGCAAAGGGACCGAATCGAACCAGACTGTGACAGCCTTATGATGTAAACCGAAGAACCACCACCCGATCATCTCTGGAAATCGATGCGCATAAAGGTAAGCAAGGGAATAGCCTAGATAGACAATAAATGGGCT

P48_Contig-2 not applicable not applicable 740 37.0 AGAAAGAGACAGTGATTTCATTAAAAGTGTTTGCCATAAAAAGCAAAAATACAATAGCTGCGCCTGCGGCAAGGAATAGCACATGAATGCCTATTTCCGCGGCCCCTAAATGAAGATTAACATGAAGATTAGTTCCAACGATACACCATATAGGTAGCAAATATAAGAATTTATCTGATTGAGGCTTTTGCCTATTCAGAAGAAAGGAAATAAACACTAACTCGGTCACCAGACCGAATCCCCATTCACCCATTTGATGGTGAAAGAAGCTTCGATAAAGGAGTACCGCATAAAACAAAGAATGAAATAAAACATTAGGTCCAAAAAATATCCACAAATGTAAGGATGCTAGTAAAATGAAACAGATACATACAAGGAAGCAACACAAATCTGGTTTATCTAAACAATAAAATATTATGAGGTTGTTTGCCAACCAAGCAAAAAGAGAGAGGCTTCGCTCCTCGTCACTTTTTGCCAAAAATAGATAAAAAATGGCCGAAGCGCCCCCAGCAATTACTAGAGCATTGGCCACTTCGCCTGGAAACCATAGGCAATTTATAATCCCACCAAAAATATTCGATATTATTATAAATAGGGGTACTATAACACAGGTATCTTTATCTAATTGAGGCATTTTCACTTTTCTTTTCTTTGAGTTCCGCTAACCACAAATACGAGGAGAGACTTTGTATTCTACTAAACTCAATTCAATCGCCTTGGTTTGGTTTTTCCAAGGAAGA

P48_Contig-2199 not applicable not applicable 430 29.1 AAAAAGGAACGAAAAAAGTATAAGTTGATAATTCAAAATCAAATTATGAAAGATTTTGTTCCAATTAATTTAATTAATATAGTACAGTAATAATTCACTAATACAATGATTTCGAACTATATTTCGAATCACAGTACAGTATTTCATTTTTCATTTTAATATCTTGTATGATATTCTTGCCCCTTCCCCAGTATTACAATTCTATTTCTGGTCTCACTCTATTATTAATAGCAATGGAATTGAAGGATTAATTCAATTCCATTGATGGCAAAAATTCCGAATTTAACTGAGGCCAAATACACCTTTTGTAATTTCCTCTTTTTTGGAACCTGGTCTAAGAAAAAAATGAATGAAGAGGGATTTAATCACAGCTATTTTATGGGATCTCTAATCTTCGTCACCCCTTACCTGTGCCAATAACTAGAATTAA

P48_Contig-2443 not applicable not applicable 201 58.7 TTGCTCTGGCAAGTATCAGGGCTGCACCATGCCTCCCCAGTGCCGCAGTGGCCCCAGATACTGCAGCAAAGATTTCCGGGGCACGGACGGATTCGCGAGCACCTAAATGACTGCCCGAACTTGCCATCTATGGCGGATTTGGCCAACTCCTTTCCAGATGTGCCCTCCTCCGCGGTAACGGCCTTCACCGAAGACCAGCAA

P48_Contig-296 not applicable not applicable 217 32.3 AATGGAATCTTTCAACTAAAGCAATGAGATGCTTAAATGGAATTCTTTTAGTTCTAATAAATCAGGAGGAATTTAATGACAGGACATGAATTCAAGTCCTGGATTTTAGAATTGAGAGAGATATTGAGAGAGATCAAGTTATTTATATTATTCCGTAGAATAATACGGATCCAACCTACAATACAATACACGGAGAGTATAATCATGCAAAGGTCTC

P48_Contig-3001 not applicable not applicable 489 57.1 GAATTTTCCATGACCCATGTGACCACCACCATGTGCATAGCCGCCATGAGCGTAGCCACCTTGTGGATAGCCACCCGGTGGATAATGGCCCTGAGCACCATGGGAGCCGTGGGAGATATGGTGAGCACCATAAGCAGTGGCAGCAGCAGCTGCACCCCCAGCAAGCATTGCTCCCATGCCGCCGTGTCCATGAGACCCTCCATGAGCCCCTGGAGCATTATGACCAGATGAACCAGGATAACCAGCAGGTGGATAACCACCAGATTGAGCAGGTGGGTAGCCACCGTAAGCAGCCGCTGCTGGTTGAGGTGGATATCCATAACCAGCAGCTTGCGGTGGTGGAGGATATGCTGTACCATACGGCACCGAACTAGACCCTGCCGCCGCTCCAGGTGGAGGATAAGCCATCACCGGTTCATGTTTCCCTTTCACATCTTCATGTTTCGCCGTCTTCGTCGGCTTTGTCGCCGGAGCAGCAACATGTTCCCC

P48_Contig-3205 not applicable not applicable 209 44.0 TAACTATGCATTGGACGAGATCGAGGAGGTCAAATGAGCGCTTTAGATTTTCAGTGTAAATTGTAATTGTGTTATTTTATATTTCAGTCCCTGTGGTTGTTCTTCCCAGGAATGTGTATCATACTCTGATCTCTCTCGCTCTCTCTCTCTCTCTTATCTTTCTCCTTCTTTCCGGTGACCGCAACGACGGTTGCCGCCAGCTCTGCTGT

P48_Contig-3656 not applicable not applicable 307 49.2 ATCAAGTCACCTAAAGAAACGAGTCCCTCCACCTTAACAACCGCGTACGAGTGAGTCAAACTAGCAGACGCAAGCGACATATCGCCACGTTTGCAAAGTGATGGATTCAAATCACTAACGAGGCATGAGAGACCGGTCCGGACACGGGCATATCGGTAAGCAATTACAGGATTTTGAATTCCATTCAGCAACGTTTCCCACAAGCGACCACACTTGCCGACGCTCTCGCCTAACTCTTTCACGATTTGGGTCTCTTCGGGTCATCCTCGCTTTCTCGTTAGGCTACAGCGTCAAGGCTTGAATTTCT

P48_Contig-4757 not applicable not applicable 438 48.4 AAGCGATGATGACCCGAAGAGACCCAAATCGTGAAAGAGTTAGGCGAGAGCGTCGGCAAGTGTGGTCGCTTGTGGGAAACGTTGCTGAATGGAATTCGAAATCCTGTAATTGCTTACCGATATGCCCGTGTCCGGACCGGTCTCTCATGCCTCGTTAGTGATTTGAATCCATCACTTTGCAAACGTGGCGATATGTCGCTTGCGTCTGCTAGTTTGACTCACTCGTACGCGGTTGTTAAGGTGGAGGGACTCGTTTCTTTAGGTGACTTGATCTGACGATGATGTTACCGTGCTTGGATTAAGCTCGGCTTTAGGTCTATTGCGTACATGCGTAGATTGAGCCTTGCTTTTGATCTATGGCATAGCTATGGAGTTGTTCGGTCTTTGTTGCGCGAGCAACATGAGGGATCGGTTTCTTCTACGCGGATATATGTAAGC

P48_Contig-5254 not applicable not applicable 244 38.1 CGCAAATGACCATTAATTTTTACTCGAGACTAAACGTTCAATTTTTACGCGAGGAATATGCTAAATGTTATGAAGCGCAAATAAAACTGTCATAGAAATAGCCGTTATCAAATTAATCCTTCAACGCGATCGGATAGATCGCAACGCGATCAGATAGACCGCAGATAAACATTGTCACATACATAAATATTGTCACTTAAAACCATCAACGTGATCGGATAGACCGTAACGCGATCGGATAGAC

P48_Contig-5342 not applicable not applicable 264 40.5 CTATCCGATCGCGTTACGGTCTATCCGATCACGTTGATGGTTTTAAGTGACAATATTTATGTATGTGACAATGTTTATCTGCGGTCTATCTGATCGCGTTGCGATCTATCCGATCGCGTTGAAGGATTAATTTGATAACGGCTATTTCTATGACAGTTTTATTTGCGCTTCATAACATTTAGCATATTCCTCGCGTAAAAATTGAACGTTTAGTCTCGAGTAAAAATTAATGGTCATTTGCGGCCGACCCGATCGCGTTGCAGT

P48_Contig-593 not applicable not applicable 218 48.2 TTGGGCATAGAAAGAATGATGCTCACCTTTTTCCGTTAATGACGCTACTCGGTAAATGATGTTGCCCTTGAGTTGAGTTGCTTGGTTGGCCAGATAGTCGTGGCTGTCCCTTCTCGGTAAACTCTCATTTGCATAGACGGGCTTGCCTTGCTTATGCTTTTGGGATGAGGAAATTGGTGATCATCATGCTGTTCTTGGCGGGCAGGCATGGCATTGCC

P48_Contig-711 not applicable not applicable 583 39.5 ATTGGGTTTGTTAACGGGTGCGCCTTATATGAGTTTTGGTAACGGTATTCAGGTTCTTTTTGTGTCACCCTCTATTCCAACTTATAGTTTATTTCGACTTAAAGGTATTTGTTATGGTGGATGCATGTGGTTATTGTGCTCTGTAGGTGGGATAAAGTATAACTAGATAGTAGATATTCTTGCATAAGGTACCTTCTTCCTTTAATTATAGTTCAGTATTGGCTGCAACTTGGCAGATCGAATGGGTATGGTTTTGCAGGCGATGAATCAAGTTAGACTGTAAAGCTATTTGGTATCGTGGATCATGAATCTGTCGGGAGGTTGGCTCTTATGTGCACAAACTTATGCAGGGAGTTGTTGGTAACGGGTAAATTATGACCAGCTTTCAAGATTTGTGCAACAGAACTGTGGGGTACAGGTTTTGTAGGTTCAAGAATTAGGTCTGGGTATACAGTTAACGTCACTTAAGGTTTGTTCGTAGGTTCAGTATTCGAAGTGTTGATGACAATGGATGCAGGTTCTTGTAACTTATTGTTTCCAACTACGATTTCACTTTGGTTGCCCTATTTGTGATGTCAGATTC

P48_Contig-9556 not applicable not applicable 398 33.4 TCAAAAAGGGGGAGAATGTAAGTGCACCAGTTCATCCTCATGTTTTAATAATTGTCAAAACACATGAAAATAGGTTGAACATATTTTGGCAAACTTTACAAATGACTTGACAACAAAGAACTATTTTCAAAACCTTGAAAAACTGACTTTTTGGTGTTTTGTATCGATACATACATCTCTGTATCGATACAAAAGCTTCTATACAAAAACAGAATGTTCCATATGATTCGAAACATGCTTGCATGTATCGATACATGTGTATATGTTCTGAAAAACCAGCAAGCTTCATATGATTCGAAGCATGCTTGCATGCTTAGATACATATCAGTCAAGATTTCAAGATTCTGATGTTTGTATCGATACATCCCGTGTTTGTATCGATACAAAGGTCAAGATTT

P49_Contig-133 not applicable not applicable 213 32.4 AGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACCAATAACAATAAAAATGTAAGTGTGGTATTGAGTCAATTTTAGAAGTATGGCACAGTTACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAAAAAACACTACAGAATTGGCACAAAGGCACCCTGAAAC

P49_Contig-41 not applicable not applicable 213 32.4 ATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTAACTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTGGTGGTGAAGCAATGAAAATTAGTTCATACTTGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCA

P49_Contig-91 not applicable not applicable 326 25.8 ATATATGTATAAAGATAAATAAAAGAACTAGGCAAAATCAAACTTCAACTGTTTAACAAAAACATAACTCAATGAATATTAATAATGAGCAATTTCTGCTCAATGAGCAATTAAATAGCCGCAGTATATTAACTGTGCTAAGGTAGCATAATAATTAGTTTTTTAATTAAAAAACTAATTATTATGCTACCTTAGCACAGTTAATATACTGCGGCTATTTAATTGCTCATTGAGCAGAAATTGCTCATTATTAATATTCATTGAGTTATGTTTTTGTTAAACAGTTGAAGTTTGATTTTGCCTAGTTCTTTTATTTATCTTTATAC

P50-1_Contig-1102 not applicable not applicable 214 30.4 TAAAATTCCTCCTTCTTTGGATTTTTTATTCAATGATTAGTTGTTAATTAAAAAAACAGAAGTTTAGAAGTTTTGACTCTGATCTATGTAATATTGTCAAACTAAAACAAAAGGAGCCGATTAATACCAAGGCTTCCCTGAGAAGATTTTTAGACCACTACAGATTACAGAGAAATCAGTGATCTTAAATCTGCACACAAAGATGCATTAAAAG

P50-1_Contig-11245 not applicable not applicable 288 51.0 AAACTATAACAAAGGATCAAAATACTTGAAAAATGGGACGTTTTCTAGCTAGTTTCTGTTGCTTGTGTTATTTCCATTGCTGTTAATGTGGCTATTGGCGGAACTGCCGTTAGCCCCACCAATAATCGAGGTGATGGCCGCGGCGAGAGCTGCTGTGAAGTTGGGATCGGCGGTGATGGCGGCCGTGGCGGCGGCGGGCACGGGTGATTCTACTCTGGTAGCTGCGGAAGCCGTTGGTATTTCTAGGAAAGCTTGCTTTCTTAAGCCACACGTCATCGACTGCTTCCG

P50-1_Contig-1435 not applicable not applicable 350 23.7 AAAAAAAAAAGAAAAAGAAAGGGAAATTTTTGGAGTAAATACTGATGAACTTAAAAAAAACGATTTTAATTTTTTGAGATACTAAAATAAATAGAATAAGGTTCTATTAGTCTTTCTATTAGTCTAGAAAAATGGGTATGATATTGGATCGATAGAAATTTAGAAAATATTATAGTATGCCGTCTAGGAAAAAGAAATCGGAGAACTCCTCTTATAACTTTGATTTGAAAGTATCAATAGATACTGTCGAAGAACAAATGTTCTAAATAAAGTAATTCCGTTACTTTTTTAAAAACACGACCCAAAAAAAAGTTTAATAGATTTTTTTTTGAAATATTTGAAATATATAA

P50-1_Contig-14645 not applicable not applicable 231 28.6 TATTTTCGAAGACCTCATATCATTTTCCGAGTGTTCGAGGCTTCTATTATTTATGTATGATTTTTTTATCGTCCCCTTGTTTCGAATGGGTTTATAATTTATTAATTTCTAATAAATTCAAATTAGTGTTTTGTAACCCGACCAAGTTAAGAACTCAATTCGTTTATCCTTTCCTATTCTTAATAAAAACTTGAACCATGAATTGTCTTATAATTCATCAACCAAATAGAT

P50-1_Contig-1595 not applicable not applicable 426 40.8 TCAGAACTCGAAGTTGGTGCAGATGACAGTGTCTGAGTCTGCTCTTGTGGTGTCTCCGCTGAATACTCTTTAATTTCTTCTTGTCCTTCTGACATAGACTCTAAAATGGATTCAGAATCTTCTTTCTTGTCTTCATTTTCAACTGAAGTCCTTATTGCGTCCTGTGCTTCGTGTGGATTGTCAAGCTGTAATTTGGAAACCTGGAGCTTCCTGGAGTCTTCCTTTTGTAAGAACACCTCTTCAATCTCTTTCGGTTCATTTTCTAGCAATTCTTCTGTTTTCTCAACTTCAGTTGAACTTACAAGCTCCTGTTCCTGCAAAGATAATGCACAAGGTTCTGCTTGATTTTGCTCTTCTTGGAGAATTTGATCATCAGCAACTTCATCCTTTCTAGCTGCTTCGTCACTTTGAGCCTCTAATCCTGTT

P50-1_Contig-1800 not applicable not applicable 261 35.2 TGATCAATTGATTGAAGCAGATATCGTTAGTTGTTTCGATAATATAAAGCACGATAGTCTTTTGGATAGCATAAATCAATATCAAAAATTACCAGTTCGCTCAGGTAATTTTTGCTTTCCTTACAACATCTATCTTAGATAAAGATTGAAAAAACAACTCAACAAGAGGAGAAAGGAAATCCCACAAGTCCTTGTCACCCGTGCTCATGAACATCTTGATCAATCAGTTTGATTTTGAAATGATCAAGTACCCCGGTAGCC

P50-1_Contig-2820 not applicable not applicable 306 38.2 TCGTTGATTAGGTCAAATTTATTCAAAATCAAACCGTGTCTTGTTGACTAGATCAAAATGACGCAGGACTCACCGTGTCTCGTTGATCAAGTCAAAATTATTCAGTACCCACAGTGTCACGTTGTTTAGTTCAAAATTATTCTGAACACACCATGTCTAGTTGATTAGGTCATAATTACTCTGAACACGCCGTGTCTCGTAGATTAGCTCAAAGTCAGAACTCACCGCGTCTCGTTGATTAACTTAAAGTTTCTTAGGATAACACCGTGTCGTGATTAGGCAAAATTATTAAGACTTCAACGTTTC

P50-1_Contig-3249 not applicable not applicable 234 52.1 TCACAGTTTGGTTTACCGGACTGTGAAATCCGAAGTGCTCAATGACCCTAGCCATCATTTGGCTCGGCGAGGGTGCGCCTAACTACCCGAGTGTGCCTTGCACTAAATTGCCCACTCGACAGGTAGGATTTTGGGAAGCCCCATGTGCATGAGGCCTAGGCCTTGTGTATGCCCAATGAACGTTTTGTGAGGGCGTGGACTCTCTAGGCTAGCGGATCCCTAGAGTTTGATTAT

P50-1_Contig-3293 not applicable not applicable 349 38.7 GACACGGTGTTATCCTAAGAAACTTTAAGTTAATCAACGAGACGCGGTGAGTTCTGACTTTGAGCTAATCTACGAGACACGGCGTGTTCAGAGTAATTATGACCTAATCAACTAGACATGGTGTGTTCAGAATAATTTTGAACTAAACAACGTGACACTGTGGGTACTGAATAATTTTGACTTGATCAACGAGACACGGTGAGTCCTGCGTCATTTTGATCTAGTCAACAAGACACGGTTTGATTTTGAATAAATTTGACCTAATCAACGATAGACGGTGAGACCTGAGTAATTTTGACATAATCAACGAGACACAGTGAGATCCGAATAATTTTGACCTAATCAACAA

P50-1_Contig-3501 not applicable not applicable 208 46.6 TTGCGGCAGTTTATCGTCGTTGCGGGACCAAAGCTTCCTGAAGCTTCCACAGACAGTTCACCATATACTGACAGATAGCACTTACTTATCCTATAAATGCGCCCCATGCCTAGGAGGTAGTTAGAAGACACCGTTTGACTGCAATTCACAACCGGTGCCACCGAACTAATGCAAGACACTCATCGCAGATTTATATTTGCGGATTTCC

P50-1_Contig-3626 not applicable not applicable 278 45.7 GGCGTTTGAATTTTTGAGAACCTCGGATCGGGGAATTGTGAGAATTCGTCTCCGGGGAAATGATTTCAATACCTGGCCCGCGCGGATTGGGGAACTGTAAGGATGGTCTCTAGGTAAAACCTTTCCCTCTCGGGTCTGTGGCGCTTGATGTTTCATCGTGCAGTTAAATCGAGTCTCTATAAATGGAAATGTTGCATTGGAAATGTTGAGCGGCACAGACAGATTGGAGAGACATTTTTGAAGGGTTCTTAGAGATTTTTTTACACTACCTGGCCCTT

P50-1_Contig-3660 not applicable not applicable 538 36.4 TATATATCCTTAAATCCAGTATTTAAGATATCATAGTTATTAGTGATTGGTTTACAAAACGTATAATGTAGGTGTATTGAAGAAAGAAGACGAACTGTTAGGTTCGTTCTTTCATTAATTCCATTTGCGTTATAGTGAGCCTTATAATCGAACTAGTATGACTAGTGGTGCCCCCACGAGCGTTTCTCCAGACGCCGTGTAAGTCGTAGCGCAGAATCCTGACACTTATGACAAATGTCCGTCCTGATTGTAGCTAGCAATCGTAAGTGGGGATTGTCAATCCCATATAGTACTATATCAGTTTTCCCGTTCCCCTCCGAGGATTAACGATTATAGTTCGGGTCTTAGTATTGAGGTCGGAGAAATGTCTCACGTAACCTTGCAAATGTTTAGTGTTCACTTTAGTGTTTCAAACGAGAGTAATTAACTTTTAATTACTGAAACTTTGTATGTATTGTCTTCCGAAGTCCGTACTTCTATAATATGTCTTTTATAAAATCTCCATTTTATAAGTTTAGTACTCTTTGTAAAACTCTAG

P50-1_Contig-3749 not applicable not applicable 776 39.4 TGGTACTTCAAAGAGAATTTTATAGAAAAAACAAAAAACAATGTATGTAATAAGCGACATCCCAACATTAATCAACAGGTAGACAGGCACTATGCAAAAATATACATTCTTCGAGGGGAGCGTATAAAAGACGGACTGATAACAGTAGCTGTAGAAACTAATAAATTAAATTATCAACAGAATGACTGATGCAAAGATAAAACACTTCCTGTAACAAGAGTAGACAACAATGCCGGATAGATGAACATGGAACCCGAGTAGAGATGTTAAATTGTAGCAGACAAACACCATCAGATGGACCATTCTTTAAGATTGATGTCAGACAACGTGCATAGCTGATGTTCTCTTTTCTAGAAGAGCATGGCTCCACAACATGATCAGATTAATCACCTTAAAGCTTCTACAACCATTAAGACTTGGCTGTCCACACAACATACTGATTGCAGACTAGCATGTTAAGAGAGTACATATATGACACTTGCAAAAAACTTCTTGATCTTGTTCCAAGGAAGTAGAACCGACTATGATAACAAATGAGAATCACAAAAACACACCAGTTCAATTATGAGAGACCACCACTGCAGATGCAACAGCGGCACTGAAACCCTCTATAAAAGGCCAGACATAGCAACGCCACAAAGTATGCATCTCTCTTGCATTCAAAGCAAACACAAAATCCCAAGCGACCAAGCAGCGTCCACAAACCAGAGCCAAAATAGAAGAGCCGCAGGCTTGCATCAACTTGAAGCACAATCACCAGCAATAACAGCAGAAGC

P50-1_Contig-3976 not applicable not applicable 248 29.4 CAACAATATGTGGTTCGCGAATATTGCTTTTTATTTATTCGTTGTTCTCTTTTTTTTTTTCGTGAATACTATCTATAATATTTTTACCTGATCTGATCCTCAGTTTCTATTCCGACGTTAATAATAGAGAAAACCTTTCTAATATTATATATTATAGTTCAAGTACTACTACATGTACTGCAGAAATGTTAGTGATAGAGGAATTTGAGCAATTCGCTATGTACTGGTACAAATTCTATATCTACAAG

P50-1_Contig-3980 not applicable not applicable 507 39.8 AGATATTATTGGCCTATGATTCCAGGTTCTTCCTCTCGTATGCTGGTCTAAGCGGTTCAGGTTCTTTTTCTAGGCTATTCTTTTATTTGGGCACGTCGGCTTGGCCGGATGATAGCCTAGAGACGATAAGTTATGATTAGGTTTTATTTATTGAGGAGATAGCTGTCAGCGATTCCAGGTAAAATTAAAACTTTGACTGCAAATTTACTTGATGTGTCAGATCGATGGGGTTATTGGTCCATGTGTGCAAGAAATTAAGATCGGTTATTATGTTCGTGACGAAAATTCCAGGCTGCTTTTTTCTTGTATGTTCTTATCTTCTATCATGGTTATATCTCCGTGTCTCAACAGCTATATGTTGGCAGATACATCAGGTTATTGGTTGATAGGTGGGCTAAGTTACGACAAGATTGTTAGCCAAGGAGTTCTTGGATGATAATTTGATTTTGATCTGAAGGCTCTGTTATGGCAGATCCATAGGGTTATTGGTGGGGAGAAACTGTTGGT

P50-1_Contig-4746 not applicable not applicable 512 52.7 AAAAAGACACGCCGGTCGAATCCTAGCAAGCGAGGTAACCGGATTTGTTGACGGTGTCGGTTGGCGGGCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGTTTTGTTGTGTGTTCTCTTTGCACTTATCGACGCAGGCGTTTCTATCGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAGCGACGTGCGCAATGCGAGATGTGCGTGAGTGGTCCCTTCTTCCGTTATTTTGCCCCTCCGTTGCATATTTCTAAGGGTTGTTTCGGGCATAAGCCGCCCCGGAGCAACTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCGATGATGGAACGCGCTGGGAGCCTTCGGGCTCCTCGCGGACTCCGGTTACTGAGCAAACGACGATTCGGGCACAGTGGAAGT

P50-1_Contig-510 not applicable not applicable 278 45.0 GCCACAGACCCGAGAGGGAAAGGTTTTACCTAGAGACCATCCTTACAGTTCCCCAATCCGCGCGGGCCAGGTATTGAAATCATTTCCCCAGAGACGAATTCTCACAATTCCCCGATCCGAGGTTCTCAAAAATTCAAACGCAACGGGCCAGGTAGTGTAAAAAAATCTCTAAGAACCCTTCAAAAATGTCTCTACAATCTGTCTGTGGCGCTCAACATTTCCAATGCAACGTTTCCATTTATAGAGACTCGATTTAACTGCACGATGAAACATCAAGA

P50-1_Contig-5168 not applicable not applicable 200 44.5 ATCGATGCGAGTTGTTGATTTATGCCCTTGGTTTACCTTAGATCGGCCGACCCTGTCTTGTTTGGCATGGATCTGTTGAACAGCGTGTCAGATCTACATCTTTTGCTTGCCAGGGCTAAGGAGAAGGTTTCTTGAGGATTTTTAGCGTTCTTTGATGCTCATGATCCGGTTGGTTGAGTATGAATCTTTTGATTCGTTCG

P50-1_Contig-5369 not applicable not applicable 208 46.6 TCAGGAAGCTTTGGTCCCGCAACGACGATAAACTGCCGCAAGGAAATCCGCAAATATAAATCTGCGATGAGTGTCTTGCATTAGTTCGGTGGCACCGGTTGTGAATTGCAGTCAAACGGTGTCTTCTAACTACCTCCTAGGCATGGGGCGCATTTATAGGATAAGTAAGTGCTATCTGTCAGTATATGGTGAACTGTCTGTGGAAGCT

P50-1_Contig-6376 not applicable not applicable 262 32.4 TTTGGGCATGAAATAGTTTGAACTCAGAAATGATGAAATCATTTACGACTTTTATTAATGAAGGCATGTTGATCATTCGTAAAGACAATCCAATTGCATCACTGTTTAATATGTTCAGAACATATGAAGCAAAGGTTTTGAAAGTAAATTTGGTTTGATTAGACGTGCTGGGTAAAAAAGTAATGAACCAAGTTGCTGTAATTTAGGCGAAATTAAAGACTAATAAGATAAAACGGCGAAAAGTGGTTAAACTGGAAGTACC

P50-2_Contig-11765 not applicable not applicable 236 54.7 AATGTGGGCTGGGCCTCTGGTGCGCACCGGGCTATGGTCTATCACCGTTGGGCCTCTGAGTCACCGTGATTTACCCCTCACATCCTTTGCGGGGCTGTTAGGGTGTCGGTATTACACCTTTTGGAGTAATATATTTAGATGCCCGTCACGGGTAGCTCAGTGGTCGAGCGGTGGGACAATTTGGAGAACGACCCAAGATCGAAACCGGGAAGCGACCGTGTGGAGGTTACAGCTTT

P50-2_Contig-13 not applicable not applicable 268 25.0 AAAGAAGTTCATGCGTTACTAATTGCTAATTAAATGAAATCCTAATTTGCTATACATATTAAAGTTTTTGGATCCATTGCACTCTTTTTTTACCTGAAAGAGTAATTCGAAACTAAAACTATTTGAAATCATTACAGTAAACAGATTTTCAATACAAATTAAGTTGGGATTTTCATCAATTAAGAGAATAGTGAATAAAATAGCCAGGATTTTGAATTATTGACCAACAGAAAAAAGAAACTTTTTGAATTTTCAATTAAATAAAAAG

P50-2_Contig-1352 not applicable not applicable 625 37.4 AATTTTTGACTAGGAATCTTCTTGCTGTGGCAGATCGATAGGGTTATTGGTCAATATGTGCGTGAAATCAATATTAGATATTATTATCCAAGCGGGTCATGACGACAATTCCAGGTTCTTCTTGTATGTTCTCATCTTCGATGATGGCTATATTTCGATAGCAAAGCTATATTTTATGGCAGATACATCTAGGTATTGGTTGAATTGGTTGATAGGGGCTAAGTTATGACAAAGCTATTCAATTTTCTACCTTCGATGATAATTTGATCTTTATCTGGAAGCTCTGTTATGGCAGATTCATATGGATATTGTGGAGAGGAACTGTTAGCAGATGTTATTGGCATATGATTCCAGGTTCTTCTTATGATAATAATACAGTTTTGATTGCAAAGCTAGGTGTAGTAGAGGGGATTGGCTATGTTTTTAGGGCCTGGAAATTAGGATCTGATAACATAATCATATCAATTCTACATTTTGATGATCAATTCAGTCGTAATTAGAAGAGCTCTTGACCAGGTGCTTGCATCCATGGCTGTTTGAACGATTGGGTTGTTTGGGTCCCTGTTTAATTGGGTTGGAGTAAGATTTACTTGATAGTTGGTTGCTGCTTATCTGTCGCCTTCTC

P50-2_Contig-2067 not applicable not applicable 225 43.6 GTCCCTCGGCTGATTTTTATTAAGTTAAGGGGGCCTTAGGCCTTATTCCCTATTGTATTTGTATTGTGTAGTGCTTTTTTATTTTCTAAAGGTGGCCGACCCTCGGCAACTATTATTTCTAGTTTATTTATGAATAAAGGTGGCCATAGGCCCCTATGGTCCATTGGTGCCCCTATGGTCCAGTGGTTACGACCTCTCTCTTTCACGGAGAAAACGAGGGTTCAA

P50-2_Contig-2115 not applicable not applicable 236 54.7 GGCATCTAAATATATTACTCCAAAAGGTGTAATACCGACACCCTAACAGCCCCGCAAAGGATGTGAGGGGTAAATCACGGTGACTCAGAGGCCCAACGGTGATAGACCATAGCCCGGTGCGCACCAGAGGCCCAGCCCACATTAAAGCTGTAACCTCCACACGGTCGCTTCCCGGTTTCGATCTTGGGTCGTTCTCCAAATTGTCCCACCGCTCGACCACTGAGCTACCCGTGACG

P50-2_Contig-2942 not applicable not applicable 220 37.7 TTATGAGAACTTTTGATTGAGGTGATGCTATCTTCTTCCACTCATTTATCAAGTTTTGCCCGAGTATTAGAGTTTTGATTGATGAATGTTGACCTGCATTTGTTCTACAATTCCCGAGCTTCCGATTGAGGTGATATCTTCTACTCAGTTGTCAAGTTTGCCCGAGGAGTATTTAAACTTCTGATTGATGAATGTTCACCTGCATCTGTTCGAAAATTTC

P50-2_Contig-339 plant associated viroid-like circular RNA 3 (+) strand 580 39.8 TCTGTATGCCTGACTAGCTGACGAGATCAAAGTAGATCGAAACAGATTGGCATTACAGTTATGGTTATGTGGTTAAACCACCATAATCCAAAATACATAATGTCGCACAAGGCTATTCAGAATGAATATTATACATTTTGAAAGGCTTCACCTAATTGACTCTTTCGTTAGAAAGACAGGGGCTTTGTCCCTTACCCCAATTAGACTAGGCTTAAATCAAAGTGACATAATGTTCATACCTGTTTACCCTTATGTGAGTAATCATGTACTGTAGTGTCAACCTATTTCGGATCTGCCTTGATCCTCATCAGTGAGTCGGCATTAGACTCAGATAGTTCCAGATAGAGCAACATATGCTCTCAATCTGTGTGCTATGGTAATGTCCAAACTTCCTTTAAGCTCAAGCTTTAACGGGAACAAGAGTGGAGTCTCGTTGAGACTTTAGTCTCCAACGGGTCCATCGTGATCGACGTTAAGGAAAGCCTTGGAAGTTTGTAAACATTCCATAACAGGCAGGTGAGACCATATACTTTATTTGGAAAGGTGGTATAAACCAACATATATCACCTATCTGTACTAG

P50-2_Contig-3505 plant associated viroid-like circular RNA 3 (-) strand 580 40.0 TTTCGATCTACTTTGATCTCGTCAGCTAGTCAGGCATACAGACTAGTACAGATAGGTGATATATGTTGGTTTATACCACCTTTCCAAATAAAGTATATGGTCTCACCTGCCTGTTATGGAATGTTTACAAACTTCCAAGGCCTTCCTTAACGTCGATCACGATGGACCCGTTGGAGACTAAAGTCTCAACGAGACTCCACTCTTGTTCCCGTTAAAGCTTGAGCTTAAAGGAAGTTTGGACATTACCATAGCACACAGATTGAGAGCATATGTTGCTCTATCTGGAACTATCTGAGTCTAATGCCGACTCACTGATGAGGATCAAGGCAGATCCGAAATAGGTTGACACTACAGTACATGATTACTCACATAAGGGTAAACAGGTATGAACATTATGTCACTTTGATTTAAGCCTAGTCTAATTGGGGTAAGGGACAAAGCCCCTGTCTTTCTAACGAAAGAGTCAATTAGGTGAAGCCTTTCAAAATGTATAATATTCATTCTGAATAGCCTTGTGCGACATTATGTATTTTGGATTATGGTGGTTTAACCACATAACCATAACTGTAATGCCAATCTG

P50-2_Contig-3680 not applicable not applicable 244 40.2 TATAAATAGCCCTACGGTTTATTTCGTTTCTCACAACACGAAACACACAAACACACACACTAGACATATATATACACTTAGGCACTCATAAGCCTCTGAGAGGGCACGATAGGAGTCTGAGAAGCTTCGGCAAGGCTAGCAGTAAGTCAGGTGAGTAACACTAACCTTCTTATTATATTAGCCTTATACATAAGACTAACCAGTGAGGTTAGCAAATATAAGACTAACCAGAGGGGTTAGCAAT

P50-2_Contig-3933 not applicable not applicable 355 36.3 ACTTCATTCATGAGCCACCCAAAATCAATTTTCACATAGACATTCCAATAACTAGACTTATTACCAAGTAGGGAAAACTTAATTACTTCTCAAAGCTCTCTAGAAAAACATCTTCATCTCACAAGGAGAAGACATAAACTTGGCAACTTAAACACTGTTGACAGGCAATAATGTAGAGCTACCTCTGTACTTTAAAGATCAGAGGAATAAGCTAAGAAGCCTTCACGAAAGAGAGACCATTCTCTAAAAAAGCAGCCCAAAGTTCTTGAAAGAGTATCTTCCCAAGGAGAAATCCTAAACTTGACAACTTACACCATGTTGACAGGCAATCATCAATTAAATAAAGCTTCTTCGT

P50-2_Contig-480 not applicable not applicable 205 50.2 TGTGACTTTAAGACCCAACCCCAAAGGTGTCAGGGTCGAACCTCACAAGGGAATACTTATTGGCCTTTCAATGTGTGAGTCAGTCAGCTATGGGCAACCTAAGCTGGTTTACCTCCTTGTGGTCCTTTGCCGGCTAGGGTCACCCGATATCAGAAGTGTGAGACCTTACAAGGGGGGAAAATCCCCCAGTTTGACTGGTCGAACA

P50-2_Contig-4989 not applicable not applicable 220 50.9 TAGGTTGCCCATAGCTGACTGACTCACACATTGAAAGGCCAATAAGTATTCCCTTGTGAGGTTCGACCCTGACACCTTTGGGGTTGGGTCTTAAAGTCACATGTTCGACCAGTCAAACTGGGGGATTTTCCCCCCTTGTAAGGTCTCACACTTCTGATGTCAGAAAGAAGTCCGCCCTGTGACCCTAGCCGGCAAAGGACCACAAGGAGGTAAACCAGCC

P50-2_Contig-517 not applicable not applicable 455 27.7 CTGGACTACTTTATGTGGTTTTTTGTTATGGGTTATATTTGTCTAAGTTACGTTGGTTTTCTTTGTAAGGTTTATGTATTTTTCGAAATGTATGTTTGGTTTGTAATTTCAAAAAAATTCTCAATTACTAAGCTCAGTTTGGGTCTAAAAAAATGATATTCTTTTGCTTGGTAAATTCACCCTATTGATTGGTTAGTGAGACTCGTAACTTCGTTTGGCTAGAAAATAGAAATCAATTTTCTAGCCAAACATTGATTTCTATGTTTAGATTCTTTTTCTAGTAACTAGTCAAAATAATGATTTCAAAAAGAAGAAATGAGATTAGAATAGACAGGTTTTCTCTTTGGATAAATAAAGAATGAGATATGAATAACTTCTTTTTCCTGGTCAGGTCAATAAAATCATGAAATTCTTCGATTTATATTTTTTTGAGAATTGATAAAAAATGGATTTAC

P50-2_Contig-551 not applicable not applicable 340 38.2 GGAGAGGAAAACAGAACACCAAATCATCACAGCCTCTCGTCAGTCGTCACAGTTTTCATATATATATAATACTCCCTCCGTATAATGAATTCCATAGTTAAAGGCGCAGATTCAAAGCTCAGAAAGAAGAGCAGAGGATGAAGCTTGAGCTTTTGCAAACGGAAAACTGCTAACTTTCCTCATGCCAAACGCGGAATTAACCATATTCTTCTTTCCAGCTTCTCTTTGTTTATGTTTTCTTGTTTTCATTTTCTCATTTTCTTTCAAGATGAAAGAAAGATCAAAGGGCTGTTTTGGTTTTGGAGAAATCATTGCCAAGGAAAACAACTTCAAGCAGCCT

P50-2_Contig-5582 not applicable not applicable 377 32.6 TTGAAAAAACTGTTCAAGGACCAAGCGATACCCCCTCTCAATATCAATACCACGGATCTTCAGACCTATTCCCATTCTTATTCCAGTAACTAATGTTATTCTTAGATCGTGTTCGTAAGATTAAGAAAAATTCTTCTAATTTCTATGTATACTAATTATATTCATTAGAAGTCTGAATTTCTTTTTTTCATTTTCTTTTTTCTTTTAGTGTCTTCTTTATTATATCCCCCTATCCCTCATATGAATCTAAAACTCCACCAGAGTCTATCGTTCCGCGGATTGAAGCAAAAAAGATGCTTCAATCAAATCTTTTTTGATTTTTTTCTGTTAGAAAAAGAGGGAATCCCCCCCCCTTTTTTCCTTTTATTCAACAAAGA

P50-2_Contig-564 not applicable not applicable 210 50.0 GGCTTCCATGGCTAATTGAATTCTCATAGCCATGGATTTTTGGGCTTCCATTGCCATGTGGGCTCCCATGGCCTTGTGGGCTTCCATGGTTGATTGAGTTTTCATAGCCGTGGGAATTACCGTAGCCATGTGAATTTCCATAGCCTTGTGGTTTCCCAAGAGCATGTGGACTCCCATGGCCATTTCCGTGTGGGTTGCCATGCATCTGTG

P50-2_Contig-587 not applicable not applicable 386 41.7 GCTCTAAATTCATGGTCGGGTTCTCATAGTGGCCACAACAACACAATGACTCGTCGAGTCCCCAACATGCATCTGATAAGGGACGTCTTTTTAATGCTCTAGTCGAACTAAATCGTTAAAAGAGCAAAAGAAATACATTAGCCAGCCGCATGCCAAGGCTCTAAAATCATTGTGGAGTTTTCTTAGTGTCCCACCATAATATTTTAAAAAAACAGGCGACAAATCGTAAAAAAGTTGTTGCTAGCACGGGCATGTTGTGCCCGTGCTAGATCGGGCATTTTAAAAAAAGGTTTTGCTTTGGGCCAAAATAAGGTAGGTCACTATGAGAACACGACAATGACTCGTCGAGCCCACAACATGCATCGGATAAGGAATGTCTTTTAAAT

P50-2_Contig-6442 not applicable not applicable 251 32.7 TATAATAGTTCAAATCAACATTTTATATTTTTAAAATAACTTCAACATCATAATTATATATGCATAATGTTATACCAAATCAGAAACGGCCAGGTCAGTCAAGTCGGGAGGCAGGACGATTTCGGTTTATAACCTTTCTCAAGTCCAGCAACCAAGCCGATCATGCTTTCCTAGACACCATCTCCGTAAGTAGTATAGTTTTGCATATAAATATTATAAAAACAACTTATGAGTACTTCAACATAAGCTTT

P50-2_Contig-6677 not applicable not applicable 204 50.5 CTCTCAAGTTACCAACAACTACAGCGCTTTACAACTACACCTCGCAAATCTAATGCAACAACAGAATCAGCAAAGTACACAAGATTGCGAGGTTGTTGAAAGAAAATCCGAGGAGAAGAAACCCGAGAGAGAAGAAACCACCGTGCCGAGACAGTTTTTGGAGTTGGTACCCAGCGGCGGCGCGGTGGCGGAGGAGCCGTCGCA

P50-2_Contig-711 not applicable not applicable 342 42.7 AAGTAGCTACTAACGTGAATGGCGAGGAACTCACGATTTCCTTACAATCAATATTACAAGTGGCTAACACATTACACCTAATTTCATCGGTAGTCACTCACTGGTACTATAACGGATACAGCCCGAGAGTCTCTCCCTACCGGCCCTCTAACACCATATAGATGTTCACCCCAGAAGGGGCCCCATGGTCACGCGTTCCCTACGTGCCATGTTTGAGGTTACACCGCCCATTTATTAACCCATATTCATGTACACTCACTCATATCAATAAAACACAACAATCACAGTAACACATACACATTTAGCACAAATAGCACATATAGACACTACAAGCAATATCAA

P50-2_Contig-8145 not applicable not applicable 302 39.4 AAAACCAGCAAGAATCGCCTCCCTCGGTATTTAAATGCAAGCAGTAGCCCAGATCCTGCATCACAACACACAAATTGTCAAGTAGAACCATTATAAAATAGGATAATCAATAGGCCAGGGGAAGCAAGCTAAGTTCTTATTGTAGGAAAAGGACAATAGTGTTACTTTCTTAACGTTAAGGTCTTAGGTTCAAGTCACATCCCAATCAGATTGGTAGAATGTTAAAACAACGACAATAGCTATGTCATGGTATTATAGGTAGGGATGTCAATTACAGTCTGAAACCAACGGGTTGGCCTGAT

P50-2_Contig-8494 not applicable not applicable 282 31.6 ATAATTTACACTAATATATTTTATATATCTTTTGAGAGGATTTTTTTATTAGAAGTGGTGTACAGGTGAGTAAAGGATATTTTGGCTACCTTAAAGTGAGGTTAATAAATGCCTTATGGTTTTTAATCTGCCTGATGAGATCTAATATAAGATCTTTGCCTATGCGCAAACTTCGGTGTGTGCTGAGCAGTAGCTAATGTTTCCTTCTCAAGGAAGTTGAAGGAGAGCAGAGGCCTTTAGACAGAAGAAAAAAAAAAGGAAAAAAAATAAATAATAATAATA

P50-2_Contig-8497 not applicable not applicable 270 53.0 CACCATCATCATCACGCCTCTCGTAGCTAGGCTTGCGATAACCTTCACTCTCCTCAGTCTCGTAGCTTGAACGACCATAGCTAGGTTTTTCTTCACCATAGCTTGGCTTCCGACCATATCCACCCGATCCATATTCCGATTCGGATTCGGTACGACGCCCATAACCAGATCCATATTCAGAAGTGGGTCTCTCATACTCCTCTGGCCTACGACCATGCCCACCTTCATACTCGGATTCACCGCCGTAGCCTCCACCACCACCACCGGCAC

P51-1_Contig-166 not applicable not applicable 213 31.9 AGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACTAATAACAATAAAAATGTAAGTGTGGTATTGAGTCAATTTTAGAAGTATGGCACAGATACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAAAAAACACTACAGAATTGGCACAAAGGCACCCTGAAAC

P51-1_Contig-52 not applicable not applicable 213 31.9 ATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTATCTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTAGTGGTGAAGCAATGAAAATTAGTTCATACTTGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCA

P51-2_Contig-347 not applicable not applicable 213 32.4 TGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCAATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTATCTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTGGTGGTGAAGCAATGAAAATTAGTTCATACT

P51-2_Contig-698 not applicable not applicable 213 32.4 AAAACACTACAGAATTGGCACAAAGGCACCCTGAAACAGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACCAATAACAATAAAAATGTAAGTGTGGTATTGAGTCAATTTTAGAAGTATGGCACAGTTACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAA

P52_Contig-1398 not applicable not applicable 337 43.3 GTGCCATGTTTGAGGTTTCACCATTCCTTTATTACACCATATTCATATGTAAACAACCCACATTATCAAGCATAGCAAGCATACACACATTCAACATCAAGAGCATACATACACACTACAAGCAACATTACAAGTAACTACTAACGTGAATGGCAGGGAACTCACGATTTCATTACAAATAAGGCTACTCGCAGGTTAACACATTATACACATAATTTCATCGGTAGTCACTCCCTGGTACTATAACGGATACAGCCCGAGAGTCTCTCCCTACCGGCCCTCTAACACCATATAGATGCTCACCCCAGAAGGGGCCCCATGGTCACGAGTCCTCTAC

P52_Contig-1551 not applicable not applicable 274 46.0 AGCGCTTACCAAGTCATATTACCTTACGGGAGGACATGACAAGTACCAAAAATCTTACCCGGTAAGAGCGAAGACAAGAAAAACAAGGACCAAGAGTCTTACCCGGGTAAGCAATTACGACGGATCTTACCCCGGTAAGCGCTTACCGGGGTAAGATCCGTCGTAATTGCTTACCCGGGTAAGACTCTTGGTCCTTGTTTTTCTTGTCTTCGCTCTTACCGGGTAAGATTTTTGGTACTTGTCATGTCCTCCCGTAAGGTAATATGACTTGGTA

P52_Contig-2314 not applicable not applicable 471 31.8 TGAAGTTTTCTTTTTATCGGAATCGGAAAGAAATAGAACAAAAATGGGCAAAAGGAAATATAAGAAAGATGGCGAGAAAGAATAAAGTATAAAATAATAAAATATAGGATACTATAACAGTTTAATGCACATATAAGAATACGTAAAAATATTTATTTTTAGAAATCTCATGAACAAGATCGAAGAATAAGATTTGTTTCATAGATGATAGAATGAGAGAAATAACTCTGAGGATCAACTAGTAACGAAAGGAGGATCACTTGTGCCTCGAACAGTTCTTTCAAAAAAAAATTCATGGTTCATGTGGTTATTAAGACTCTAAGAAGGAATAGCCGAATTATGGACGGATAAAGAATTTTTTTCTTCGAAACCCCTTAGAAATTCGAAGGGCCGTGTACGAAAAATCAAATCATACCTGAATGATAGAAGCTTCAAAAGCCCTAAAAATGCTATGAGGTGCTCGGAAATGGT

P52_Contig-2391 not applicable not applicable 512 53.1 AAAAAGACACGCCGGTCGAATCCTAGCAAGCGATGTAACCGGATTTGCTGACGGTGTCGGAGGGCGGGCTTTGGCTTTTGCCAACCGATTTGAGGCGCGTTCGCGTGCTAGCGGCAGCTAATGTGGGTTTTGTTGTGTGTTCTCTTTGCACTTATCGATGCGGGCGTTTCTATCGAAGACCTAAATTGGTGTGGCCTATTGTGCACAGTTTTTCTGAGCTGGGGTCTTGCTAATTAATGGTTAACGTAAGCGACGTGCGCAATGCGAGATGTGCGTGAGTGGTCCCTTCTTCCGTTGTTTTGCCCCTCCGTTGCATATTTCCAAGGGTTGTTTCGGGCATAAGCCGCCCCGGAGCAACTCGATGACGGAATGTGCATTAGCGGAATAGCGTTCCTAAGAGTTGTTTCTCGTGTCCGCCCAGGTTCAACTCAATGATGGAACGCGCTGGGAGCCTTCGGGCTCCTCGCGGACTCCGGTTACTGAGCAAACGACGATTCGGGCACAGTGGAAGT

P52_Contig-2465 not applicable not applicable 207 43.5 AAAATAAATAAAATACTGGTCTGAGACTGTTAAGATGCCCTGCGCCACATCAGCATCTGATTCGGGATTAGTGTAAAAATGGTACTTGATATATATGTATATAACGGTGGATGGAGGGGTCACGAGGTTCAGATGTTACCACGTCAACCTCTGGATGGAGACGTCACGAGCTTCAGTTGACTTCCTGACTCGGGGGGAAAGAAATAA

P52_Contig-2468 not applicable not applicable 282 35.5 AAATTGGGATTTACAAATTTCAGCAAAATCACCTCCTTTACTCACTCTGAGAGTTCAAATTCAAAATTAACACACCCAAAATTCGAATTTATAAAATTTCACTCTGATTCGCAATGACAATCTTGACTAATCTAATTGCAGCAGCAACGAGGAAGGAACGTTTTTCAGTTGGAGAAAACGATACGTAAACCCCTAAACCAAAACAGTCAATACATATAAATGATAAACCCGACAAAAGTGACGAAAAAGGAAAAATGCGTAAGCTGTGGTAGGTGGGTATTG

P52_Contig-247 not applicable not applicable 681 32.3 ATTTATTTGTGTATAAGCATCCATTCGACAATTTAGTGAAATATCGATCTGATATAGGTCAACATAGATATTCAGTAATGGTATGGATCATACATGATATATACTTAACTTATCCATCTAGATATATAGCCTTTCTAGATGAATAAAGAGTTTATGTTATAAAAGTTTATGTTGAAGTCCTCATAAGTTGTTTTTATAGTTTTTATATGCAAAATTATACTACTTACGGAGATGGTGTCTAGGAAAGCATGATCGGCTTGGTTGCTGGGCTTGAGAAAGGTTATGAACCGAAATCGCCCTGCCTCCCGACTTGACTGACCTGGCCGTTTCTGATTTGGTATAATTGTGAATTTATAAAAGCTGATGTTGAAGTTATTTTAAAAATATAAAATGTTGACTTGAACTATGATATCATATGCATTACATTTAGGATGGGAGTCTGTGAGTGTCACTAATGATGTCACTATAGAATTGAACAATTGGGCTTGGGAAGAGTTTGTTTGGAATACGTCCTTCATGCACAAGTCCAATATGAATTTGAACTATGATGAAAGGATGGACCTTATGAGATGAACTTGGGATTTAGGTTAGTTGCATATACATTTATTATATCAATTAACTTATGATGATATGATGATTTTGTTGAAAATGATGATTTCGGAACAAATTTCCTAAAACTAT

P52_Contig-467 not applicable not applicable 269 37.5 TATGAAAAAACCCTCCCAATCTATACAGACAAATTAATCCACACAGACAACTTTATTCATACAGGACTTAATGGAAAACCAACCAAACAACCCCTTAATGAGCTTAATGGGACTCGCAACTTATTTGGTCAGCTATACATGACTATTTGGTAGTGGCTTAATGATATAGAAAATGGCTTATTCAATAAGCTTCTAGGGGGAGCTTTATGCAGAAAGCCAAGTTTTTTCCAAACCTGCCCCTCCCAATTAAAAAACACACTCCTTCCATT

P52_Contig-5322 not applicable not applicable 337 43.0 GGTGAAACCTCAAACATGGCACGTAGAGGACTCGTGACCATGGGGCCCCTTCTGGGGTGAGCATCTATATGGTGTTAGAGGGCCGGTAGGGAGAGACTCTCGGGCTGTATCCGTTATAGTACCAGGGAGTGACTACCGATGAAATTATGTGTATAATGTGTTAACCTGCTAGTAGCCTTATTTGTAATGAAATCGTGAGTTCCCTGCCATTCACGTTAGTAGTTACTTGTAATGTTGCTTGTAGTGTGTATGTATGCTCTTGATGTTGAATGTGTGTATGCTTGCTATGCTTGATAATGTGGGTTGTTTACATATGAATATGGTGTAATAAAGGAAT

P52_Contig-560 not applicable not applicable 221 24.4 TTAATGCCATTTTATATGAGCGAATGTGCCCATACTTGTTCATCATTAGAGGACACTATTCGTAATAATTTTCCCTTATTTTTTCTAACTTTCTTTATAAATTTTTCTAATTTATGAATAAAATATGATTAGGATAAAGTACAATATTATAAAGATAATAAAGGCTTTGTTACGTTTCCACATCAAAGTAAAATATAGTACTGAGTTCTTTTTTCTTTTAT

P52_Contig-625 not applicable not applicable 320 50.0 CAACAATTAGCCACCCCTTGGCAACAAGGCCATGAGAGCAACCAAAAGCCAAAACAACCCCCAAAATGCACCAAACGATACGAAAGAACAAACAGAACTAATGTGCATCACGCCCCGATCCTTGGCACAAGCAATGCTAGCCAGGCTTATGCAACTGGTTATGCTTTAGATCGGGATCAGCTAAGGGTCTACTTCGTCGGAACGGATCAACAAGGCTTGCTAGGCAAGAATTATGGCATGCCTAGCATGCCATAACGCTTGCCTAGGAAGCCTTGTTGATCCGCTGCGACCGGAGTAGACCCTTAAACGAGTGGAGGGGT

P52_Contig-803 not applicable not applicable 782 37.9 GATGGTGGTAAACGTCTAGGGTAATAATTGAATTTTTGACTAGGAATCTTCTTGCTGTGGCAGATCGATAGGGTTATTGGTCAATATGTGCGTGAAATCAATATTAGATATTATTATCCAAGCGGGTCATGACGACAATTCCAGGTTCTTCTTCTTGTATGTTCTCATCTTCGATGATGGCTATATTTCGATAGCTAAATCTATAATTTATCGCAGATACGTCTAGGTATTGGTTGAATTGGTTGTAGGGGGTTAAGTTATGACAAAGCTACTCAATTTTCTACCTTCGATGATAATTTGATCTTTATCTGAAAGCTCTGTTGTGGCAGATTCAAATGGTTATTGGTGGGGAGAAACTGTTGGTAGATATTATTGGCATATGATTTCAGGTTCTTCTTTTCTGGTAGCATCTTCTTTTGATGGTACAGCTTTGATTGCAACGATAGGTGTGGCACTGGATATTTTTTTAGGGGCCAGAAGTTAGGATCTGATAACATAATCATATCAAACTCTAGATTTTGATGATCAATTCAGTCGTAATTAGAAGAGCTCTTGACCAGGTGCTTGCATCCATGGCTGTTTGCAAGATCGGGTTGTTTGGGTCCCTGTTTAATTGGGTTGGAGTAAGATTTACTTGATAGTTGGTTGCTGCTTATCTGTCGCCTTCTCAATTTTCTTTTCATATCACAATCAAGAGCAGTTAGATCGTTTATTGTGTGTTTGTAGGGTTATTTTGCTAGTTGTTGAAGGCTGGCCATCTGCTCATCATGTTGTATCGATTA

P52_Contig-99 not applicable not applicable 411 45.7 CATTCATTGTCGAAACATTGCTTCGTAGTAGCATTTGAAGGCTGCAATGCAGTTCGGAGGGTGGAGTCATCCCTACGTAGTGCGTTTATATATACTTTCCCTCAGTTTGTATAAATACTTGCACAGGCGGTGCTGGTGTTGCCTCTTTGCCCGTAGCATATAAGATCGTGGCCCTGTTCCTTTACGGCTGTGGTTAGATCTGTTAGGGCGAGGCAGTAGCTTATGCATAAAGCGGTGCTTCTATTTATAGTGTCCCTCAGTTCGTATAGTACTCGCACTATCAGTGCTGGTGTTATCTCCTTTCATGAGAAATGTCCCTCGATATATATTCGCACACAGCGGTGCCGGTGATTTCTCCGTTTGACGTTTCTGTGTTGTTAAAAACATTTGTGAGACGTTGCAATCGCTCGG

P53-2_Contig-1 not applicable not applicable 397 51.1 CGTTTTGCTTTCCGACCCTTCGTCGTCCGAAGACGTCAAACTACACTCTCAATCGCTAGTGCTGAGTTGGTAGTATTGCTAAACTGCCTGAAGTCCCTAAACGTGTTTGCGCGGGGAACGGGTTGTCCAGCCAGCTTACGGCTAAAAAGGTCAGTCGTGTCTTTCACGCCGATGTCTTACAAGAAGTCGAGGTACCCTTGAATCATCTCCTAGATTTCTTCGGAAGGACTTCGGTCCGTGTACCTCTAGCACAACGTGCTAGTTTCAGGGTACGGGTGCCCCCCCACTTTCGTGGGGGCCTCCAAAAGGAGACGTAATCTTACCAGAATCCTCCCTCCGATCTCTGTGGCGGGAGCTGAGTTGGCAGTTTTGCTATAAACTGTCTGAAGTCACTAAA

P54_Contig-1214 not applicable not applicable 222 30.6 TAAATATAAGAAAAAAAAAAAATTGACTGGATTCTTTTTTCTGGAGTTGAAACTATCGAGTGCAAAAAATTCAGTTCTTACAAATAAATACTCAATACCCAAGTAGGCTTATAAAATAGATCGTGATATGATCAATTGCTTTCTGGGTCGTCTCAGGCTTTACGATTACTATGTTATCTCCAAAATAGTGGGAAATACACACAAAAAAGGTTTACTTGTTAC

P54_Contig-1568 not applicable not applicable 734 38.6 GCAAAACCATGAATCTCAAATTTCCTGTCATCAGCTGGGCCAAACAGATACGTTTGCTATATGATTTATTTCAGCAAGAAAAAAGGAGAAAAGCCCGACAAACCACAACTCTTCAGTGTCGCCAACAAAGAACCACCAAACGCCGACCTCTGAAAATTGAGGAGCAAAAGATAAGCCAGAAGAAACAAGGCAAAAATGAAAGAACAAACAAGAGACTGCATTACTCCCTCTATGAACACTATACATATGCCAGGATCAACAGCCAGTCCCCTAAATAGATTGCAAAGTTAGACTGAGTTCAAAATTTGATGGACTTCTTCACTCAGAAATTACCTAAATTAATTACCCAGACCTTTTATCTCATCACCGAAGGTACTAGAAACCCGTGATTATGAAAGGCTACATGTACACGAAATACCAACCTACAAAATCAAAACGAAAGATCATAGAGCCAGAACACCTGTATCCCTAGAGGAAGCATACCCAAAATACATTAAAACCACCAGTAACTACAAAGAAGAACATCAGAAAAATTAGATCTACAGATAGCAAGGCATCAATAGGTTATAAACACACGCAAAGACCACAAAGCACACACAAAATGGAAGGTAAAACAAGTGCACGCCAAATGGAAAAGAAGAACCTCAGCTAATTTTCTGAAATGCAGGACTTAAGTGATATTAATCAGCATTAGTCGAGTTAAAACAAATATGACACCTCAACCTGTTCACCCT

P54_Contig-1733 not applicable not applicable 244 51.6 TGGACAAAGGCCACCAACGACCACAACAAGCTCTAAGAACCACAAGCGGAGGTCAGCAACGATTGTCACCGAAAAAGTCCCGCATCGGTTCATAACCAACAAAAAGATAGCATCGACAGCGAACACGACTCCAGGCCGCGAACAATTACGTCATGATGCTAACCCCGTTTGATGAGAACCGAATAAGGGCTAAGACCGGGGGCAAACGTTCCCAACACTCTTGGCTTCACCGTCCAGCAACCCT

P54_Contig-180 not applicable not applicable 761 38.5 TCCCAAAGCAAAGCAAAGAGCTCACACCCAGAACAATTCCAATAATAATCTAGATCACTTGCACAAAGCTGCAGATCCAATGAACAGATATAAACGAAGAAAGAAAATTAATAGTACCGGGGACTATATAGAGACTGAAAACCATCTTTCTTGTCCATCAATTCCAGTTTGCAGGTTTTAACTCCATTTCCTACACTAGAAACGCTCAACAATGCACAAGAGAAATAGTACACAAGCTCAGACCACTAACCAATATGAAGGCATATCTACTACAACTACCTAGGTATAGACATAATACAACAAGCTCTACCCAACTAAATTAGCACAGAAATACTACATTTACCTCTGTAATAATAACATAATCAGACACCCCAGGGAAAAGCTGAACCCTGGATTTGATGGAAGGAAAATCATGAGTAGATAAGATTTCCAGACATCAGATATGCCATATAAACACATTTGATACATGTTTTAGCAGAGTAAGTAAAAAGGAGATGAGCTCATCAAACCAGAACACTCCATTGTCACCACACCGACCCAAAACCACCAAAAACCAAGTCTCTGAAAGCAGTGGAACGAATATAAGCAGAGGAAAAACAAGGGAAAAATGAGAGACAGACAAGTGACCACTATTTTACTCCCTCCATTAGCACTTCATCACTGCCAGCATCATATAATAAATCCATGTTCGACAACCAGACCAAGCTAGCGGCACCTTGTATAGGTTTCAGAATTAGACTCGTAGCAAGTTGCTAAATATA

P54_Contig-2005 not applicable not applicable 343 44.0 CCTTAACAGTAGAGAGAGCTCTTTCTCACCAGTGAGGGCTAAACAGAGTTCATCATCTACGAGATTGTCTCATCGTCATCTACGAGATTCGAGTTAGTCCGTTGTTGTTCTCTCTTTTAGTCGTATGTATTCTTTTTCTCTTTTAGCCTATGTTCATTTCTATAGTAAGCAAGTGCTACAACTCAATAGGGACAGCTAGTCTTCCTTCCTGGGTGCTTGCCCGGGGTTGGTGTTAAGTACGCTCTTTAGCATCGACTGAAAGGAGAGTTACTAACCTTCATCGTCGTTGGCTAAGCAGCTAGTTGCCTTCTTAGCCTTCCTAGACCGCTAGTTGACTTCTTAG

P54_Contig-2409 not applicable not applicable 483 38.7 TTCTGTCCATGAACTCATTTGATATAAACATTTTCTATGATGTTTTAAGATAAGCTAGAGCCGAACCCGTAAGCATTTCTTCACGTTTTTGATTCGGGCCTTTTATCGAACAGTTGGCGTGCACGTTTTGTTCAGCATTTTCGAACCCTTTCCCGACTCTATCTCATTTCGAGTCCTAAATGAAAGTTGTAGCTCATGTTCTCAGCTATCCGTAGCCCAAATTTCGTCTCGATCCGAGTTCATATGCATCGGTTATGACAAATTGAAATTCACAGCTCATTTCTTTTGAAATCTGGAAATCAGCCCACTTGCGGGCTAAACTGAGAACAACTCGATTGAAATTCGGCATTTATTCTTTTTCCATGTCGAAGTACGTTCCATTAGCGTTCTATACATATCTCGTTTACTCAAAACGGAGTTCGTATGAATTTACTATGATTTTTCAAAGTTTGTATCTCCAATCTGGAAATTCCGACGAACAAC

P54_Contig-2942 not applicable not applicable 220 37.7 TTATGAGAACTTTTGATTGAGGTGATGCTATCTTCTTCCACTCATTTATCAAGTTTTGCCCGAGTATTAGAGTTTTGATTGATGAATGTTGACCTGCATTTGTTCTACAATTCCCGAGCTTCCGATTGAGGTGATATCTTCTACTCAGTTGTCAAGTTTGCCCGAGGAGTATTTAAACTTCTGATTGATGAATGTTCACCTGCATCTGTTCGAAAATTTC

P54_Contig-3019 not applicable not applicable 255 46.7 CGATTACAAGCTTGAAGTTCGGGTAATCCACAGTCTGCTGATTCGGCAAAGCCATTCGCTTTCTGCTTTACTGATTGAAAGACAAACAGAATCTGAGGAGAGAGAAAGAGAGGAGAGAGAAGAGAGAGAGAGAGGGATACATTCATACATCGATTCAAAACCCTAACCCTAAACCCGAAAAGAATCAACATATTGATCCCTCCCTCAACACATGCCATCTGGGGAGTCCGCCCCGCCAAGATACGCCGGTCAATC

P54_Contig-3125 not applicable not applicable 265 40.0 AGTCTGTGTGTGATTAGATTGTGTTTTGTGTGTAGGTTCTGTTGCTGTCAAGCACCATGTCCAGGCCATTTGCTGGTTTTTCTATAATTTCTATGATCGTCTTTTGTTTTAGCATTAATGTTTCTTATGGTAGTTGTCTTGGGCTAAACTATGTTCCCCTTGCTATTTGAAACATGTCATGTAGGTCTTCTTCCGTGGGACACGGGTTACCTGCTTCCTTCCCACTATTTTGTCTGATTTTTGATTTCTCCAATTTCCTTGTGCG

P54_Contig-3295 not applicable not applicable 220 39.1 GTAGGAGTGATCTTTCTGTTTTGAAGGACTAACATGTTCTAGAGTTGATCTTTATTTATACATCACTTTTGTACTAGAATTTTCAATATTTGGGCCTGTCTTTGTCATCTGCCGGATCAGATCAGTGTGACTATTACAATCCTGTAGTCCTATGTAGTTCTATAACCACTGATAATGCTTGTAAAATGCCTGCTTGTGGGCGCAAAGTGTGTGCGACTGG

P54_Contig-3590 not applicable not applicable 231 42.0 AAAAGACGATCATAGAAATTATAGAAAAACCAGCAAATGGCCTGGACATGGTGCTTGACAGCAACAGAACCTACACACAAAACACAATCTAATCACACACAGACTTGCACAAAGAAAATGGAGATATCAAAGATTAGGCAAAATAGCGGGCAGGGAAGAAAACACGTGTGCCACTGATCCCCTAGCAAGAACAACGGTGTATCCTTACATCTGCGAGAGACAGAAAAAGGA

P54_Contig-375 not applicable not applicable 740 39.6 ACAGAGAAAGAGCCGTACCAATTCAAATAGAAACACAAGCGACCAGATTTGTAGAAGTTTCAGACTTAAGAAGCACCCCACGAGGATTAGATGCAACTGCCCACCAAATATCATGATGAAGGATAGTAGATATTGAAAATAACCTTGATTTACTTCGCCTGCAGAAAAACCGAAGGAGCCAGACTACTAGGATAATAGAGGAAAACAAGAGAAATTCTTTTTCTCAACTCCTACAGTTGCCAGAATCTAACGTGACCATCATCAAGCTGAGCATAACCTTATGAGAAACTGCTTTAAACAAGAGGAACAAACTCGATGACCTAGATATAACACAAACACACGTTCTGTGAAACCATTGCAAAACCACATTTCAGACAAAACCCAAGTGATAAGCACCATGCCACAACAATGCAGATCACTAAGAGACCAAAGCTGTATAACAGCAAAGATGGAAAGGGATGGGCATTATGAAATGCTACCTCAAAAATGTAACCTCAATTCTCCGCATAGTGTCTACAACAGTAAAGAGGCCAGGAAGAACTGCACAAACCATTAGAGGAAGGAAACAGATATAATCTGAATGTCTTAGCTGAATAAAACTTCACCATCTTCCAAGTGAGCTCATGAAATCCCTTCCAACCTCGTGATTCCCAAATTTTTCCAAGCACCCACGAAGTAACTATCGCAATCTTATAGATACCAATCCATTCTGGTGTGTTATTGAGTTGCACATAAAGAAA

P54_Contig-4353 not applicable not applicable 254 46.1 GAAAGGTGGAAAGCGGTGCTGCGTAATGGCTAGAGTCACGATTATTTCAACTAAATCTGCAAGTCCCTCTGACAAGGGCCCTCTTCCCAGAGACGGTTCTAGGCCGGTGGCAGATCTTGGTTAATGGAATATCGATTACTGGCTTTAGTCGCGGATAGAGTCAGATTGCTTGAGAGTGCAATCCAAATTAGGAGGTAAACTCCTCCTAAGACTAAATACGATGGTAATATCGATAGCAAACAAGTACCGTGAGG

P54_Contig-45 not applicable not applicable 389 46.0 TGGGTTCTGGTAGGCAAGATACCTTTTGTCAGGCAATCCAGTAGATCCTTCTTTCATCGAGTCACAGGCAAGCAGACTAAGAATCAGGTATGGAAGGAAGTGAAGGTGAAGCAGACTTTCTTTCTCGGTCCTAATCAACAAGGGCAGCATGGATATAGTTGCTCGTAGTAGCCTACTAGGGTCGATAAGCCAACTGGATGGTTGCAGCTGATAGCTATGGTGAGCACACGAATAGAGGATGGGGGATACGATGCAGAGTAAGATTGAAAGATGAGGACGCCCCATAACCTTTCGTTTGTAAGATCAATGATGATGCATAACAATCTTCGATAGGGTAAGAAAGAGTTAGTGAGAGCACAGCGGAAGGCAAAGAGCCGATAAGGCGATGA

P54_Contig-467 not applicable not applicable 314 43.3 CTAAGCGTCTTCGCTAACTCGCTCGCCTACTATACAATACATTAAGTAGGGTAGGCTAACTCAGCCGCTTACTTATACTAATGTAGGGCTAAGTAGCCGCCTTTTGAATTGAATCTTAAGTAGTCTATCAGTGGTGCAAAGCTAATTCTTTTCAGTAGGGGGCGAAAGGTTAGACCTTATAAAGTCAGCGAACAGCGGTTCTTCTATGTAGGTATGGTGTTATCCCTGGACTCTTTTAACGTCGAGTGACTTCGTAACCTTTTCGTAGCGTAGTAGAATGAAGGCTACGCACCGACGCTCTCTTATCTATTAGT

P54_Contig-5055 not applicable not applicable 301 38.2 AATATAAAGCAATCCCTCCAATCGGAATCGAAAGCAGTACAATTGCTGCGCTTACGCCTTTTATTGGCATTCAAGCAAGAGCTCCGAGCCTATCAGCAAAGATAAAAGGTTTTCTTTTAAAGCTATGGAGTGAATTCATAATTCAAGAGGAAAGGATTCGTTGTTAGGAAAGGATTAGTTGTTTACTTTTATGGAAGCTAAGGCAAGAAGTCAATCACTTTCAGTATCTCTTGCTTCTTTGGTTAGTTCAGTACGAGTGGCAGGCTCAAACTGGCGCAGGCAATATGTATATAATAATAAT

P54_Contig-5090 not applicable not applicable 220 39.1 CCACAAGCAGGCATTTTACAAGCATTATCAGTGGTTATAGAACTACATAGGACTACAGGATTGTAATAGTCACACTGATCTGATCCGGCAGATGACAAAGACAGGCCCAAATATTGAAAATTCTAGTACAAAAGTGATGTATAAATAAAGATCAACTCTAGAACATGTTAGTCCTTCAAAACAGAAAGATCACTCCTACCCAGTCGCACACACTTTGCGC

P54_Contig-729 not applicable not applicable 222 38.3 TCTTTGATTACGATTAAAAGAGAACCAAAACACATTTTTTTGTACTATCGCAGTCTCGACCAAAATTGTTTCGGCGCCGGATTTTCAGGACAACCCTGAAGACCTTTTTTAAGTCCGTTATAGAAAAAAACAATGAATTTGCAGCGATATCTCATTTCTTGGAAGCTACTATAAAAGGGGAGCAGGAAAGCTGCAGTAATTCTTTGGAAAAGCCCTCTCTTC

P54_Contig-7327 plant associated viroid-like circular RNA 4 (+) strand 274 63.9 TTAGGGAATAAGAATGCAGGCGCTTGTTCGTCGGCCCCCTATGTTAATGTCCGGCCTCGCGCCTAATGCGTCACGTCGGGAGCTGTAAGCGTTGGTTGTGTGCTAGTGTCGGCCTCTAGCCGGGGAGAGCTGCAACGCAGGAGCGTCGGCAGCCCCGATTGTCCCGACCTCACCGCTCCCGCTGCCGGCCCGTGGTTCTCGCCGGCTAGATGCTGCCGTGCTGCACGACTCGCGCACACGGCTCCTGACCCGACGCATGCGAAGTTACCCGGAT

P54_Contig-7860 plant associated viroid-like circular RNA 4 (-) strand 274 64.2 GCCGGCAGCGGGAGCGGTGAGGTCGGGACAATCGGGGCTGCCGCCGCTCCTGCGTTGCAGCTCTCCCCGGCTAGAGGCCGACACTAGCACACAACCAACGCTTACAGCTCCCGACGTGACGCATTAGGCGCGAGGCCGGACATTAACATAGGGGGCCGACGAACAAGCGCCTGCATTCTTATTCCCTAAATCCGGGTAACTTCGCATGCGTCGGGTCAGGAGCCGTGTGCGCGAGTCGTGCAGCACGGCAGCATCTAGCCGGCGAGAACCACGG

P54_Contig-964 not applicable not applicable 363 33.9 TTAAATACCATAAGCTTAAGGCGAGGGGCTATCCCTTTTTCGTTACTCATGCCAGCATTCTCACTTGGGATATACTGGACTAGCGCTATTTAGCGCTCAAACTACGTTGTAATTATCTTAAAACTTATGTACATCAACTCCTAGCTATTATTTACTAATAGTAGTGCTTTTTTGCCTAGTACAATACTTTTATATTTCCTTTGTTTCTAGTCCTATTTACCCAATGTTCCGCTACCCCATAAATAATACTTAAATAACCTTTAAGTATAGTAAACTAGGATTATACCTAATATAATTATTATGGACAAGGTGTCGGTGTTTTGTTTAGATCCGTTATATCTTCGGCGCTTTTAACTAATTAGG

P55-3_Contig-167 not applicable not applicable 213 32.4 TGGAAATGTTATTTGCCTGTTTCAGGGTGCCTTTGTGCCAATTCTGTAGTGTTTTTTTTAGATGTCCCAGTTAATGCATTCAGATCCAAAGCATCTACTTTCAAAAATAAATTGAAAAACTTTGTATCTGTGCCATACTTCTAAAATTGACTCAATACCACACTTACATTTTTATTGTTATTGGTGGTGAAGCAATGAAAATTAGTTCATACT

P55-3_Contig-225 not applicable not applicable 213 32.4 TCAATTTTAGAAGTATGGCACAGATACAAAGTTTTTCAATTTATTTTTGAAAGTAGATGCTTTGGATCTGAATGCATTAACTGGGACATCTAAAAAAAACACTACAGAATTGGCACAAAGGCACCCTGAAACAGGCAAATAACATTTCCAAGTATGAACTAATTTTCATTGCTTCACCACCAATAACAATAAAAATGTAAGTGTGGTATTGAG

P55-3_Contig-40 not applicable not applicable 256 30.1 TTGGTTAGATCCATTAAATTAACGTAAACCCTTGCTTTATTTAATAATACATAGAGTACTTTTCCAATAATTATTGGAAAAGTACTCTATGTATTATTAAATAAAGCAAGGGTTTACGTTAATTTAATGGATCTAACCAAAGTCTCACGACATTAACTAAAGACAGCCGTGCAACACTTGTAATATTTAAAGTAAGGTAACTTACTTTAAATATTACAAGTGTTGCACGGCTGTCTTAAGTTAATGTCGTGAGACT

P56_Contig-1040 not applicable not applicable 355 53.0 TACTAAGTCACGTCCTTCCGTGGCCCGCAACCTTTCTTTAGGCCTCAAGCGTATCTCAACCGAAGGGACCATCGACACGAATCAGCCCGCGTACTGAACCACGTCAAGAAAACCCGTCATGCCGCCTGAGCGGGTAGCCGGAGATCACGAGACGCAACCTTTCACACCGTCCCCAAGAGCTCAAAGCCAACCTAAAGGCCAAACCCAACAAAAGAAGCCTTACTAATCCACGACCCGAACACCCATCTTGCTGCTGACGTAGCAATCAAGGATCACGAGACGCAACGTTTTGCACTTTCTCAAGGGCTCAGCACCCAACCTAGTCCTAAAGGCCGAACACGTTAAGAGAAAGCAT

P56_Contig-10402 not applicable not applicable 225 64.4 CCGCCGCAGAGAAAACAGAGGAAGTGACCCCGCCGGAAACAGAACCATCCAAGGAGGCAGAAAAGGAGGAGGAGAAATCCGCGCCACCGCCCACGGCGGATCCCACGGCGGAGCCGGCGGTGGTTGTGGAGAACATCGACGAAAAGACCGTCCCACCGGCGGAGGAAATCAAAGAGACCATCGTGGAAGTAGCCGCGGCAGCCCCACCGGCGGAGGAGCCCGCCA

P56_Contig-1052 not applicable not applicable 248 37.5 AACAATTGAAGGATCAAATCGACGAAAATTGACAAGTAGGGACCAAATTGACGATCATGCAACAATTGAGGGACCAAAATAGCGATTATCCATAGTTTTTTGTTTTTGGTTATCAGAGCCATTTTCTTAGTCACAGATCTATGTTTATGAAGTGAAATTGATGTTGGAAATGAATTTGCAGGATTACTTCAAAGGGACCATACCAAACAGGCAACCCCATGGCAGGTTCATCTAAGCCAGAAAAGAAC

P56_Contig-1170 not applicable not applicable 210 46.7 TCTCCTCCCCCACCATCTCCTCCCTATTCCCCCCCCTATATATACTCATCTCCACCTCCACCACCATATCATTACATATCTCCACCTCCACCTAAAAAGTCAAATCCACCTCCTTATTATTATAAGTCACCTCCACCACCACCAATGCATTCTCCACCACCTCCACCAACATATTACTACAAATCTCCACCTCCTCCAACCCATAAACCA

P56_Contig-1276 not applicable not applicable 482 35.1 TATAAAGACAAAAATGCCCCTGCTTAATTGAATTGAAGGAGGGCAATTTTGTCCATAAAGCCCTATCTTTTCTTCCCAAGTCCATGGGAATTCAAATACCGGAGATGTGAGATTTGAATTCTCATGAAATGAGGGAATTGCAATTCCCTCATTTCATGAGAATTCAAATCTCACATCTCCGGTATTTGAATTCCCATGGACTTGGGAAGAAAAGATAGGGCTTTATGGACAAAATTGCCCTCCTTCAATTCAATTAAGCAGGGGCATTTTTGTCTTTATACTATTTATTCCCTTTCAATTCCCATGGTTCTATTCATGCATACCAAACCCTGAAATTTAAATTCTCACTTTATTCCCAGTAATTCAATTTCTATGGAATTGCAATTCCATAGAAATTGAATTACTGGGAATAAAGTGAGAATTTAAATTTCAGGGTTTGGTATGCATGAATAGAACCATGGGAATTGAAAGGGAATAAATAA

P56_Contig-1539 not applicable not applicable 206 50.5 GGCATGGACCTGGTATTGGGGGAATGTTAGCTGGAGGGGCTGCAGGTGCGGCACTTGCTTATGGTGCTACTCATTTGTTACATGGAGGTTCTCATCACGGAGGTGGTCATTATGGAGGACATGTTGGTCATTATGGACACGGTGGTCATGGCAAGTTCAAGCACGGGAAATTCAAACACGGGAAGCATTTCAAGCATGGGAAGCAT

P56_Contig-1566 not applicable not applicable 215 36.3 GTTAGCATTTAGAATCGAAATGCCAACTTGAAATGCTGGTCAGGGCAGAATCTCAAAAAACAGCATTTGGGATCAAAATACTGTTGCGAAATGCTATTTACCAAACACCAATTTTAGCCGCTGACTGCTAACTTCTAATTGCCAAACAAGTCCAAAAGTTTAGCTGATAGTTGAACTACACGTTTATTATTTATATATTGGCCTTGTTATTAGCG

P56_Contig-157 not applicable not applicable 462 37.0 AACCCACGGCAGTTGGTTTCTTTATCCAGATTTAATTGTTAGACTTAACATGGAATGAAATAAAGGGAGAAAATCTAAGGAAAACATTACCTCAAAACATACATAGAAATAAACACCTTGTAGGTCAAAATCAAATAGGACATCTACTGTTCCTTCATGTAAGTTGGCCATTACCAAAGAATGTCTCAAACGAGACCAGAATTTAGCATCGATAAACACAAATACTAACACATGGCATTAAATCAAATATTCAAATCCCAAACCTTAGCGTCCGAAGTAGTTAGATTCCTGGAAGGGGTATTAGGTCAAAGATACCCTTGGTGCTGAACACCCTACACCAAACAATAGAAACAGGAACTGTCTATATGACGAAGAATTTAGACTTAAATTTTCCTTACTCAGAGTTCTTCCATCCATCATGTACCCCAAGCTAGAGCAAACCTAGAAAACATGGGAAGAGTG

P56_Contig-2 not applicable not applicable 771 33.7 CATGTAACAAGAGATCAAAGCCTAAACTTCTCTTCTTCCTCCTCCTCCTCCTCTTCTTCTTCTTCTTCTTTTTTTTTTTTTTTTCTTTTTTTCTTTTAGTGTCTTCTTTATTATATCCCCCTATCCCTCATATGAATCTAAAACTCCACCAGAGTCTATCGTTCCGCGGATTGAAGCAAAAAAGATGCTTCAATCAAATCTTTTTTGATTTTTTTCTGTTAGAAAAAGAGGGAATCCCCCCCCCTTTTTTCCTTTTATTCAACAAAGATTGAAAAAAATAAAAAAGAAATCATTCCTACTCTCATAACTCAAATTGGATAATTCTGAAAAAAAAGTTTTAAACAATTTCATTTCTTGAGCGGTCTTTACTCCCTTTATGCTTGTCTCGTTTAAAATCAAATGAATTTTGCTTCTTCCGTCTGATCCAGTGATTGAGACAATGAAAACGGCGTTTGCTTGTTCTGGGATCCTTTATCTGTGTTTTAAATCATTAGGTTTAGACATTACTTCGGTGTTTCTTAATATTTTCCTTTCAAAATGGCAGCAACATACCTTTTTTTTACTTCTTTCTACCAAAGAATCCTACAGATTCCCGCATGATACACTTCGGATCGAAAAAGTTTGATCAAGTCTAATAACTTTTTGGAAACTTCCTCGAATTGGATTCTTTCTGTATCGAAGATATGTTTACGAAGTTGTTCCAATTGATTGGCATTAACCCTAGATCTTTGCCCCTGAGAAATTAATAAATACTTTCTACTCGAGCTCCAT

P56_Contig-2771 not applicable not applicable 225 36.0 GGGTTATTGGTTCATGTGTGCAAGAAATTAAGATCGGTTATTATGTTCATGACGAAAATTCCAGGTTGCTTTCTTCTTGTATGTTCTTATCTTCTATCATGGTTATATCTCGACAGCTATATGTTATGGCAGATACATCAGGTTATTGGTTGATAGGTGGGCTAAGTTACGACAAGATTGTTAGCCAAGGAGTTCTTGGATGATAATTTGATTTTGATCTCCATA

P56_Contig-3439 not applicable not applicable 205 37.6 TGGAAGATCGTCACAACTTTTATTCTCAGGCATTTTTCATAGCTTCAATGCTTTACATTTAATGGCCTTCCATGTCCTCCCTTTTCCTTGACAAATTAGGGATTTTCGGAGCTCTTGATTTTAGGGTTTATGGGTTCTTGCTTGATTGAGATTGCAAAACCCACAATCTTCCAAAGTGTCATTGACTTAAAAGACAAATTTGGGA

P56_Contig-3793 not applicable not applicable 241 40.7 TTATAAGTAGGGCGAGAGAAAGTCCATATATTCTATTTGCGTTGGTCTTTCCAACGGAAACTAAGCACTTTTTTCTTGACTCCGGCGCTCCAATGAACAAGAGTTCTCCGCCTTACTCTATTTAGAATAGTGGTCGATACCTCGGGAGGGAGTTAGATTCGTAACAAGATGTTATGTTCACGCGGTGATCTTCTATCTTTCCAAGAGTACTACCCTTTTAGATTAGCAAAAACAAAGAAAC

P56_Contig-3962 not applicable not applicable 205 37.6 GACACTTTGGAAGATTGTGGGTTTTGCAATCTCAATCAAGCAAGAACCCATAAACCCTAAAATCAAGAGCTCCGAAAATCCCTAATTTGTCAAGGAAAAGGGAGGACATGGAAGGCCATTAAATGTAAAGCATTGAAGCTATGAAAAATGCCTGAGAATAAAAGTTGTGACGATCTTCCATCCCAAATTTGTCTTTTAAGTCAAT

P56_Contig-400 not applicable not applicable 206 41.3 GGAAGTGTAAAACTGACGCGGATTGCAAGTTTTGTGTGCCAACAGCTGGTTGCGAGAAAATTATTCTCCCCGGTCTTTGTGCGTAGTGATCTCATTTCCCACTCGTCAGCACCTCTGATCTGATCTGCTTGTGTAATATATGTATGTTAAGTAGTTGCTTGGGAATATATCTTCCGATATATATCCTAAGTTCTTCCGTGTATTTT

P56_Contig-511 not applicable not applicable 452 33.2 GATCGTACTACAATCACTCTCTTTGTTGGTTTGGAATTTTGTAGCTTCATTCTCTTTAACCTCAATGGAACTCATTTGCTTCAACGCTTCATCATCCTTTTTTCCTTGACTAATATTTACTTCCGCATTTAAATCCTGATTCACACCATCGACAGTGGTTGTTCCACTATTATTTGCTTTAACGATGTGCACTTCAATGAACTCAATTGAAGACACGTTAAGATCTTTTTTTTCTTGATGTTGCAAATCAGAAGCTATTGTAGGTGCTTCACCCATTTGTTTATTTATGTTTTCACCAAAAAAACCATCCGTTTTTAAACTTTCATTTGCAACCTCTTCTTTGTCAGCTTCATCAATTTTGAAACTATCTTTAATGATAGTTTCATCATCTATTTTTACTTCTCTTTGTAATTGAATGATATCTGATTCAATACTTGTAGCCTGATTTGAGG

P56_Contig-6069 not applicable not applicable 302 39.4 AAAACCAGCAAGAATCGCCTCCCTCGGTATTTAAATGCAAGCAGTAGCCCAGATCCTGCATCACAACACACAAATTGTCAAGTAGAACCATTATAAAATAGGATAATCAATAGGCCAGGGGAAGCAAGCTAAGTTCTTATTGTAGGAAAAGGACAATAGTGTTACTTTCTTAACGTTAAGGTCTTAGGTTCAAGTCACATCCCAATCAGATTGGTAGAATGTTAAAACAACGACAATAGCTATGTCATGGTATTATAGGTAGGGATGTCAATTACAGTCTGAAACCAACGGGTTGGCCTGAT

P56_Contig-7136 not applicable not applicable 246 40.7 AACTTAAATCAAGAAACTCAAGCTTTGGAAGTAGTCTTGTTGGAAGGTTCTTGGTCTCATTATAGTTGAGGAAACTAGTGATGAGATTGTTACGCAAATCCAGCTCCTCCAGATCTTTCATGGCCTCCAAATCATCAACTTTAATTTGCCCATTCAAGCCAACGTTGGATAACTTGAGATGTTTGAGTGATGGCAATGCACTTGCTATTGATAGGACGGTGACGTTGTTGCCCAATTCTCTATTCC

P56_Contig-786 not applicable not applicable 273 46.9 AAAAAACAACAACCCCTACATAAGGGGGTATACTCCAACCCCATTCAAAAAATGAATGAATTCACAGACCTGCCCATAAAGCAGGGCCCTCTCCCCGTTTAAAAACAAATCCAAGCAATCATATTGGCTTATTGCCGGATTATCCACCGGGCTCTGAGTAACCGCGATTACAAGGTCAGCTACGGTCCATTCTGAGGGGACCTGATTCCCGCAACTTAATAATCATTCCTGTAATTGGGAGCACGCGGTGGAAAAGGAGATTTGACGCCGACC

P56_Contig-892 not applicable not applicable 719 55.6 GGACTTGCTTGGGCGTGCTTGCCGGAGATTGCCGAGTTGGGTCATAAAATTGACTCGATGGCGGATTTCTTTGACTTGTGTGTCTGGGCTTTTGTACGTGCGGTGCATGAGTGGCGCTTGGCTTGTGGCGATTTGTTGGTTCCCTGCTCCGGCAGCGACAACATCTCTCCCTAGCCTTTTCATTTTGTGGCCGATGATGTCAATCGTCGGCCGTGTCGGGTTTTCTGTGTTGCATACCTACGCGATGGTATTCGGTCGGTTATAATGGGGAAAGGTCCACTAAGTGGTGCTCCACGCCGTGTATGCGCGCGCGGATTCCAGCACGAGGTGGATCCTTTAGGCGGTCGTCGTGCTACCACAATCCTCGCACTTCGGTTCGATGGTTTGATGGCTCATGACGGTCTGCTTGACATCTTGGGTGCGGAATATTACATGGATATGGGGTCTAGCGCCCCTATTTGTCCCGTATAGCAAGCGTTTACGCTTTGTTCCTCCGAAGTAGTTGGCGCGCTCGGCTTTGGAATCGGTTGTCGCTCGATAGGTGTGCGTCGACAAGGTCGATGAGGCGCAAGATGTTAATGCTGCTACGCGAGTTGGCCGACCAAAAGGGGCGATTAGGCGCGCTGACACGGGCGCAAGCGACAGTCCGTGCGCGAAGAAGGTCGCAACGTCCGGGTGAGGTACCGACCGAGGGGTTGAGGGATTTTCCGTGCCAATCG

P56_Contig-921 not applicable not applicable 359 35.7 TAACCATCCAATCGGTACAACTTGATGAGCAGATGGCCAGCTTTTAACAACCAGCAATATAGCCCTACAAACACAATAAATAATCTAACCACTCTTGATTGTGATACCAAAAAAACCCAAATTGAAAAAACAACAGAAATACAGCAACCAACTATCAAGTAAATCAAACTCCAGCCCACACAAATACCGTAATTAGGACCCGAACAGCCCAATCATGCAAACAGCCATAGATACAAGCACCTGGTTATGAGTTCTTAAAAAGGAGCTGATAATAATAATCCAGATTATGACTAATTGATCATCAATATCTAGAACCTGATAATATAAGTTCTGTTGATGATGTTATTGTTATCGGATTC

P58-1_Contig-109 not applicable not applicable 396 29.3 AAAAAAGATCGAATTTCCTATTTTTTGATTGTTTATTGAATATCGTATGGAATTTAAATTTAAGTAAAAAAAAGGAAACTTGAAATGAAAGTTTCTTTCACACATGCAGTCTCCATCCCATTGTCGGAACATAAATACGGGATGCATAGATATAGAGATAGTTGGTACATGAAACCACACTATATCGAAATCTTATTCGATAGATAAGATCGAAATTCATTCCGTTTTGAAATCAAAGAAAATAAAGATATGGAAAATGGCTTTTTTTGTTGTGAGTTGTAATAAAAGTTTTCGACTCTCTAGGAGGAAAAGACTAGCCAATTTATTCAGCTAGGAATACAAAGATTTAATCGGAAATATCGACAAATTCATGCAGAGTTTAAAGAAAAAAAAAAT

P58-1_Contig-1482 not applicable not applicable 316 50.9 AGGTAGCAGAAGAAGCTTTAGCAGAAGCCCCGGCAACTGAGACAAAAGATGAAGCCTCAGAAAAAACCGAGGCCCCAGCAGTAGAAACCGAGCCAGAGCCAGAGGCAGAACCCGAGGTAGAGACCAAGGAAGTTGAGGCTGCACCAGCAGTTGAAGAAGAGAAGGCAGCAGTCGAGGAAGCCATCGAAGTGAGCCCAACTGAGGCCACCAAAACACCAGTCGAAGAACCGTCCAAGGAGGAGGAAGCAGCACCAGTAGGAAGGCAGAGTTGTAAAATACTAATAAAGCCCAATTCCATCGATGATATTTCTTCTTC

P58-1_Contig-1681 not applicable not applicable 230 40.4 GTATTCACACTTCTAGCCTAAAGGGATCAAGTGTGAGGAGGTGTGTTAAAGTATATAACATATCTTGGGGCCTCAATCATGAGATTAAACTTTTGGCTGAGTTGGTTCTTTGAAATAGTATTAGAAGCTAGTGTGACAAGAGATCGCGGGTTTAAATCTCAACCATATCTTCCAGCCCAAATGGCTCTAATGTGAAATATTCAACGCCAGGTATGAGAAGGACCTGTGCT

P58-1_Contig-1734 not applicable not applicable 205 37.6 ATTAAATGTAAAGCATTGAAGCTATGAAAAATGCCTGAGAATAAAAGTTGTGACGATCTTCCATCCCAAATTTGTCTTTTAAGTCAATGACACTTTGGAAGATTGTGGGTTTTGCAATCTCAATCAAGCAAGAACCCATAAACCCTAAAATCAAGAGCTCCGAAAATCCCTAATTTGTCAAGGAAAAGGGAGGACATGGAAGGCC

P58-1_Contig-1818 not applicable not applicable 342 48.2 AAAAAATATGGCCTACTCAAAGGCTTTACTCCTTGGTTTCCTCTTAGCGATAACTCTACTCATTTCTTCTGAGGTGTCAGCTCGTATGCTTGCTGAGACTACTCAAAACACTCCGTCCGAGGAGGAGGCCAAGTATTACCATGGCGGTGGTGGCTATTACCATGGAGGAGGTGGCTATCACGGAGGAGGTGGATATCATGGAGGAGGTGGGTATCACGGTGGAGGATACCACCACGGTGGACACGGTGGCCATTACCCACCCCAAGAAAAGGATACCAAGACAGCCGAAGAGCAGAAGGGTAATTAATTTGAGTTGTATGTATACCCAATGCAAGTGAAAAA

P58-1_Contig-1846 not applicable not applicable 240 50.8 GCACCGGGTGGTGGAGGATACTGTCCCTGTGGATATCCGTGATGACCACCAGAATGATGACCAGCAGAATGACCAGCTATACCACCCACAAGACTGGAAATGATTCCCTTGTCAGAACCATCCGAACCTTGTGGAGGATATCCTTGTTGTTGAGGATAATCAGCAGGCGGGTATCCTCCTTGTGGAGGATAAGCCTGTGGAGGGTACCCTTGAGGAGAATACCCATATTGCGTAGGGTAA

P58-1_Contig-2033 not applicable not applicable 201 38.3 ACAGAAACTCAGAGATCATAAAGACGTAGAGCACAAAGATATAAAAGAAACGGATCCTGGTTACCGTCAAGATAGCTATCGAAATAAGAATCTTGGCAATGTGAGAAAAACATGGTTTTTGTTTCATGATGATCAGCGGTCTGAAGAAACTATGCCAGGAAAAGAGAAGGTTTCCAAAGACTCAAATGTATCTGCTGAACG

P58-1_Contig-254 not applicable not applicable 621 34.5 TCTCTTTGTTGGTTTGGATTGTAGTAGCTTCATTCTCCTTAACCTCAATGGAACTCATTTGCTTCAACGCTTCATCATCCTTTTCTCCTTGACTGATATTTACTTCCACATTTAAATCCTGATTCACACCATCGACAGTGGTTGTTCCACTATTATTTGCTTCAACAATGTCCACTTCTTTGAGGTCAATCGAATACACGTGAAGATTTATTTTTTCTTGGTGTTGAAAATCAGCAGCTGTCGTAGGTGCTTCAACCATTTGTTTATTTATGTTTTCACCACAAAAACCATCTGTTATTAAACTTTCATTTGCAACGTCTTCTTTGTCATCTTCATCAATTTTGAAACTATCTTTAACGATAGTTTCATCATCTATTTTTACTTCTCTTTGTAATTGAATGATATCTGATTCAATATTTGTAGCCTGAATTGAAGGATCGTGATCTTTTTTCTGGTCTTCGTGTTCAAAACACGTGTTATGTTCCTCTTTTTCAATATACGTATCTTTCTCATTTTCGTTATCTTTGTGTTCTTCAGCCTGAGGCACATTGCATTCGCTTTGTTCAACAAAGATCGTACTACAATATCTCTCTTGAGTGGTTTGGATTATTTTAGCTTCAA

P58-1_Contig-34 not applicable not applicable 384 34.6 GTTGATGATAAGGTGTTGCTTGGTGTTTCACCAACTAGAGAAGTAATGAGATTCTGGAAGAAGGGTAAATAAGTCTGAGGTTCGTGGGACCCTACGAGATTTTTGAGAGCATTGGTGATAATGATGAACTTGGATAATTTTGTCACATAATATGAGAGTTCGTGAAGATAAAGTACATGTCATTAGTGTTAGTAAAACCTAGGAATGCACATAAGAAGATTATTAAGCCTTATAGTTTGAGTTGCTGAAAAGTGTTCAGACTTCGTGATGATTACAGTTGACTTGTAGGAGGGAATCATAAGTATTATAAATGTTTGAGATTCAAGTTTTTTGAATAGACAAAAGATCTATGCAAATCAATGGTATAGAGGTATCGAGTTTCAA

P58-1_Contig-340 not applicable not applicable 215 30.2 TTTTTTCTTGAAGGAATTTTTTATGATCATTATCAACTAAATCATTTTCTTTATTCTATAGAATCCCTAGAATTCATTAAAACAAAAAGGGCCTGGCGAGGTATTGATCAGGCCAGGCCGTGGGAATCCAAAAAGAGTCCCCTTCGGGCGAAGAAGTATTTAATTAAATATTCTATTCTATTTTTCTATTAATTAATATTAAATATTCAGTCTTT

P58-1_Contig-355 not applicable not applicable 438 42.9 TTCCAGCAAAGAAAAAGGCTGAATCAAGTGATGACAGCAGCGATGATAGCTCTGATGAAGATGATGCTCCCAAGAAGGCGTCTGCTCCAGCTACGAAAAAGGAAGTGGAATCTAGTGATAGCTCGTCTGATGAAAGTGAATCTGAGGATGATTCTTCTTCTGATGACGAACCTAGGGCTGTATTGAAACAACTTCCAAAGAAAGCCCCTGCTTTGGTTAAGAAATCACAGAAGGAAAGCAGCTCTGATTCTTCAGATGATTCTGATGATAGTGATGATGAGCCAAAGAAGAAACCTGCTGCTGCTGTGAAACATGTATCCAAAAAAGATTCTTCATCAAGTGATGATTCTTCTGATAGCGATTCATCCGATGAAGAGGATGAACCCAAACCTGCTACCAAGGCCAAGAAATTACCTGCTGCAGTAAAGAGTGGTTCTC

P58-1_Contig-397 not applicable not applicable 265 29.4 AAAGTTTTTGATCGGAATAGTAATCAAACCGGTAGACCCCTTAACTATTAAGGGGTTAATAGAACGAATCACACTTTTACCACTAAACTATACCCGCTACAGTTGGATTATTGTATCGAAATAAAACTTTTGTCGAACACTGAAATTGGATGTAATCAAGATAGGATTCGAAAAGAATCATGAAATTTAGAGTATTGACACTTTTTGTAGGAGGATTTTATTAGTTTTAATCAGATTTTAAAAAGTTATAGTTAAATAACTAAAA

P58-1_Contig-4155 not applicable not applicable 350 43.1 TGTGAGCTCTCAAGGTGCTGTGAAGGTTTTCGGGCCATGCGGTACGAAAGACGCTATGGCCCAAGGGAAGGAAGGTGGTAGCATAGACCCTCACCCCGAGCCGTGAGCCAAGAATCATCAGCTGTGAGCCGTGAGACCCCCCGCCCCTTACGATTATGGCTTTTAAGGGAGTTCATTGCAAGGTGATCAAAAACATCATTCAAACTTAATATCAATGATTCTTATTACTATGGTTTGTAAGGGAGATTGTGGTAAAGGAGTTCCATCTGGCTTCCAATGCCCTTGATCAGTTTTTATGGCATTATTATTATTATTATCAATCATTAGTATTTCCATATTTCAGTTAAGTT

P58-1_Contig-446 not applicable not applicable 491 62.5 GTTAACGCTAACTCCACCCAGCTTCTGCTGGACGGTCCCCAGTCCGTGTAAAGGAGGAGGGGCGTCCCATGACGACACTGTAGATAGGCCGACAGCCCTGTCAACATCAGATCAACCTGACAGTGCGCCATGGGGTAAGGAAGTAGTGCGTCGGCTTCGGCTTTTATGCGCTCCCGCCGGCCACGCCGGTTTCCCGGCGTGGTCACACGACCACGGTTTGCTGGAAAAGGGTGCGCAGGGCTCCGACCCCGTACCCGTGTGGCACTACTCGGAAGGAACTGGCATCGCGCGTTATACGGCTCGACGAGCCGAGACTCGCCGAGTCAGACGGTGCGACGGAGAGCTCCCAAATGAATGGGTCTCCGCGCGCGTGTCTGGCCAGCTCCAACTTCCTTACGGTACCGACCAGGACCCCGTAGGACCCCCGTCAACACCAACGCCTCTCCCTCTTTACCCGGGCTTGAGACCGGCTCGGTTTGCACCGAGGCGAG

P58-1_Contig-451 not applicable not applicable 679 48.7 AAAGGATGGAGTCTTGAAGGTGACAAAAGGGTGCTTGGTGCACTTGAAGGGAGTGATGGGCAACATTGGCCATGTGTTGCTAAAGAGTAGAGACTTACACCATGTCGAGAGGGGTGCAAGACTCAAGTCACCAAGGAGAGTGACATTTGATGATGGTGGCCACAATGAAAGGTGGTGCACAAAGAAGATTGATGATGGGTTTGGTCTTGAGGAGGAGCCAAGACCCAAATCTTATGTTAATGTGTTGGTTGGGACACCAAGAGTGGTGTCACATGTTGATGGAGGGAGATTTGGGCTTGAAGGGGAGATTGTTAGAGCAAGCACCAAATCACCCTCATGTGGAGGGTCTTCGGGGTGCCGAGATGAGGGTACAACGAAGAACAAGGGTTGACGTGAAGCAGCAACAGCAAGTCAGCAGCCCTGATGGCTTGCTCGACCAGTCGAGCTAGTTGGACTCAGTCGAGCAGTAAGTCGAGCAAGGCATCAGAGGAAGTCTAGTATACACTGAAGTAGCGCTCGACCTGTCAAGCTGGTGTGCTCGATCGAGCGGAGCACAGTACGAGAAAACAGAACCCTTCTGTTTTGTTGCGGGATTTTTGTGGGCTTTAAGCCCTTTTGTCCTAGGGCTTCTAATATGTGCTAGGCTATATATAAGAGGCTTAGAACATCATTAGGAGTA

P58-1_Contig-511 not applicable not applicable 345 51.6 TCCTCCTCAAGGTTATCCACCAGAAGCATACCCAAAAGAAGCATACCCACCAGCCGGGTATCCTACACAAGGCTACCCACCCCCACAAGGAGGTTATGGATACCCTCCACAAGGAGGATACCCGCCTGCTGATTATCCTCAACAACAAGGATATCCTCCACAAGGTTCGGATGGTTCTGACAAGGGAATCATTTCCAGTCTTGTGGGTGGTATAGCTGGTCATTCTGCTGGTCATCATTCTGGTGGTCATCACGGATATCCACAGGGACAGTATCCTCCACCACCCGGTGCTTACCCTACGCAATATGGGTATTCTCCTCAAGGGTACCCTACGCAGCAAGGGTA

P58-1_Contig-585 not applicable not applicable 216 26.9 ATTTTTTCCTTCTTTAGAAGGAATATGTCCCTAGTACATACATATATAATATATATGTGTGGATGATATTTGTGTAGAGTCGGACCCGATACTTTACTTCAAACTTCAAGTGAATTCCAATTTAATTCTTTATTTATTTTAGTCAATTCATTCAAGAAATTTTAATTTGACCCCTCCCTCTAATTTTTTGTTTTAGTTATTTGTTTTTTTGTTTGT

P58-1_Contig-680 not applicable not applicable 282 45.7 GGTGGAGACTTGTAGATATAAGGAGGAGGATGAGACTTAGGAGGAGGCGGGGATGTATAGTGACAAGTTGGAGGAGGAGGAGAAGAATACTTATAAGGAGGCATATGAGGTGGAGGAGTTGACTTGTAGTAATATTCAGGTGGCGGTGGAGATTTATAAATATAAGTTGTAGACGGTGGAGGTGGTGATGTATAGTGATATAGTGGCGGAGGTGGAGACACGTAGACATATGGAGGTGGCGATTTCTTTGGAGGAGGTGGTGATTCATAGTAATAGGACGGA

P58-1_Contig-7226 not applicable not applicable 205 37.6 CATAGCTTCAATGCTTTACATTTAATGGCCTTCCATGTCCTCCCTTTTCCTTGACAAATTAGGGATTTTCGGAGCTCTTGATTTTAGGGTTTATGGGTTCTTGCTTGATTGAGATTGCAAAACCCACAATCTTCCAAAGTGTCATTGACTTAAAAGACAAATTTGGGATGGAAGATCGTCACAACTTTTATTCTCAGGCATTTTT

P58-1_Contig-808 not applicable not applicable 491 62.5 ACAGGGCTGTCGGCCTATCTACAGTGTCGTCATGGGACGCCCCTCCTCCTTTACACGGACTGGGGACCGTCCAGCAGAAGCTGGGTGGAGTTAGCGTTAACCTCGCCTCGGTGCAAACCGAGCCGGTCTCAAGCCCGGGTAAAGAGGGAGAGGCGTTGGTGTTGACGGGGGTCCTACGGGGTCCTGGTCGGTACCGTAAGGAAGTTGGAGCTGGCCAGACACGCGCGCGGAGACCCATTCATTTGGGAGCTCTCCGTCGCACCGTCTGACTCGGCGAGTCTCGGCTCGTCGAGCCGTATAACGCGCGATGCCAGTTCCTTCCGAGTAGTGCCACACGGGTACGGGGTCGGAGCCCTGCGCACCCTTTTCCAGCAAACCGTGGTCGTGTGACCACGCCGGGAAACCGGCGTGGCCGGCGGGAGCGCATAAAAGCCGAAGCCGACGCACTACTTCCTTACCCCATGGCGCACTGTCAGGTTGATCTGATGTTG

P58-1_Contig-830 not applicable not applicable 306 43.5 TGGTTTCCACCAATCTTACCAATATCGACACCCCCAGATTTCTCCTTTTTGTTTCCAAATTTAACATCTCCATTTTTCTGTATGCCTGATCCATTTGAGTTTCCTCCCGAGTTGAAGGAACTTCCAGGAGGGATGACTGCCACTGGGTAATTGTTGTAAGGTGGTGCAGGATAACCATAGTTTGGGGGTGGTGGGCAGTAATTGTTGGGTGGGATTGCGTAATTATAGGGCTGTTGAGGTCCTCCATATTGTGGGTTATTATATGCTTGATTTGGTGGACAAGGGTAAGCTTGCATTTTGTTTTAG

P58-1_Contig-8729 not applicable not applicable 201 38.3 TAGTTTCTTCAGACCGCTGATCATCATGAAACAAAAACCATGTTTTTCTCACATTGCCAAGATTCTTATTTCGATAGCTATCTTGACGGTAACCAGGATCCGTTTCTTTTATATCTTTGTGCTCTACGTCTTTATGATCTCTGAGTTTCTGTCGTTCAGCAGATACATTTGAGTCTTTGGAAACCTTCTCTTTTCCTGGCA

P58-1_Contig-965 not applicable not applicable 537 42.3 AAGTGGTGCCATAATGATGCCTGATGGTATTGCGCTCCATTGCAATTTCACAGCTAAACCAGCCAATCAGGATTCCGATTCTTCCATTAAGCTCTTCTTTGGCGAGATGCTCATTGGTCCAAACGATGTTCATATAGTCACTTATTGTGATATATTAAATGGTAAATCTCATGGCTGCAAGGATTGCGGAGAAAACGCCGACATTAAGCATCCCCCTGCTGAACTTTTAACGCGCAGTTATGATGATGTTTCCGATACTATACGTGAGATGTCGCCAAAGAGATGTGCTACTGTGCCTATTAATTCTGCAAAGAAGGAAAAAACTTTGGAATATGGTAGTTCAAATTTGGACAATGAATTCGAGTTTGATGCAATGGAATATCCTCAATCTCCGGTTTGTCCTCCCTACGAGTATCCCGAGGACGAGGAGGATCACATTGAAGGGCATCGTGATCAAACTCTTAGAGGTGCTCAAAGATTATTGGAGCACTACAACAATGAAAAGGGTACCAACTATGAGCTTGTAGAAGCGTTGAG

P58-2_Contig-1085 not applicable not applicable 793 32.5 AATGAATATTTGGTTTAGATTGGTCATCGAATCCGAATATTAACTATTCGGAGTCGTTATTTGACGAAGAAGTCCTGTACGATGTGTGATTAAATAAAAAAGGATGTTCTATAGAACGATTCCCCCTTTTTAGTTGATTTTATTCAACGATTGACCAAACGAAAATATTAATAAATAATAAATTGTATGAACTTAGATCAATCAAATCAATTTCTATGCAACGATTCGGCCCAATCAATTTATCCATTTATTATCTTATCAATTTAGGTTGCGTGATAATGATAAAGAAAGGGAAAGGATAATTTCGAAAAAAGGGGATTCATAAATGGTTCGTAGAGGCGAGGTCGAACTAGGTATATGGAATTGAATGGCTATAAGTTAACTCTTGTCAAGGGTTAGACGCATCCTTATCAAATCAGCTTGAATTGAAGATGAGGGAAGAGTTGGTTTACATTGTGGAAGAAAGACATGTATATGTGATATTAGACTAGTATCTCTTATATTTCTATTTCATTTGACCTACTACTGAAATTTGTAATTTCAATCGGGATTCCAATACAATAGAAGTCCTTCCGTCTCGTTGTGACTGTGAATTGAATGAATAAATGGATGAAATCCAGAAAAATTCCAAATAAAAGTTCGAATTCAGAAATGGAAGAACAAAAGTTGTATAGGAGTCACAAGAATTCTGTGGATGGAAACTAAAGATATCGAAGTAGTTCTGGCGATTCAATAAAGAATATTATTACTTGTACTTCAATTACTTCTCAATTCGATGGACTAGCGATGGAAT

P58-2_Contig-1131 not applicable not applicable 204 31.9 AAAAAGGCACTCAACACAAGGGCATGCTCGAGCATCATTAAAAAACTCCTTATCAATCTTGACTTGTTTCAATAAGAAAAAAATTCAACCGATTCGATTGACTAGTATCTAACAATCTAACAAATATGTAACAACAAAATCTAGTGGTAATATATTGACTTCACGCTAAAGGCTTTCAATTTGAGATTTATACAGTATACAGGA

P58-2_Contig-1464 not applicable not applicable 760 40.5 TATATTAATAAATGCTGATTGTCATTATCAATGATAGACAAACAAGCCGGATTTATTAAACCCCTTAATTGTAGGTTTATAAACCGAATGTTAAGCCCAAGGGTCTTTCCTTATGATAGGGTAACTGGTGCAGTTACCCACCCTCATACGATTCAAAGACCGGGCTTATGCTGTACTGTACCCACTGGTAATGAGCATTACATAGCTTATCTGTTTTCAGGTAAGTGTATGTTCACTCACCACCAGTAGTCATCCTAACCAGATGACGGTACTGTACAGATAATTCCCTGATCTTTGTTCTAGCTCCTCGAAGTCATTTAGACTACTGAGGAGTCCGTGCACGGTGGACCATTCACATGGTCCCACCGGACCACGAGAACCTAGATCTCGGATGATTCGATAAGTACTTAATCTTAGCCTATTGGTACGGCTAAGATGGACCCTCCTCAGGTGTCTAAATGGCACCGAGGAGAAGGTTCTTTGCACGCAGTTCCAAATGTTTGCTATGTGAGAATTAACTCACTATAGTATTATCATTATCAACCATCTCCTAGGTAGAATAGAAGGAGATCTTGTAGTTAATACTCCTTTATCCAATAAATGAGGAGGGCTTATATCTTAGTAATAAGATATATTGATTAGTTGATTTCTCACTAATCATGCCACTTCATCTTTAGATGGGTGGTAAATACTAAAGATCTCCGACTCTTACCTCGGGGGATATGATCAATGGTAATAAGCACTGGAATCTACACCATGC

P58-2_Contig-1487 not applicable not applicable 391 34.3 AACAAACGAATCAAAATCTCTTATCTGCTGATATAAATCACCCAAATTTTCCCCAGTAGAACAGAATAAGGGGATTGTTGATACTTGGTTGATTCTAAACATCTATTCTGGGGATTTTGTAAAAGATTGGAAATCTTTCAATCTAAAATTCAAAGAAAGATTATATTATAATGGTCGAAGCAAGACTTCCCGATTCCCTTCTACTGCTAATGTAATATCTATTGATTGGGTCTTGAATTTCATTGGCATAGCCGGCGGCTAACTAGTTGTGGAAAGTCCTTTATATAATCTACATATGCTTCAGAGAGACAATCGGGAAAGGGTACGGATTAGATCAAATAGGAAATAAAAGTATGTAATAGATAGCAATTGATCTTTGAAGTTAAAGGGC

P58-2_Contig-1679 not applicable not applicable 491 62.9 ACAGGGCTGTCGGCCTATCTACAGTGTCGTCATGGGACGCCCCTCCTCCTTTACACGGACTGGGGACCGTCCAGCAGAAGCTGGGTGGAGTTAGCGTTAACCTCGCCTCGGTGCAAACCGAGCCGGTCTCAAGCCCGGGTAAAGAGGGAGAGGCGTTGGTGTTGACGGGGGTCCTACGGGGTCCTGGTCGGTACCGTAAGGAAGTTGGAGCTGGCCAGACACGCGCGCGGAGACCCATTCACTTGGGAGCTCTCCGTCGCACCGTCTGACTCGGCGAGTCTCGGCTCGTCGAGCCGTATAACGCGCGATGCCAGTTCCTTCCGAGTAGTGCCACACGGGTACGGGGTCGGAGCCCTGCGCACCCTTCTCCAGCAAACCGTGGTCGTGTGACCACGCCGGGAAACCGGCGTGGCCGGCGGGAGCGCATAAAAGCCGAAGCCGACGCACTACTTCCTTACCCCATGGCGCACTGTCAGGTTGATCTGATGTTG

P58-2_Contig-225 not applicable not applicable 265 30.2 CGATTGAATAAATGGATCGAACCTTATGGTTCAAATTCTGAGGAAAGAAAGAACAACGAGTTTATTTTCATAATTTGAATGATTTCCCGGTCTAATTAGACGTTAAAAAAATATTAGTGCCCAATACGGGAAGGCTTTCTCCCAGGAATTTATTCTTGATTTTTTAATGAATCCTAAATATTACCATTCTCCATTCCATAATATAATGGAGATGTGTGTGTATAAGAAACAGTATATTGATAAAAAATTTCCAAAATCAAAAGAG

P58-2_Contig-2259 not applicable not applicable 344 37.5 GGGTCTCACCACAGCCGTCGCTGCACTTATAGAACTGGAGCTGCAAAGGATAGAACGGCAGAGCACAAGAATTTTTTTTTATATCTATAGCCTAGATAAAAAATTATTTTTTATAATAGCTATATCTAAGCGTATTTTTATTTTCGAAAATAAAAATACGCTTAGATATAGCTATTATAAAAAATAATTTTTTATCTAGGCTATAGATATAAAAAAAAATTCTTGTGCTCTGCCGTTCTATCCTTTGCAGCTCCAGTTCTATAAGTGCAGCGACGGCTGTGGTGAGACCCAGATAGCCCCTTGAGAGAGCCTGAGAGTGAGCGACGCTGTGCAGTTTACTATCC

P58-2_Contig-2811 not applicable not applicable 239 37.2 TAGTTCAGATTGTAGAGCTTCCAGCTGGAAGGTTTCAGATACTTTGCTTGGACAGCATATGGTTTGATTAATCATGTTTACCCTATAAATTTTTATTCCTTTGGGAATTTGTCTTTTTCTGTGAAGAGTTCTGTTTCCCAATTATTTTTCTGTCTGACTTGATGATCAGATTGCGGAAGCTATGCCAGCTGCAACGTTTCAGTTTCGTGTTCAGGTTCAATGGTATTGATCTTCTTGAA

P58-2_Contig-282 not applicable not applicable 439 43.1 AGAGAGGGCCTTCACCCCGAGGGAGCCGCCCACTTTAGATAAAAAATACCAAAAGAAAGAGCATGCCCCCGTTTTCAGGCAAATAATATAGAACATAAGCATAAGAGTTAGGACTAATATCAATTTCATGTAAACTTTGGTGAACTTCCCTCGAACCTGACTGAACCGACTTGAATCTGAACTACGATTCAGATCACGTCTAGGTCACCCCCGATATAAGACATTTCCTTAGATATTCTAGTTAGACCGCCTTCGCCTCTAGGAGAACGGAAACTCCTTTTCTCTCGGGATTCCCCTTTTCTTGCTAAAGACTTTGCGTACTAAGATGCAAGCTCGATAGGAATTAGGCTTTCACCCTTTAGCTTACCTTAACTGAACCCAATCCCATCCTTCTCGTTCGATCCAATTCCATAGCCTCTACTTTATTTCCTTCCTTATC

P58-2_Contig-3038 not applicable not applicable 455 36.9 ATCCATCAAGTTGCAAAGACCACACCGCAAAAACTCATGCACCTTCATGTTGATACTGATTTTGTATAAGAAACAACGTAGGCCATCACATCATATGGAAGACTCCGACTCTTGACAAGAAATGACAACCCCATTGATTCAGATGGTTGTGAAAAAGAAATAACATTCAATTCAATTAACCAATTTAGATAGATGCCAGAAATAAAGACACACCTCCATTTTCTTCCAGAATTCTAACTGATAAAGTCAATCACCAGCTCACATAACAACCCATTATCATCTGCAAAGAAAACAACAGGAAAGGTTCCTCCCACAAACTCATATGACCAAAAGAGAGAACATACAGTGTCAGAAAGAATATCCATTGCAAACTCCTGAATTTTTCCCCAGAGTTTGAGGTAGAATCTCACAGATCAATTAAGAATTCTCAATTCAGATGGTTGGGAAGAAAGAAT

P58-2_Contig-3138 not applicable not applicable 225 28.0 ATTGAATATCGTATGGAATTCAAATTAAGTAAAAAATAGAAAATTCTCTGTATCTTTCTTCGATCCGTGAAAGTGAAACGATATATTCTGACATTTCCGATTGATCGGAAGGAAAAAACTAACTATAAATAGACAAAAACTAAACATATATTTATTCGAGAATAATCTCGAAAGATATTTATTTCTTTTGCTCCGTTTTATGAGCAAGATGCAACAATAAGCTTA

P58-2_Contig-3259 not applicable not applicable 370 33.5 TTTATTTCGTCCTTTATTTATTTTCATTTCTTTGGACTCCGCAAGAATTTGTCGATATTTCCGATTAAATCTTTGTATTCCTAGTTATTCCATAGGAATAAATTGGCGAGTCTCTTCTGCCTAGAAGGGAGAAAACTTTGTGGTTATTTCAAATCACAACCTAAAAAAGCCATCTTCCATATATTGGTTTTCTTTGATTCCAAAACGGAATGCATTTCGATCTTATCTATCAAATAAGATTGCGATGATAGTGTGGTTTCCTGTACCAACTATTTCTATATCCATGCATCCCATATTTTTGTTCCGACAATGGGATAGAGAATGCATGCGTGAAAGAAGTTATCATTTTAAGTTTCCTAGTAGTTTATTG

P58-2_Contig-39 not applicable not applicable 226 49.1 ATCGCCAACCCAGATCGTCTTATTATCTTCGCTCGAAGTCTGAATCTGATTACCTTTTTGTGATTGTTGTTGATACTGCTGTGCTTGCTGTTGTTGATAATGATAAGGCATGTAGTGTGGCGGTGGTTGTTGGTACATCATCGCTGGATGATGCATCGCCATTGACGCAGCCGCCGCCGCGGGGTACTGCTGCATCGCTAACCATTGTTGTTGCTGGTACTGCTGC

P58-2_Contig-4776 not applicable not applicable 229 27.1 AATAAAAAAAATAAAGACAAGGAATTCTCGTTTTGACACTCTAGAAAACCCAAAAATAAAAAAAATTTTTAAAAAAAAAAAATGCTAAAAAATAGGAATCAAAAGCGTCCATAGTCTAATGGATAGGACAGAGGTCTTCTAAACCTTTGGTATAGGTTCAAATCCTATTGGACGCAATATATTTCCATATATTTTTTTCTATATCCATGTGAAAAACGGCATTTTTTTT

P58-2_Contig-4895 not applicable not applicable 210 51.9 TGTGGAGGGTACCCTTGAGGAGGATACCCTTGCTGGGGAGGATACTGTCCCGGTGGATATCCGTGATGACCACCAGAATGATGACCGCCAGAATGATGACCAGCTATACCACCCACAAGACTGGAAATGATTCCCTTGTCAGAACCATCCGAACCTTGTTGTGGAGGATATCCTTGTTGTTGTGGAGGATAATCAGCAGGCGGGTAACCC

P58-2_Contig-5245 not applicable not applicable 405 32.1 TTTGAATTACTATATTTTTTATTTCCAATATGAATCTCGGTATCTATTGAAAGAATCAAATCAATGAAGGAAAAGCGATAGATATAGGCATATTCAAAAAATCACGTAGTAATCTTTTTTAACATTCCCAAGAAGTAATTGAGTAAACCATTGACAGTAGTTCCACGGGCATCGAAAAGGAAGAGTAAATCTCACTGATTTTTAACGCCTGAACCATGATATGAAATAAGTCGATAAAGTATAAATCCAATTTCAAAAATTCGAAAGCGGTAAATGCGCAATATGTGACTCACCTGACGATCTTATTCGGCATAGTATCTCGTTAGACAATCACTATGTTTATATCCTTTCTTTTTCATACTTTCTCATACAAAGTGCGTATACACTTAACAAAGCTACTTCTTC

P58-2_Contig-675 not applicable not applicable 352 32.7 GAAGAAGTGGACTCTAGAGGTCCTAATCAATCGAGTTTAAGGAATCAATTTGTTTCAATTTTGTTATAGATCGTTCTGCAACACGTTTTTAGCTATTTAAAATATCTTCTCCAAATTCCATTGGGATTGACTGGAATAATTTATTAGAAGAATTCTACTCTGTCAATCAAACAGATATCTCGATGATTCCCATGTTTGTATTTCGAAATAAATGGGATTCACAAGAATTTGAATTTTTTTATTCCAACTGAATTCTTCGGCCAAATTTGTTATTGAAATCAACGGGCTTTTACCTAGCGTATATGATAAATACTGGGTAGGTTCAGACTCTTTTCCCTCTTTACTGTTCAAA

P58-2_Contig-793 not applicable not applicable 276 34.8 CTAGTTAGTGAAATAGAGTCTAACGTGTGATTTCCGCCGAACATAAAGGAAAAGGTTCTTAGGTCTGTAGAAACGTGATATATGGATATTTGAATTTTAGCAATTGAAAAATAGATCAGGATCCGCCGGATGACTTAAATTTTAAAATGAAGTCGGCGGATCTATATGTAATATGTATATCGATGTGGATAGTAGAATCGTATTGTATTAGGGGGTTCTTATTTTAGATCTAACCAAGTTGATGAATTACTCCTAAAGGTTCCCATCAAACTAGTG

P58-2_Contig-925 not applicable not applicable 491 62.9 GTTAACGCTAACTCCACCCAGCTTCTGCTGGACGGTCCCCAGTCCGTGTAAAGGAGGAGGGGCGTCCCATGACGACACTGTAGATAGGCCGACAGCCCTGTCAACATCAGATCAACCTGACAGTGCGCCATGGGGTAAGGAAGTAGTGCGTCGGCTTCGGCTTTTATGCGCTCCCGCCGGCCACGCCGGTTTCCCGGCGTGGTCACACGACCACGGTTTGCTGGAGAAGGGTGCGCAGGGCTCCGACCCCGTACCCGTGTGGCACTACTCGGAAGGAACTGGCATCGCGCGTTATACGGCTCGACGAGCCGAGACTCGCCGAGTCAGACGGTGCGACGGAGAGCTCCCAAGTGAATGGGTCTCCGCGCGCGTGTCTGGCCAGCTCCAACTTCCTTACGGTACCGACCAGGACCCCGTAGGACCCCCGTCAACACCAACGCCTCTCCCTCTTTACCCGGGCTTGAGACCGGCTCGGTTTGCACCGAGGCGAG

P59-1_Contig-6 not applicable not applicable 733 32.7 TATCTAGGTACGGTTGTCAAATGTAAAGTTTTTATACGCTTTTTAAGCGACCAGTACATCACATTACATGACGTACTATTACATTTAATGGTCTTTTTCCAGAACATTATGTACTCAAAATATCACAATGTTGTTAGACATATCTAAAGATTTTCTCATCGTTTAATCCTTTAGGACAAAACTTAGAGGCCGTTACTTTATTTAAATACCATAAGCTTAAGGCGAGGGGCTATCCCTTTTTCGTTACTCATGTCAGCATTCTCACTTGGGTTACCTAATAATTTAAGCATGCCTAAATTATTTATATACTCTTAAAAAGAATATGTCCAAGATTTACCCAACGTTCTGCTACCCCATAAATAAAAATACTTAAGATAATAATTTGGTATAAATCTTAAAATAGGTTTATTTATAGACAAGGTTTCGGTATATTGTTTTAGATCCGTTAAATTTTCGGTGCTTTCAACTTTTAATGTTAAACCAGTGCTCTGTTACGAGGTCTTCAAAAAATAGCCGCTTCTAAGCCTATTTCCTGATTGTTTTTAAAAAAAACATCCTTAATTTCACTTAACAATAATTTTGGAACCTTAACTCTTGTTCTGGGCTGTTTCCCTTTAGACATACAACCTTATCGTACTATGTCCGATTATGCAAAATCCATCATTGCCCTTCCGAGTGCGAATACTCACCGATAAAATCCTCACGATTCCCCGATATATGCAAAATTATTTCT

P59-1_Contig-93 not applicable not applicable 260 29.6 ATAATGACATGTTTGCTTCTTTATTTTTTTTTTTACTCCATATTGGAGATAAAAAAAAAAAGCTAGGGAAAACAAAGCTCTAACCACTGATATATTAAATAAGTAAAACGGGCAATAACCTGTTTGAATATAAGGGGAACCTTCCTCTAAGCCTTAATATAATATACAAGTAATAGAGAAAAGTACTGTGAAGGAAAGGTTGAAATAGTAGTTTTATAAGCAGCTCAAGTTTAAATAAATAGTAAGAGCGTACCTTTTGC

P59-2_Contig-89 not applicable not applicable 246 43.9 AGAAAAGCTTGAAGAACCATTGGTTGGAGAGACGACCGAAGAACCGACAATTGAGGAGAAACCTGAAAAAACAGCAACTGAAGAAACACCTAAGGAACCATCATTTGAAGAGAAACATGACGAACCAACCGTTGAAGAGGAGAAACCTGAAGAATCAAAATTTGAGGAGAAATCTGAAGTACCAGCTGAGGAGAAACCTCAAGAACCGGCGGCTGAAGAGAAACCTGAAAACCCAACAGTTGGAGG

P59-3_Contig-116 not applicable not applicable 215 33.0 TTATTTACTATTTATATCTTTGTTAGACCTGACCGTTGATTGTTACGATCATAAATATTGGTCGCCTTTTTCCAGAACACTGTTTACTCACACATCACAACGTGCTGATTTTTTTTTTACACGAAGCTAGTCTTTAAATTTTCAATGTTGTTAGACATACCTGAAGATTTTTCTCATCGTTTAATCCTTTAGGACAAAACTTAGAGGCCGTTACT

P59-3_Contig-25 not applicable not applicable 759 34.3 TTATATGCTTTTCCAGAACATTTTACTCCATTTCTTTATGTTGTCACATATAATCTCCTCATCATTTTATCCTTTAGGTTAAATTTAGAGACCGAATCACTTTACCATAAGCTTAAGGCGAGGGGCTATCCCTTTTTCGTTACTCATGTCAGCATTCTCACTTGGGGTCATCTTGTTAACAAGTCATTATACCACCTCTAACAAATAAGTCTTGAACCTACTTGGTTTAGATAATAAACAATCGAGTTAACCTACTTAATATTAAAAACATTAAGTCTAAGACATGCCCAACGTTCTGCTACCCCATAAATAAAAATACTTAAGATAATAATTTGGTATAAATCTTAAAATAGGTTTATTTATAGACAAGGTTTCGGTATATTGTTTTAGATCCGTTAAATTTTCGGTGCTTTCAACTTTTAATGTTAAACCAGTGCTCTGTTACGAGGTCTTCAAAAAATGGCCGCTTCTAAGCCTATTTCCTGGTTGTATTTGAAGAAAACTTCCTTATTTTCACTTAACAATAATTTTGGAACCTTAACTCTTGTTCTGGGCTGTTTCCCTTTTGACATACAACCTTATCGTACTATGTCCGATTATGCAAAATCCATCATTGCCCTTTCGAGAGCAAATTCTCGCCGATAAAATCTTCACGATTCCCCGATGTATACAAAACCATGTTGCTATCGTTAAGAAAACAACATAATTTGTCCGAGATCACAGTTCTGTACCTGCTATGATGTAATTCACATTACCTAC

P60_Contig-1006 not applicable not applicable 458 39.5 TTAAGATCGGTTATTATGTTCATGACGAAAATTCCAGGTTGCTTTTTTCTTGTATGTTCTTATCTACTATCATGGTTATATCTCGACAGCTATATGTTATGGCAGATACATCAGGTTATTGGTTGATCGGTTGGCTAAGTTATCACAAGATGGTTAACCAAGGAGTTACTGATCCATAGGGTTATTGGTGGGGAGAAACTTTGGGCAGACATTATTGGCCTATGATTCCAGGTTCTTCCTCTCCTGTGTTCGTCTAAGCGGTTTCAGGTTCAGGTTTTTTTTCTAGTATATTCTTTATTTGGGCACGTCGGCTTGGCCGGATGATAGCCTAGGGACGATAAGTTATGATTAGGTTTTATTTATTGAGGAGATGCAATTCCAGGTTAAATTAAAACTTTGACTGCAAATCTACTTGATGTGTCAGATCGATGGGGTTATTGGTCCATGTGTGCGAGAAG

P60_Contig-113 not applicable not applicable 780 46.4 ACTACTAGCGGCTACTTAGCAATATCCTCCTCATATGTGAGGCTCCGTCACCGCCCACAAAAGAATTGCAAACCCATTTCCATTCACGCATCCCACAAATGATTCGAATCCAAAGGGGTGACAGTTGCATGGCAAGGTAGATGGACGAGTTCACAAAGCAGTGCTTCTCCCTAACGCACTAGTACTAGACAATGGCACACGAGAGGGCAGTAAGAACTCAGGCCGCTCGCTACTATGTCCATCTCCTCACACTTACATTGGAAAGACCCAGAGAATTTCGCGAGTCCTAACAACAGATAATCACGAGTCCCGTCAATCGCACAACCTACACAAAACGATTCGTAAGTCTTTCGCCCACAATGACAGAAGAAAAGAGTCAGAAGCCTTGTCACATGCATTTCTAATGACCAAATAACGGCACGCAATGTGCTCACGCCACCCAACCACCAAATCTGCGAACGCAACAACTTATCCCCTCAACCATCTCATGCAAACTACTAAACAGCTCCTCGAATCTATCAGTCATACTATATTTTCAAGACAAGCAAATACGTCCGTCACCTAGCCTACTACTCAAAAATGTCGTCACACTTCCAATGCACACGGCATTTGAGAATTCAAAAGCCTTCCACACGCATTCGCAACCAAAACGACTCAAAAGCCTTTCAAACGCACTGACAATATCTGTGAAAATTAGTATGGCATCCTCAACCTGTTCCCTCGCACGCCAATCGGCAAGGGACCCTATACATGTATTTCACATCCACGATCGTACGGCGT

P60_Contig-1436 not applicable not applicable 305 39.3 TTATCTGGCCTTGTGGATACAACATAATGTTCATTTGTAGCAGGGCTATGTCCCCTTATAGTTTACACTTACAGGTTTCTACAATTTTTTCTCTTTTTGTTGTGTCATAATTTCTCTTTACACTCCTAATTAGAAGGCATGGGTGGTACTTAATATTTGTTTCCCGCATGTAGAACCAAATAGAACAATGGAAGATGGGATTCTGTTTGCTGGTACATGGGCTCGGTCCCTAATGACCTTTCTCCTCTGCTGGTTCATGATCTTCACACTATTTCTTTCTGGTCGGATTGCGTGCATTTATAAGC

P60_Contig-1537 Taraxacum viroid-like circular RNA 1 (+) strand 447 46.1 GATACACATCTCTCGACGGCTAGTTTTCCGACCAGGCTGTCGACTTCAAGAAGTGGATTACCCTTCCTACAGGGTTTATCTCCTCTTGAAGGAGCTCCTCTTAGAGAGGGGGTCTAAAGGTTTTTCCGAAACCTTTATCGGCTAGTCTTTTTCGGTAACTAGTTAACCGTAGGTAGATGTGTGTCTACCCTGATGAGTTCGAAAGAACGAAACGGTTAAGAACCTCTTCCTTAATCGGAGACTGGTTCCAACACAATTTGTAGAGTCTAAGCGAGCCTCCCCAGATCTAATCTGGTTTGAGTCTTAGAACTGACCTACATCTCTACCTTTCAGTAGAGTATAGTGTTAGAACCTCCTCTTCTATTCTGGTGGATAGGGAAAGGCTTTCACCTTTCTCCTCTCCGAAGGAGGGTCTTGCCGTTTCGTCCTTTTGGACTCATCGGGAGA

P60_Contig-234 not applicable not applicable 531 50.8 TGATACGTGTGTCAACTGGTTTCGCCCTGCCATGGGCTCATCAGGGAGGCGGCACTAGCCCCCGACCAGTTGTGTCGTACCCACATGGTACGGATAGACAAAACCTTCTGAGCTAGCTCGGCTCCCCACTGAGTGAGCATAGCAGGTGAAACAGTGACACGTCTTCGGTCTTCGGCCTTCATGGTTACGGCGAAATATCTGAGCCGTAACACCCTCTCGGACTTGATGAAATCGGAACGTCCTCGTTCCAGGAGAAAGGACTCAACCCGCCGCGCAACTATCCAACTCTCTGGTACGTCCTCGTCAACCTTATCCGCGTGTCATCGCGCAGCCATGCTCCGTCCCCATAAATGAACAATACTATCTTCAATCGTTGATGACGAATGAATGCTATTATATTGAGAAGATGACTCCCGTTTGAGTCCTCGACCTTCGACCATCGCCAATGCTATCAAATTGACTTGCTAGATCACCATAGCCATCGCACCACTATCAATCTTCTTTATGATCTCCATGTGTCGAACGAAGCTC

P60_Contig-2553 not applicable not applicable 225 28.9 TGAATTTTTCTACGAAGAGTACTGAACAAAAGTTGGTTTGTTCATCCACAACTGGAAAAAGATCGATTGGGTCCATTGAAATGAAATATGTTTTTGCTTTGATATTATACTTTAAACGATCCCAAATAATGGGCTTATAGTAATGATTGTCTTTTGATGAAGCAATCAGTCAGTTAAAACAATAACGAGGAATTTCAAATCAAAAATAATACAATTTTTTGTATT

P60_Contig-308 not applicable not applicable 773 52.3 TGACGAGGACGTACCAGAGAGTTGGATAGTTGCGCGGCGAGTTGAGTCCTTTCTCCTGGAACGAGGATGTTCCGATTTCATCAAGTCCGAGAGGGTGTTACGGCTCAGATATTTCGCCGTAACCATGAAGGCCGAAGACCGAAGACGTGTCACTGTTTCACCTGCTATGCTCACTCAGTGGGGAGCCGAGCTAGCTCAGAAGGTTTTGTCTATCCGTACCATGTGGGTACGACACAACTGGTCGGGGGCTAGTGCCGCCTCCCTGATGAGCCCATGGCAGGGCGAAACCAGTTGACACACGTATCAAGGCAAGAGCGTTACCGGGATACCCTTTCCGCACATTAAGCCCGGGACGTATCATGGACTAAGAGCATCATGTCCGCTCAACCCGTAATCATGTCGTTAGCCTCTCTGCGTACTTGGCCCTTATCCGAATGCAAGCGCCCGTGCCCAATCCGAGTCCCAATTGACGGCTTACTCGACCCTGTACGCAGGTCAAGTCGGGTGCCGCACGGGTCCTGAAGTTGATCCCGTGACAGGTGGTATCAGAGCTTCGTTCGACACATGGAGATCATAAAGAAGATTGATAGTGGTGCGATGGCTATGGTGATCTAGCAAGTCAATTTGATAGCATTGGCGATGGTCGAAGGTCGAGGACTCAAACGGGAGTCATCTTCTCAATATAATAGCATTCATTCGTCATCAACGATTGAAGATAGTATTGTTCATTTATGGGGACGGAGCATGGCTGCGCGATGACACGCGGATAAGGT

P60_Contig-396 not applicable not applicable 245 52.2 ACGATTCAAGAGGGATGATAGTTGCATGGCCTTGGCAGCGATCGTTTCGAAAGCGCCGCCCACAGTTCCCGTATATCGCGGCAAGCGTAGGGACTAAGGAAAAGTGGACGAGGATACAAGGTCCTACACGCCGGCTACTCGGTTCAAGCCGCCTCAGCACTTACATCGGACAGACCCAAAGAATTTCGCTGGCTTATGATGACAGATAATCACAAGTCTCGTCGAAGGCGCACAACCTACACAAA

P60_Contig-4789 not applicable not applicable 248 55.2 TCGAAAGACCTCTGAAGCGGTTGAGGGGCAGCTTTCCGAAAGGATAGCAGGTAGGCCGCGCATGCTAACTAAAGAACCAAAACCACACCTCTGGGCGCCCGGGCCGACCGACCGGCTACGGGATCGTATTTTTTTTCCTTTGCCTATAAAAAGAGGGAGAGAGATATCTCGTCAGGGAGTAGGTCAGGTTGCCGAATTGGGGGTCGCGCCCTTTCGGATTGATAGGAGCGGAGCAGGCGGGTACAAGA

P60_Contig-4864 Taraxacum viroid-like circular RNA 1 (-) strand 447 46.1 CTATACTCTACTGAAAGGTAGAGATGTAGGTCAGTTCTAAGACTCAAACCAGATTAGATCTGGGGAGGCTCGCTTAGACTCTACAAATTGTGTTGGAACCAGTCTCCGATTAAGGAAGAGGTTCTTAACCGTTTCGTTCTTTCGAACTCATCAGGGTAGACACACATCTACCTACGGTTAACTAGTTACCGAAAAAGACTAGCCGATAAAGGTTTCGGAAAAACCTTTAGACCCCCTCTCTAAGAGGAGCTCCTTCAAGAGGAGATAAACCCTGTAGGAAGGGTAATCCACTTCTTGAAGTCGACAGCCTGGTCGGAAAACTAGCCGTCGAGAGATGTGTATCTCTCCCGATGAGTCCAAAAGGACGAAACGGCAAGACCCTCCTTCGGAGAGGAGAAAGGTGAAAGCCTTTCCCTATCCACCAGAATAGAAGAGGAGGTTCTAACA

P60_Contig-578 not applicable not applicable 368 37.5 TGAGATCTTATGTCCCAGAAATAAGAGGATTTTAGTTTCGTCTATGTAGGTTTGACCAGTGCCAAATACAGTGGTGCAGGGTTTTATGACCATTCTGCTGGTTATTCTTTGATTTGTATAATCTCTTCAACTTTAAACAATACTGGATATTCATCTTTCAATGTGACACGAACTCAATGTTTGCCCTTATGGTGATAGGAGTACAAGAACTTCTGACTGTTGTCTTTTGTGGTTTGTTGTCATACATGCTTTGGAGAAGGAACAACACGATGTTGGCCCCTGCAGTTAAAACTGTATTATGCTGTCTGCCAAAAACTTCCCATTTTTGCTAGTAGTTCCTTAATAAACCAACATCCTTAATAGGTTTC

P60_Contig-789 not applicable not applicable 282 38.7 GTTTAATGGTTTTAGGTTCATCCTCTGGTTATCGTTTCGCAAGCCATCTGTTATGGTCAATCTGTCACGGTTTCAGCTCGTATCGTCTGCGTTATGTGATTCGGATTCGAAAGCTGTTTATAACGATATGGAACGATGAGTATGATTTCGAAATTTGTTTCCATAGATCAGATCTAGATAATATATTATCTGTTTTCAGGTATTAGGTTTTCTAGGTTCATCCTCTCGTTTGCTAGCCACCTGTTAAGGTCCATCAGGTTATTGCTATCTGAATTGTTCCGT

P60_Contig-809 not applicable not applicable 367 44.7 TACCCCCTCGGCAACATGCGTGAGAAAGCAATCATAAGACAGAACAACCCCCAGAATGCACCACACGATACGAAATCATGAACCCACCAAATGATTGTTTAAAAATGTTTTGTACAAAAAATATTCGTGGTTTTCACCATATAATCATCGTAAGGGACAGGGAAACCCTTGAGTTTATCGGCAGGCTGTAAAAAATTTGACCGCGCTAGAGTCGATGATGTTTCTCCAGAACGCGTTGCGCAGTGACCCGAGTTATCACCACTCGGAAGGATCTCAGCATGGATTGATTAGGATGGCTCAAGACAACCATATAATCGATTCACAAGTCGATCATGTGCTATACACCTTACCGTGCACCAACCCACCG

P60_Contig-8442 not applicable not applicable 275 48.0 ACAGCATTACCACACGCGGGGAATTCAACACGAGAAACAGTCTTTTCGCCATCAACAGCATATGCCGCTGAAGCCAAACAATGAGAACACATCAATTGCCAACAGTTTCCTACAATGAAAGGGATCCCGCCAACCTACATGAAAGTTATGCCGCTCACACGCTCTGAAGAGCTAGGCAAGATCCTTTTCAACAGGCATTGAAACTGGTCGAATCAATTGCGCCAACAAAGCAAACCAACGCTTTGCACCGCTCAACGCGAAAAACCGAGGAGGCA

P60_Contig-931 not applicable not applicable 273 42.5 GTTGCTGCGGTTACTATGGAAGGTGTAGGTGCTGCGCTACCGCGGCCGAGGCCACCGCTGAAGCTTCAAAGGCAACTCAGCCACAGAACTGATCAATTCGATTTGATCACTGCTTTGTTGTCCGAACCAAACTTGGTTTGGGCTTTTTACTTTCAGAAATAGTGCATATATGCATGCTTGTATGCAGAAATAAAAAGAGTAATTAATCCTTGCTATGTAATCTACTTATTCGACTATATGTACCCTTTTATACGGGTGGATGTTGTTGTTGTT

database (nucleotide (nt) database version released on December 2020). Notes: First characters before '_' in the Contig ID corresponds to the shortened sequencing library (or pool) number indicated in Supplementary Table 2. Putative viroid-like circular RNAs indicated in Supplementary Table 5 are in blue font. Assignation of (+) and (-) strands orientation is random, both strands are 
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Data source supplementary materials are available through Figshare doi: 
10.6084/m9.figshare.20200769 

 

 

Supplementary Table 11-22. Summary of all results from the DnaSP v. 6 analyses. 

 

Supplementary Table 23-42. Summary of all pairwise identity values from the SDT v. 

1.2 analyses 

 

Supplementary Table 43-47. Summary of all results from the protein domain prediction 

using InterPro scans and homology alignments with known species of potyviruses to 

identify start and cleavage sites of proteins.

https://doi.org/10.6084/m9.figshare.20200769
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Impact of High-Throughput Sequencing” is under the Creative Commons Attribution 
License (CC BY), and this is its accompanying copyright statement: 

 
“Copyright © 2021 Rivarez, Vučurović, Mehle, Ravnikar and Kutnjak. This is an open-

access article distributed under the terms of the Creative Commons Attribution License 
(CC BY). The use, distribution or reproduction in other forums is permitted, provided the 
original author(s) and the copyright owner(s) are credited and that the original publication 
in this journal is cited, in accordance with accepted academic practice. No use, distribution 
or reproduction is permitted which does not comply with these terms.” 
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measures that legally restrict others from doing anything the license permits. 

 
For more guidance on licensing and reprints, please see the “Submission Guide FAQ” 

through this link: https://www.biorxiv.org/submit-a-manuscript. See the complete “Terms 
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